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S| Section 1: Calculating the Magnetic Properties of Amino Acid Subunits

To obtain the coordinates of individual amino acids, we imported all atom coordinates of a PDB
file. Calculations were based on coordinates taken from 2omf.pdb and 2i7u.pdb, and MATLAB
commands were used to obtain coordinate data within the .pdb file. The coordinates for all
atoms in the membrane protein (MP) were stored and indexed by the type of amino acid that

they belonged to.

An amino acid is selected, and the first atom (nitrogen) of each occurrence of the selected
amino acid is stored. One specific amino acid is selected, and the names of all atoms of that
amino acid are obtained. The coordinates of each of those atoms are then obtained. The
calculations were performed for several amino acids within a protein, and across amino acids in

different proteins.

With knowledge of the type of amino acid and the coordinates of all atoms within the amino
acid, the magnetic properties can be calculated. Each amino acid was broken down into groups
based on the structure. When possible, data from previous literature was used for bonds
groups such as alkane bonds or peptide bonds. However, most side groups cannot be
accurately represented with a series of bonds due to resonance or to unique atoms such as
nitrogen, oxygen, or sulfur. The properties of several small molecules were used to
approximate principle magnetic susceptibility of these side groups. To account for the
difference between a free molecule and a group bonded to an amino acid, the mean magnetic
susceptibility of a c-h bond was subtracted, and the mean magnetic susceptibility of a c-c bond
was added to the available value of the mean magnetic susceptibility of the free molecule.
These values used in these approximations are shown Table S1. A function for each of the
various functional groups was used to calculate the local coordinates from the coordinates
found in the PDB file.

Table S1: Tabulated summary of moieties used to approximate the magnetic properties of
amino acids. For each we report, the group name, structure, name of amino acid containing this
moiety, and literature values of experimentally determined or calculated molar diamagnetic
anisotropy or molar diamagnetic susceptibility. Citations to each reference are provided at the

end of the supplementary information file.
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S| Section 2: Comparison Between RealTime Predictor™ and Experimental Values for
Estimating the Diamagnetic Anisotropy of Amino Acids

Experimentally measured mean magnetic susceptibility is not available for six of the twenty
amino acids. For the unreported amino acids, THR, CYS, PRO, CLN, PHE, and ARG, we use
estimates derived using RealTime Predictor™." The values from this predictor do not match the
experimental values in all cases. Mean magnetic susceptibility from both methods and the
deviation between them are presented in Table S2. The deviation is less than 3% for all the
amino acids with smaller experimental mean susceptibility compared to RealTime values.
However, when the RealTime Predictor underestimates the magnetic susceptibility, the
deviation increases to more than 24%.

and RealTime Predictor™

Table S2: Experimental estimates of the mean magnetic

susceptibility of amino acids.

Deviation
) RealTime Deviation
Experimental Calculated Between
) Predictor™ Between
Amino Mean Magnetic Mean Magnetic Experimental
o Mean Magnetic _ Calculated and
Acid Susceptibility . Susceptibility and RealTime _
Susceptibility o Available Data
(><10_6 cm3 /mol) (X106 cm3/mol) Prediction
(x107% cm3/mol) (%)
(%)
GLY -40.30 -40.90 -40.00 1.50 -0.74
ALA -50.50 -51.79 -51.82 2.56 0.06
SER -56.30 -57.11 -59.92 1.43 4.92
ASP -64.60 -59.96 -69.67 -7.18 7.85
THR - -68.78 -71.84 - 4.44
ASN -69.50 -67.90 -72.93 -2.30 4.94
CYS - -69.70 -73.91 - 6.05
PRO - -69.33 -75.46 - 8.84
VAL -74.30 -74.56 -75.46 0.36 1.21
GLU -78.00 -71.34 -81.49 -8.54 4.47
GLN - -79.14 -85.26 - 7.73
LEU -84.90 -85.77 -87.28 1.03 1.76
ILE -84.90 -93.06 -87.28 9.61 2.80
MET -91.00 -91.37 -95.37 0.41 4.38




HIS -85.60 -87.33 -96.22 2.03 10.18
LYS -104.80 -93.06 -99.60 -11.20 -4.96
PHE - -94.82 -108.47 - 14.39
TYR -105.30 -79.95 -114.07 -24.07 8.33
ARG - -105.28 -122.74 - 16.59
TRP -132.00 -1156.97 -138.17 -12.14 4.67




S| Section 3: Determining the Molar Volume of Membrane Proteins
We used the rolling probe method implemented in 3V server to determine the volume of a
protein molecule.” As an input for assessing the volume, the website takes the PDB file for the

MP, the probe radius, and the grid resolution. We define the probe size to be 5A° and the grid

resolution to be high.

