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Figure S1: Application of REDOR π- pulses on different channels (
1
H or 

13
C). The 

1
HN 

1D spectra on uniformly 
1
H,

13
C, 15N labeled GB1 are shown when the REDOR π-pulse 

trains are on aromatic region for 600 µs. S0 spectrum is in black (collected without 

REDOR π-pulse trains) and S spectrum is in red (collected with REDOR π-pulse trains). 

In (a) both the π-pulses in one rotor period are on the 
13

C channel, whereas in (b), one π-

pulse is on 
13

C channel and the other is on 
1
H channel.  
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Figure S2(a-f): Example of Hahn echo 
1
HN relaxation data fitted to an exponential 

decay for certain residues, Q2, T16, T25, D40, Y45 and E56, in GB1.  For T25 (c) and 

Y45 (e) respectively, the data points beyond 13 and 18 ms have been excluded due to 

low signal-to-noise ratio.   

 


