HEADER ~ HPRMT1 13a(DCPR049)
COMPND HPRMT1 13a (DCPR049)
REMARK ~ GENERATED BY SYBYL (TRIPOS, INC.) 03-AUG-17

SEQRES 1 A 327 GLU ASP MET THR SER LYS ASP TYR TYR PHE ASP SER TYR
SEQRES 2 A 327 ALA HIE PHE GLY ILE HIE GLU GLU MET LEU LYS ASP GLU
SEQRES 3 A 327 VAL ARG THR LEU THR TYR ARG ASN SER MET PHE HIS ASN
SEQRES 4 A 327 ARG HIE LEU PHE LYS ASP LYS VAL VAL LEU ASP VAL GLY
SEQRES 5 A 327 SER GLY THR GLY ILE LEU CYS MET PHE ALA ALA LYS ALA
SEQRES 6 A 327 GLY ALA ARG LYS VAL ILE GLY ILE GLU CYS SER SER ILE
SEQRES 7 A 327 SER ASP TYR ALA VAL LYS ILE VAL LYS ALA ASN LYS LEU
SEQRES 8 A 327 ASP HIS VAL VAL THR ILE ILE LYS GLY LYS VAL GLU GLU
SEQRES 9 A 327 VAL GLU LEU PRO VAL GLU LYS VAL ASP ILE ILE ILE SER
SEQRES 10 A 327 GLU TRP MET GLY TYR CYS LEU PHE TYR GLU SER MET LEU
SEQRES 11 A 327 ASN THR VAL LEU TYR ALA ARG ASP LYS TRP LEU ALA PRO
SEQRES 12 A 327 ASP GLY LEU ILE PHE PRO ASP ARG ALA THR LEU TYR VAL
SEQRES 13 A 327 THR ALA ILE GLU ASP ARG GLN TYR LYS ASP TYR LYS ILE
SEQRES 14 A 327 HIE TRP TRP GLU ASN VAL TYR GLY PHE ASP MET SER CYS
SEQRES 15 A 327 ILE LYS ASP VAL ALA ILE LYS GLU PRO LEU VAL ASP VAL
SEQRES 16 A 327 VAL ASP PRO LYS GLN LEU VAL THR ASN ALA CYS LEU ILE
SEQRES 17 A 327 LYS GLU VAL ASP ILE TYR THR VAL LYS VAL GLU ASP LEU
SEQRES 18 A 327 THR PHE THR SER PRO PHE CYS LEU GLN VAL LYS ARG ASN
SEQRES 19 A 327 ASP TYR VAL HIE ALA LEU VAL ALA TYR PHE ASN ILE GLU
SEQRES 20 A 327 PHE THR ARG CYS HIS LYS ARG THR GLY PHE SER THR SER
SEQRES 21 A 327 PRO GLU SER PRO TYR THR HIP TRP LYS GLN THR VAL PHE
SEQRES 22 A 327 TYR MET GLU ASP TYR LEU THR VAL LYS THR GLY GLU GLU
SEQRES 23 A 327 ILE PHE GLY THR ILE GLY MET ARG PRO ASN ALA LYS ASN
SEQRES 24 A 327 ASN ARG ASP LEU ASP PHE THR ILE ASP LEU ASP PHE LYS
SEQRES 25 A 327 GLY GLN LEU CYS GLU LEU SER CYS SER THR ASP TYR ARG
SEQRES 26 A 327 MET ARG

HET HIE A 41 10

HET HIE A 45 10

HET HIE A 67 10

HET HIE A 196 10

HET HIE A 264 10

HET HIP A 293 10

HET Q A 0 25

ATOM 1 N GLUA 27 89.646 45.974 214.346 1.00 0.00

N

ATOM 2 CA GLU A 27 88.879 47.225 214.514 1.00 0.00

C

ATOM 3 C GLUA 27 87.365 47.053 214.297 1.00 0.00

C

ATOM 4 0 GLUA 27 86.606 47.974 214.604 1.00 0.00
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CA

CB

CG

CD

NE

CZ

LYS A

LYS A

LYS A

LYS A

LYS A

LYS A

LYS A

LYS A

LYS A

ARG A
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59.

59.

59.

59.

58.

59.
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279

722

885

384

372

755

226

006

122

697

114

630

904

218

154

367

672

962

739

456

992

713

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

. 00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00

.00



ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

ATOM

2095

2096

2097

2098

2099

2100

2101

2102

2103

2104

2105

2106

2107

2108

2109

2110

2111

2112

2113

2114

2115

2116

CZ

CA

CB

0G

CA

CB

0G1

CG2

CA

CB

0G

CA

PHE A

SER A

SER A

SER A

SER A

SER A

SER A

THR A

THR A

THR A

THR A

THR A

THR A

THR A

SER A

SER A

SER A

SER A

SER A

SER A
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477
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CB

CG

CD

CA
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CD
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GLU
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SER
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854
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205.
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CB

CG
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CA

CB

CG

CD1

Ch2

CE1

CE2

CZ
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CA

CB

PRO A

PRO A
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TYR A
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THR A
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714
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