Figure S1: Relationship between the Number of Amino Acid Residues in a Membrane Protein and the

Molar Volume of that Membrane Protein.
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Sl Section 4: Magnetic Properties of Membrane Proteins

Table S3: Tabulated summary of Figure 3A and 3B for each membrane protein, including the
PDB code, name of structure, family and subfamily of the structure, number of residues in the
structure, calculated molar diamagnetic anisotropy using 4 different methods, molar volume,
and calculated volumetric diamagnetic anisotropy using 4 different methods. Membrane proteins
are grouped based on their tertiary structures as beta-barrel, alpha helical, or monotopic. A list
of MPs with unavailable structures is presented at the end. Each group is then sorted based on

the number of residues in their structures.

b



		PDB		NAME		Family		Subfamily		Number of Residue		MDA(Peptide Only)		MDA(Peptide+Aromatic Ring)		MDA(Amino Acid Subunits)		MDA(Sequence Based)		Molar Volume		VDA(Peptide Only)		VDA(Peptide+Aromatic Ring)		VDA(Amino Acid Subunits)		VDA(Sequence Based)		C1 Coefficient in N=C1*T/B^2		C2 Coefficient in N=C2/B^2 for T=300K		N for T=300K and B=7.5T

		2KM7		BamE component of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		102		9.95E-05		4.32E-04		2.98E-04		1.46E-03		6.33E-03		1.98E-07		8.58E-07		5.92E-07		2.90E-06		5576.10		1672828.93		29739

		4NHR		LptE lipopolysaccharide transport protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Lipopolysaccharide (LPS) Transport Proteins		137		1.19E-04		3.36E-04		2.43E-04		1.38E-03		8.50E-03		1.76E-07		4.98E-07		3.60E-07		2.04E-06		6828.64		2048592.22		36419

		1QJ8		OmpX		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		148		2.19E-04		8.75E-04		9.49E-04		2.61E-03		9.18E-03		3.00E-07		1.20E-06		1.30E-06		3.57E-06		1750.93		525280.06		9338

		3QRA		Ail adhesion protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		152		2.24E-04		8.01E-04		1.03E-03		2.68E-03		9.43E-03		2.99E-07		1.07E-06		1.38E-06		3.57E-06		1605.70		481710.56		8564

		1P4T		NspA surface protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		155		1.75E-04		5.91E-04		8.58E-04		2.20E-03		9.61E-03		2.28E-07		7.72E-07		1.12E-06		2.88E-06		1941.40		582419.00		10354

		3ML3		IcsA autotransporter (autochaperone region only)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		156		1.70E-04		5.53E-04		3.47E-04		1.74E-03		9.68E-03		2.21E-07		7.18E-07		4.50E-07		2.26E-06		4796.98		1439093.71		25584

		1MM4		PagP outer membrane palimitoyl transferease		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		170		8.69E-05		5.15E-04		5.93E-04		3.73E-03		1.05E-02		1.04E-07		6.14E-07		7.06E-07		4.45E-06		2818.78		845634.99		15034

		4PR7		KdgM *monomeric* porin in complex with disordered oligogalacturonate		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		171		1.95E-04		7.22E-04		8.17E-04		3.09E-03		1.06E-02		2.31E-07		8.55E-07		9.67E-07		3.66E-06		2038.56		611567.79		10872

		1BXW		OmpA		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		172		1.82E-04		8.06E-04		9.86E-04		2.79E-03		1.07E-02		2.15E-07		9.49E-07		1.16E-06		3.29E-06		1683.50		505050.94		8979

		2LHF		OprH, outer membrane protein H		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		178		1.28E-04		3.73E-04		4.38E-04		2.43E-03		1.10E-02		1.45E-07		4.25E-07		4.98E-07		2.77E-06		3814.47		1144339.58		20344

		2WJR		NanC Porin, model for KdgM porin family		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		204		1.71E-04		7.06E-04		9.43E-04		3.96E-03		1.27E-02		1.69E-07		7.01E-07		9.37E-07		3.93E-06		1755.95		526785.28		9365

