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2. The Absolute Configuration of solithromycin (1).    

X-ray Single Crystal Structure Analysis of solithromycin (1). 

X-ray crystallographic data of solithromycin were solutions at T = 150(2) K: C43H65FN6O10, Mr = 

845.01, block. Space group P212121, a= 8.60670(10) Å, b= 19.0255(2) Å, c = 28.0976(2) Å, α = 

90, β = 90, γ = 90, V = 4600.89(8) Å3, Z = 4. 

 

FIGURE S1. The crystal structure of 1 by X-ray analysis. 

These data (CCDC 1554396) can be obtained free of charge from the Cambridge Crystallographic 

Data Centre via www.ccdc.cam.ac.uk/data_request/cif. 


