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Score E;(ped Method Identities Positives Gaps
702 bits(1811) 0.0 Compositional matrix adjust. 340/388(88%) 351/388(90%) 20/388(5%)

Query 1  MSREMQDVDLAEVKPLVEKGETITGLLQEFDVQEQDIETLHGSVHVTLCGTPKGNRPVIL 60
MSRE+ DVDLAEVKP ETITGLLQEFDVQEQDIETLHGS+HVTLCGTPKGNRPVIL
Sbjct 1  MSRELHDVDLAEVKPRGGGKETITGLLQEFDVQEQDIETLHGSLHVTLCGTPKGNRPVIL 60

Query 61  TYHDIGMNHKTCYNPLFNYEDMQEITQHFAVCHVDAPGQQDGAASFPAGYMYPSMDQLAE 120
TYHDIGMNHKTCYNPLFN EDMQEITQHFAVCHVDAPGQQDGA SFPAGYMYPSMDQLAE
Sbjct 61  TYHDIGMNHKTCYNPLFNSEDMQEITQHFAVCHVDAPGQQDGAPSFPAGYMYPSMDQLAE 120

Query 121 MLPGVLQQFGLKSIIGMGTGAGAYILTRFALNNPEMVEGLVLINVNPCAEGWMDWAASKI 180
MLPGVL QFGLKS+IGMGTGAGAYILTRFALNNPEMVEGLVL+NVNPCAEGHMDWAASKI
Sbjct 121 MLPGVLHQFGLKSVIGMGTGAGAYILTRFALNNPEMVEGLVLMNVNPCAEGHIMDWAASKI 180

Query 181 SGWTQALPDMVVSHLFGKEEMQSNVEVVHTYRQHIVNDMNPGNLHLFINAYNSRRDLEIE 240
SGWTQALPDMVVSHLFGKEE+ SNVEVVHTYRQHI+NDMNP NLHLFI+AYNSRRDLEIE
Sbjct 181 SGWTQALPDMVVSHLFGKEEIHSNVEVVHTYRQHILNDMNPSNLHLFISAYNSRROLEIE 240

Query 241 RPMPGTHTVTLQCPALLVVGDSSPAVDAVVECNSKLDPTKTTLLKMADCGGLPQISQPAK 300
RPMPGTHTVTLQCPAL LVWGD+SPAVDAVVECNSKLDPTKTTLLKMADCGGL QISQPAK

Sbjct 241 RPMPGTHTVTLQCPALLVVGDNSPAVDAVVECNSKLDPTKTTLLKMADCGGLSQISQPAK 300

Query 301 LAEAFKYFVQGMGYMPSASMTRLMRSRTASSSVTSLDGTRSRSHTSEGTRSRSHTSEGT 360
LAEAFKYFVQGMGYMPSASMTRLMRSRTASASSVTSL+G RSRSHTSE R

Sbjct 381 LAEAFKYFVQGMGYMPSASMTRLMRSRTASASSVTSLEGPRSRSHTSEDAR--------- 351

Query 361 RSRSHTSEGAHLDITPNSGAAGNSAGPK 388

L+ITPNSGA GN+AGP
Sbjct 352 ----------- LNITPNSGATGNNAGPN 368

Supplementary Figure S-1: CHO-specific sequence for NDRG1 aligned against
human NDRG1 sequence showing conservation of the phosphorylation site (RED
BOX) that was detected using the phospho-specific antibody to NDRG1.
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Range 1: 1 to 388 Graphics
Score Expect Method Identities Positives Gaps
722 bits(1864) 0.0 Compositional matrix adjust. 376/486(77%) 382/486(78%) 98/486(20%)

Query 19  MSDDKPFLCTAPGCGQRFTNEDHLAVHKHKHEMTLKFGPARNDSVIVADQTHTPTRFLKN 78
MSDOKPFLCTAPGCGQRF TNEDHLAVHKHKHEMTLKFGPARNDSVIVADQTHTPTRFLKN
Sbjct 1 MSDOKPFLCTAPGCGQRFTNEDHLAVHKHKHEMTLKFGPARNDSVIVADQTHTPTRFLKN 60

T
Query 79  CEEVGLFNELASPFENEFKKASEDDIKKMPLDLSPLATPIIRSKIEEPSVVETTHQDSPL 138

CEEVGLFNELASPFENEFKKASEDDIKKMPLDLSPLATPIIRSKIEEPSVVETTHQDSPL
Sbjct 61  CEEVGLFNELASPFENEFKKASEDDIKKMPLDLSPLATPIIRSKIEEPSVVETTHQDSPL 120

Query 139 PHPESTTSDEKEVPLAQTAQPTSAIVRPASLQVPNVLLTSSDSSVIIQQAVPSPTSSTVI 198

PHPESTT SD  ++
Sbjct 121 PHPESTT------c-ccccccccnccccccccccncnnns SDEKLV-----===cceee- 133
Query 199 TQAPSSNRPIVPVPGPFPLLLHLPNGQTMPVAIPASITSSNVHVPAAVPLVRPVTMVPSY 258
RP+ MVPSV
Sbjct 134 ------- L T MVPSV 142

Query 259 PGIPGPSSPQPVQSEAKMRLKAALTQQHPPVTNGDTVKGHGSGLVRTQSEESRPQSLQQP 318
PGIPGPSSPQPVQSEAKMRLKAALTQQHPPV NGDTVKGHGSGLVRTQSEESR QSLQQP
Sbjct 143 PGIPGPSSPQPVQSEAKMRLKAALTQQHPPVANGDTVKGHGSGLVRTQSEESRQQSLQQP 202

Query 319 ATSTTETPASPAHTTPQTQSTSGRRRRAANEDPDEKRRKFLERNRAAASRCRQKRKWWVQ 378

ATSTTETPASPAHTTPQTQ+TSGRRRRAANEDPDEKRRKFLERNRAAASRCRQKRKVHVQ
Sbjct 203 ATSTTETPASPAHTTPQTQNTSGRRRRAANEDPDEKRRKFLERNRAAASRCRQKRKVWVQ 262
Query 379 SLEKKAEDLSSLNGQLQSEVTLLRNEVAQLKQLLLAHKDCPVTAMQKKSGYHTADKDDSS 438

SLEKKAEDLSSLNGQLQSEVTLLRNEVAQLKQLLLAHKDCPVTAMQKKSGYHTADKDDSS
Sbjct 263 SLEKKAEDLSSLNGQLQSEVTLLRNEVAQLKQLLLAHKDCPVTAMQKKSGYHTADKDDSS 322
Query 439 EDISVPSSPHTEAIQHSSVSTSNGVSSTSKAEAVATSVLTQMADQSTEPALSQIVMAPSS 498

ED+SVPSSPHTEATQHSSVSTSNGVSSTSKAEAVATSVLTQMADQS TEPALSQ+VMAPSS
Sbjct 323 EDLSVPSSPHTEAIQHSSVSTSNGVSSTSKAEAVATSVLTQMADQSTEPALSQMVMAPSS 382
Query 499 QSQPSG 504

Q QPSG
Sbjct 383 QPQPSG 388

Supplementary Figure S-2: CHO-specific sequence for ATF2 aligned against
human ATF2 sequence showing conservation of the phosphorylation site (RED
BOX) that was detected using the phospho-specific antibody to ATF2.
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