		2X27		OprG outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		209		1.62E-04		4.88E-04		8.79E-04		3.23E-03		1.30E-02		1.57E-07		4.73E-07		8.52E-07		3.13E-06		1886.57		565970.77		10062

		2N6L		OprG outer membrane amino acid transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		209		1.10E-04		3.54E-04		3.36E-04		3.20E-03		1.30E-02		1.07E-07		3.43E-07		3.26E-07		3.10E-06		4930.54		1479162.86		26296

		2K0L		OmpA		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		210		1.83E-04		6.93E-04		5.99E-04		3.21E-03		1.30E-02		1.76E-07		6.68E-07		5.78E-07		3.10E-06		2780.89		834268.33		14831

		2X8X		TeOmp85-N POTRA domains		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		235		1.59E-04		2.74E-04		1.03E-04		2.67E-03		1.46E-02		1.37E-07		2.36E-07		8.84E-08		2.30E-06		16190.14		4857041.63		86347

		2MLH		Opa<sub>60</sub> for receptor-mediated engulfment, EXPLOR refined		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		238		1.31E-04		4.44E-04		4.44E-04		3.61E-03		1.48E-02		1.12E-07		3.78E-07		3.78E-07		3.08E-06		3735.10		1120529.85		19921

		4E1S		Intimin outer membrane &beta;-domain		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		242		2.21E-04		5.65E-04		7.65E-04		4.33E-03		1.50E-02		1.85E-07		4.73E-07		6.40E-07		3.62E-06		2176.63		652988.77		11609

		4E1T		Invasin outer membrane &beta;-domain		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		245		1.89E-04		6.67E-04		6.30E-04		3.90E-03		1.52E-02		1.56E-07		5.52E-07		5.21E-07		3.23E-06		2638.60		791581.50		14073

		1K24		OpcA adhesin protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		249		2.79E-04		8.80E-04		1.08E-03		3.33E-03		1.54E-02		2.27E-07		7.16E-07		8.79E-07		2.71E-06		1543.64		463092.08		8233

		3QKY		BamD component of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		251		6.80E-05		6.39E-04		5.78E-04		4.28E-03		1.56E-02		5.49E-08		5.15E-07		4.66E-07		3.45E-06		2874.39		862315.97		15330

		2F1C		OmpG *monomeric* porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		252		2.18E-04		9.51E-04		1.47E-03		5.08E-03		1.56E-02		1.75E-07		7.65E-07		1.18E-06		4.08E-06		1135.14		340541.73		6054

		1QD5		OmpLA (PldA) outer membrane phospholipase A monomer		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		257		1.17E-04		4.02E-04		5.60E-04		4.56E-03		1.59E-02		9.19E-08		3.17E-07		4.42E-07		3.59E-06		2973.28		891985.00		15858

		2X55		Pla Plasminogen activator (native 1)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		274		2.67E-04		5.66E-04		1.05E-03		4.73E-03		1.70E-02		1.97E-07		4.18E-07		7.76E-07		3.50E-06		1583.96		475188.92		8448

		1UYN		NalP autotransporter translocator domain		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		279		2.76E-04		8.97E-04		7.68E-04		3.31E-03		1.73E-02		2.01E-07		6.51E-07		5.58E-07		2.41E-06		2164.59		649376.61		11544

		3EMN		VDAC-1 voltage dependent anion channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Mitochondrial Outer Membrane		283		1.99E-04		6.18E-04		1.13E-03		3.87E-03		1.76E-02		1.43E-07		4.43E-07		8.07E-07		2.77E-06		1471.19		441357.74		7846

		4BUM		VDAC-2 voltage dependent anion channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Mitochondrial Outer Membrane		283		1.83E-04		7.44E-04		9.34E-04		3.76E-03		1.76E-02		1.31E-07		5.33E-07		6.69E-07		2.69E-06		1774.67		532400.14		9465

		2K4T		VDAC-1 voltage dependent anion channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Mitochondrial Outer Membrane		285		2.12E-04		6.60E-04		7.05E-04		3.88E-03		1.77E-02		1.50E-07		4.69E-07		5.01E-07		2.76E-06		2356.38		706912.98		12567

