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1. 'HNMR and CNMR spectra.
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Impurity B
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Impurity C

N
o
n <
NN

auom

MMM MMM MmN NN
HoN

@«

0.0 ppm

05

1.5 1.0
R

:

20

25

[

3.0

EEE

35

8.0 7.5 7.0 6.5 6.0 55 50 45 4.0
g GEE
| & | 338

9.0

25;

u_11 Ll

L

i

2[5
«il=le

&

)\
)
Lol

™ w

FOAAMNDE OO

L

91"

76"
£1°

7F°991
037991

96202
£1-t0z—=

L

220 210 200 180 180 170 160 150 140 130 120 110 100 9 80 70 60 50 40

ppm

10

20

30

S4



Impurity D
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Impurity E
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Impurity G
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2. The Absolute Configuration of solithromycin (1).

X-ray Single Crystal Structure Analysis of solithromycin (1).

X-ray crystallographic data of solithromycin were solutions at T = 150(2) K: C43HgsFN¢O19, Mr =
845.01, block. Space group P2,2,2;, a= 8.60670(10) A, b=19.0255(2) A, ¢ =28.0976(2) A, a. =
90, B =90, y=90,V =4600.89(8) A3, Z=4.

FIGURE S1. The crystal structure of 1 by X-ray analysis.
These data (CCDC 1554396) can be obtained free of charge from the Cambridge Crystallographic
Data Centre via www.ccdc.cam.ac.uk/data_request/cif.
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