		1PRN		Porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		289		2.20E-04		5.77E-04		7.67E-04		4.48E-03		1.79E-02		1.54E-07		4.04E-07		5.37E-07		3.14E-06		2173.84		652153.20		11594

		2ERV		PagL LPS 3-O-deacylase		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		296		2.33E-04		5.12E-04		7.21E-04		5.05E-03		1.84E-02		1.60E-07		3.51E-07		4.93E-07		3.46E-06		2303.51		691054.35		12285

		2POR		Porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		301		2.58E-04		6.83E-04		9.33E-04		4.10E-03		1.87E-02		1.74E-07		4.60E-07		6.28E-07		2.76E-06		1779.32		533796.47		9490

		2LME		YadA trimeric adhesin autotransporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		315		1.35E-04		6.68E-04		3.93E-04		4.63E-03		1.95E-02		8.71E-08		4.30E-07		2.53E-07		2.98E-06		4235.46		1270637.93		22589

		3MC9		anaOmp85-N POTRA domains (hexagonal crystals)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		326		1.71E-04		4.34E-04		2.88E-04		3.52E-03		2.02E-02		1.06E-07		2.70E-07		1.79E-07		2.19E-06		5778.98		1733694.40		30821

		1PHO		PhoE		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		330		2.37E-04		1.07E-03		1.39E-03		5.27E-03		2.05E-02		1.46E-07		6.56E-07		8.53E-07		3.24E-06		1194.96		358487.53		6373

		"1E45"		Omp32 anion-selective porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		339		2.67E-04		7.02E-04		8.06E-04		4.63E-03		2.10E-02		1.60E-07		4.20E-07		4.82E-07		2.77E-06		2064.38		619313.59		11010

		2OMF		OmpF Porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		340		2.69E-04		1.10E-03		1.30E-03		5.54E-03		2.11E-02		1.61E-07		6.55E-07		7.75E-07		3.30E-06		1277.83		383347.64		6815

		2FGR		Omp32 anion-selective porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		340		2.54E-04		6.73E-04		8.14E-04		4.64E-03		2.11E-02		1.52E-07		4.01E-07		4.85E-07		2.76E-06		2041.89		612565.81		10890

		3VZT		PorB outer membrane protein, native structure		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		341		2.77E-04		8.19E-04		1.14E-03		4.78E-03		2.12E-02		1.65E-07		4.87E-07		6.78E-07		2.84E-06		1453.75		436125.41		7753

		3PRW		BamB component of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		355		3.94E-04		8.94E-04		3.44E-04		4.35E-03		2.20E-02		2.25E-07		5.10E-07		1.97E-07		2.48E-06		4821.33		1446398.76		25714

		3T0S		OccK4 (OpdL) aromatic hydrocarbon channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		361		1.87E-04		8.13E-04		9.48E-04		5.33E-03		2.24E-02		1.05E-07		4.56E-07		5.32E-07		2.99E-06		1753.46		526038.22		9352

		3T20		OccK5 (OpdH) aromatic hydrocarbon channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		362		1.51E-04		8.15E-04		9.70E-04		5.50E-03		2.25E-02		8.44E-08		4.56E-07		5.43E-07		3.08E-06		1710.30		513091.24		9122

		3SZV		OccK3 (OpdO) aromatic hydrocarbon channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		364		2.04E-04		7.48E-04		1.03E-03		5.41E-03		2.26E-02		1.13E-07		4.16E-07		5.72E-07		3.01E-06		1616.41		484922.66		8621

		1UUN		MspA mycobacterial porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		368		4.09E-04		1.36E-03		8.02E-04		4.98E-03		2.28E-02		2.25E-07		7.47E-07		4.41E-07		2.74E-06		2078.18		623452.70		11084

		5DL6		OccAB2 outer membrane channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		395		1.93E-04		1.06E-03		9.59E-04		6.40E-03		2.45E-02		9.89E-08		5.45E-07		4.92E-07		3.28E-06		1733.50		520050.79		9245

		5DL7		OccAB3 outer membrane channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		402		2.74E-04		8.73E-04		1.08E-03		6.57E-03		2.49E-02		1.38E-07		4.40E-07		5.42E-07		3.31E-06		1548.31		464492.08		8258

		5EFR		BamA-POTRA4-5-BamD fusion complex of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		403		9.89E-05		6.61E-04		6.87E-04		6.62E-03		2.50E-02		4.97E-08		3.32E-07		3.45E-07		3.33E-06		2422.68		726804.89		12921

		3SYB		OccD3 (OpdP) basic amino acid uptake channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		408		1.83E-04		8.29E-04		6.34E-04		6.37E-03		2.53E-02		9.10E-08		4.12E-07		3.15E-07		3.16E-06		2621.95		786585.38		13984

		4RL9		CarO outer membrane protein, isoform 1		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		409		2.84E-04		6.27E-04		1.13E-03		6.32E-03		2.54E-02		1.41E-07		3.11E-07		5.59E-07		3.13E-06		1471.67		441500.73		7849

		1YC9		VceC outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		411		1.52E-04		3.71E-04		5.59E-04		5.29E-03		2.55E-02		7.51E-08		1.83E-07		2.76E-07		2.61E-06		2968.97		890692.27		15835

		4GEY		OprB carbohydrate-specific transporter at high pH		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		416		1.89E-04		8.91E-04		1.26E-03		6.98E-03		2.58E-02		9.21E-08		4.34E-07		6.16E-07		3.40E-06		1314.79		394435.98		7012

		5DL5		OccAB1 outer membrane channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		416		3.04E-04		1.11E-03		1.37E-03		6.42E-03		2.58E-02		1.48E-07		5.41E-07		6.65E-07		3.13E-06		1217.91		365372.28		6496

		3J9C		Anthrax protective antigen pore		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		423		1.69E-04		4.69E-04		5.93E-04		5.20E-03		2.62E-02		8.11E-08		2.25E-07		2.84E-07		2.49E-06		2808.25		842475.57		14977

		4RJW		OprO diphosphate-specific transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		426		2.27E-04		1.07E-03		1.10E-03		6.61E-03		2.64E-02		1.08E-07		5.10E-07		5.22E-07		3.14E-06		1516.29		454885.94		8087

		3PIK		CusC heavy metal discharge outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		429		1.44E-04		4.11E-04		5.45E-04		5.37E-03		2.66E-02		6.79E-08		1.94E-07		2.57E-07		2.54E-06		3056.62		916984.90		16302

		2YNK		Wzi outer-membrane lectin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		432		2.00E-04		7.44E-04		1.18E-03		7.08E-03		2.68E-02		9.37E-08		3.49E-07		5.53E-07		3.32E-06		1409.92		422977.26		7520

		2YH6		BamC component of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		434		1.90E-04		2.52E-04		4.55E-04		5.42E-03		2.69E-02		8.88E-08		1.18E-07		2.12E-07		2.53E-06		3664.10		1099230.59		19542

		3DWO		FadL homologue long-chain fatty acid transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		444		3.93E-04		1.28E-03		1.38E-03		6.54E-03		2.75E-02		1.79E-07		5.84E-07		6.28E-07		2.99E-06		1209.94		362981.60		6453

		5AZO		OprN drug discharge outer membrane protein, I4 space group		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		444		1.45E-04		6.00E-04		2.98E-04		4.89E-03		2.75E-02		6.62E-08		2.74E-07		1.36E-07		2.23E-06		5587.07		1676120.91		29798

		2GR8		Hia<sub>1022-1098</sub> trimeric autotransporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		468		2.75E-04		5.69E-04		4.76E-04		4.24E-03		2.90E-02		1.19E-07		2.46E-07		2.06E-07		1.84E-06		3497.76		1049329.13		18655

		4HSC		Streptolysin O pore-forming toxin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		469		3.16E-04		1.02E-03		1.07E-03		6.19E-03		2.91E-02		1.36E-07		4.38E-07		4.61E-07		2.67E-06		1557.62		467286.28		8307

		1PFO		Perfringolysin O (PFO) protomer		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		471		3.34E-04		1.00E-03		9.79E-04		6.16E-03		2.92E-02		1.44E-07		4.31E-07		4.21E-07		2.65E-06		1699.77		509931.69		9065

		4QKY		FhaC Filamentous Hemagglutinin Transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		471		1.85E-04		6.50E-04		8.27E-04		6.71E-03		2.92E-02		7.94E-08		2.80E-07		3.56E-07		2.89E-06		2010.12		603037.19		10721

		1TLY		Tsx nucleoside transporter (apoprotein)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		499		1.93E-04		1.30E-03		1.99E-03		1.05E-02		3.10E-02		7.82E-08		5.30E-07		8.10E-07		4.25E-06		832.16		249649.23		4438

		3NSJ		Lymphocyte preforin monomer		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		530		2.46E-04		6.95E-04		4.98E-04		7.17E-03		3.29E-02		9.39E-08		2.66E-07		1.90E-07		2.74E-06		3342.77		1002830.30		17828

		4K3C		BamA with POTRA domains 4 & 5		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		532		2.19E-04		8.00E-04		1.49E-03		8.15E-03		3.30E-02		8.33E-08		3.05E-07		5.68E-07		3.10E-06		1114.79		334437.27		5946

		2QOM		EspP autotransporter, post-cleavage state		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		534		3.32E-04		1.13E-03		1.74E-03		8.12E-03		3.31E-02		1.26E-07		4.30E-07		6.59E-07		3.08E-06		957.95		287384.63		5109

		4C00		TamA Autotransporter, full length		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		544		3.21E-04		7.20E-04		8.07E-04		8.15E-03		3.37E-02		1.20E-07		2.68E-07		3.01E-07		3.03E-06		2059.96		617988.72		10986

		1NQE		apo BtuB cobalamin transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		549		3.88E-04		1.36E-03		1.80E-03		8.78E-03		3.41E-02		1.43E-07		5.03E-07		6.64E-07		3.24E-06		922.85		276856.35		4922

		3AEH		Hbp (hemoglobin protease) self-cleaving autotransporter with truncated passenger		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		554		5.03E-04		1.41E-03		2.63E-03		8.45E-03		3.44E-02		1.84E-07		5.16E-07		9.61E-07		3.09E-06		632.08		189624.79		3371

		3EFM		FauA alcaligin outer membrane transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		572		3.89E-04		1.27E-03		1.63E-03		8.15E-03		3.55E-02		1.38E-07		4.49E-07		5.77E-07		2.89E-06		1020.12		306036.19		5441

		1I78		OmpT outer membrane protease		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		584		2.75E-04		1.05E-03		1.17E-03		9.66E-03		3.62E-02		9.53E-08		3.65E-07		4.05E-07		3.35E-06		1425.25		427576.03		7601

		3FID		LpxR lipid A deacylase		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		592		3.33E-04		1.45E-03		1.25E-03		8.79E-03		3.67E-02		1.14E-07		4.95E-07		4.27E-07		3.01E-06		1333.40		400021.20		7111

		3DZM		TtoA Outer Membrane Protein (OMP)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		614		3.51E-04		5.11E-04		1.16E-03		9.27E-03		3.81E-02		1.16E-07		1.69E-07		3.81E-07		3.06E-06		1439.48		431844.10		7677

		2QCZ		BamA<sub>21-351</sub> POTRA domains (periplasmic fragment, P2<sub>1</sub>2<sub>1</sub>2<sub>1</sub>)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		620		1.86E-04		5.34E-04		6.67E-04		7.54E-03		3.85E-02		6.07E-08		1.74E-07		2.18E-07		2.47E-06		2489.65		746895.29		13278

		4V3G		CymA monomeric outer membrane protein (NHis-SeMet)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		648		5.27E-04		1.80E-03		2.80E-03		1.22E-02		4.02E-02		1.65E-07		5.62E-07		8.74E-07		3.81E-06		594.73		178418.33		3172

		1XKW		FptA, pyochelin outer membrane receptor		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		655		4.40E-04		9.22E-04		1.35E-03		9.83E-03		4.06E-02		1.36E-07		2.85E-07		4.18E-07		3.04E-06		1231.27		369381.07		6567

		1KMO		FecA, siderophore transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		661		4.26E-04		1.51E-03		1.68E-03		9.78E-03		4.10E-02		1.31E-07		4.62E-07		5.13E-07		3.00E-06		993.47		298040.80		5299

		1FEP		FepA, Ferric enterobactin receptor		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		669		4.47E-04		1.77E-03		1.29E-03		9.37E-03		4.15E-02		1.36E-07		5.37E-07		3.91E-07		2.84E-06		1287.75		386324.36		6868

		1BY3		FhuA, Ferrichrome-iron receptor without ligand		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		695		4.57E-04		1.26E-03		1.81E-03		1.05E-02		4.31E-02		1.33E-07		3.68E-07		5.27E-07		3.06E-06		919.96		275987.28		4906

		2HDI		Colicin I receptor Cir in complex with Colicin Ia binding domain		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		701		4.48E-04		1.45E-03		1.65E-03		9.62E-03		4.35E-02		1.29E-07		4.18E-07		4.77E-07		2.78E-06		1007.04		302112.93		5371

		5IVA		LptD-LptE lipopolysaccharide transport complex		TRANSMEMBRANE PROTEINS: BETA-BARREL		Lipopolysaccharide (LPS) Transport Proteins		731		3.92E-04		1.49E-03		1.84E-03		1.15E-02		4.53E-02		1.09E-07		4.13E-07		5.10E-07		3.18E-06		904.46		271336.72		4824

		2QTK		OccK1 (OpdK) benzoate channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		739		3.87E-04		1.50E-03		1.81E-03		1.13E-02		4.58E-02		1.06E-07		4.12E-07		4.96E-07		3.11E-06		919.83		275949.61		4906

		3SZD		OccK2 (OpdF) glucuronate channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		739		3.93E-04		1.46E-03		1.71E-03		1.09E-02		4.58E-02		1.08E-07		3.99E-07		4.67E-07		2.99E-06		976.95		293085.67		5210

		2ODJ		OccD1 (OprD) basic amino acid uptake channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		760		3.74E-04		1.45E-03		2.45E-03		1.28E-02		4.71E-02		9.96E-08		3.86E-07		6.53E-07		3.42E-06		679.39		203818.15		3623

		4K3B		BamA with POTRA domains 1 - 5		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		771		2.43E-04		6.50E-04		9.11E-04		1.09E-02		4.78E-02		6.39E-08		1.71E-07		2.39E-07		2.85E-06		1829.07		548720.45		9755

		3BRY		TbuX hydrocarbon transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		778		6.59E-04		1.79E-03		1.77E-03		1.07E-02		4.83E-02		1.72E-07		4.65E-07		4.60E-07		2.78E-06		940.48		282144.76		5016

		5DL8		OccAB4 outer membrane channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		782		4.69E-04		1.17E-03		2.11E-03		1.36E-02		4.85E-02		1.21E-07		3.03E-07		5.46E-07		3.51E-06		789.08		236724.15		4208

		3TGO		BamCD complex of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		801		1.38E-04		9.62E-04		7.41E-04		1.06E-02		4.97E-02		3.49E-08		2.43E-07		1.87E-07		2.69E-06		2248.32		674495.34		11991

		3BS0		TodX hydrocarbon transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		828		6.76E-04		1.79E-03		2.11E-03		1.13E-02		5.14E-02		1.65E-07		4.39E-07		5.16E-07		2.75E-06		787.85		236354.64		4202

		1T16		FadL long-chain fatty acid transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		854		4.88E-04		1.55E-03		1.99E-03		1.40E-02		5.30E-02		1.16E-07		3.67E-07		4.73E-07		3.32E-06		833.53		250057.53		4445

		1WP1		OprM drug discharge outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		861		2.31E-04		6.16E-04		6.52E-04		1.06E-02		5.34E-02		5.43E-08		1.45E-07		1.54E-07		2.49E-06		2540.94		762280.78		13552

		4C4V		BamA with POTRA domain 5		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		891		3.33E-04		1.59E-03		2.70E-03		1.49E-02		5.53E-02		7.57E-08		3.62E-07		6.15E-07		3.39E-06		614.41		184321.80		3277

		3C0M		Aerolysin pore-forming toxin Y221G mutant		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		898		3.71E-04		5.77E-04		3.80E-04		1.33E-02		5.57E-02		8.36E-08		1.30E-07		8.57E-08		3.00E-06		4377.43		1313230.40		23346

		4Q35		LptD-LptE lipopolysaccharide transport complex		TRANSMEMBRANE PROTEINS: BETA-BARREL		Lipopolysaccharide (LPS) Transport Proteins		908		3.14E-04		1.29E-03		2.09E-03		1.38E-02		5.63E-02		7.00E-08		2.89E-07		4.66E-07		3.07E-06		796.46		238936.58		4248

		5IMW		ILY<sup>ml</sup> Cholesterol-dependent cytolysin, CD59-responsive		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		918		3.66E-04		1.17E-03		1.02E-03		1.20E-02		5.69E-02		8.07E-08		2.57E-07		2.24E-07		2.64E-06		1639.44		491831.86		8744

		2VQI		P pilus usher translocation domain, PapC<sub>130-640</sub>		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		938		7.44E-04		1.82E-03		3.38E-03		1.45E-02		5.82E-02		1.61E-07		3.94E-07		7.30E-07		3.14E-06		491.82		147547.24		2623

		4MKO		Monalysin pore-forming toxin, cleaved form		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		942		4.65E-04		2.34E-03		9.65E-04		1.54E-02		5.84E-02		1.00E-07		5.03E-07		2.07E-07		3.31E-06		1728.51		518553.72		9219

		3NSG		OmpF Porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1002		6.28E-04		2.23E-03		3.41E-03		1.63E-02		6.22E-02		1.27E-07		4.51E-07		6.89E-07		3.30E-06		487.58		146274.07		2600

		1OSM		OmpK36 osmoporin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1026		4.80E-04		2.11E-03		2.95E-03		1.69E-02		6.36E-02		9.47E-08		4.17E-07		5.83E-07		3.33E-06		563.55		169064.05		3006

		2J1N		OmpC Osmoporin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1038		4.66E-04		1.99E-03		2.72E-03		1.74E-02		6.44E-02		9.09E-08		3.89E-07		5.30E-07		3.39E-06		612.20		183660.27		3265

		4RL8		COG4313 outer membrane channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1070		5.13E-04		9.84E-04		1.48E-03		1.48E-02		6.64E-02		9.70E-08		1.86E-07		2.80E-07		2.80E-06		1123.90		337171.48		5994

		2F1V		OmpW outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1092		6.53E-04		1.53E-03		2.39E-03		1.85E-02		6.77E-02		1.21E-07		2.84E-07		4.43E-07		3.43E-06		696.73		209018.42		3716

		5IMY		VLY<sup>ml</sup> Cholesterol-dependent cytolysin, CD-59 responsive, bound to CD59<sup>D22A</sup>		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		1102		8.01E-04		2.37E-03		2.21E-03		1.53E-02		6.84E-02		1.47E-07		4.35E-07		4.06E-07		2.82E-06		752.44		225732.87		4013

		3T24		OccK6 (OpdQ) aromatic hydrocarbon channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		1112		5.70E-04		2.59E-03		2.47E-03		1.69E-02		6.90E-02		1.04E-07		4.72E-07		4.50E-07		3.07E-06		672.97		201890.25		3589

		2O4V		OprP phosphate-specific transporter		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1233		4.30E-04		1.12E-03		2.11E-03		1.87E-02		7.65E-02		7.06E-08		1.84E-07		3.47E-07		3.07E-06		787.16		236148.96		4198

		1A0T		ScrY sucrose-specific porin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1239		6.75E-04		2.80E-03		3.16E-03		1.96E-02		7.69E-02		1.10E-07		4.58E-07		5.17E-07		3.21E-06		525.58		157673.99		2803

		5EKQ		BamACDE complex of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		1251		3.22E-04		1.48E-03		9.36E-04		1.81E-02		7.76E-02		5.21E-08		2.40E-07		1.52E-07		2.92E-06		1771.54		531461.29		9448

		3KVN		EstA Autotransporter, full length		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		1255		6.23E-04		1.87E-03		2.17E-03		1.77E-02		7.78E-02		1.01E-07		3.02E-07		3.51E-07		2.86E-06		765.19		229556.84		4081

		1MAL		LamB Maltoporin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1263		5.07E-04		7.06E-04		3.17E-03		2.19E-02		7.83E-02		8.13E-08		1.13E-07		5.08E-07		3.52E-06		525.33		157598.28		2802

		2MPR		LamB Maltoporin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		1263		6.65E-04		1.02E-03		3.18E-03		2.13E-02		7.83E-02		1.07E-07		1.64E-07		5.10E-07		3.42E-06		523.27		156980.25		2791

		1EK9		TolC outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1269		2.74E-04		2.68E-04		5.91E-04		1.47E-02		7.87E-02		4.38E-08		4.28E-08		9.44E-08		2.34E-06		2812.61		843781.93		15001

		5BUN		ST50 discharge outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1285		3.58E-04		4.39E-04		8.90E-04		1.50E-02		7.97E-02		5.65E-08		6.92E-08		1.40E-07		2.37E-06		1872.70		561811.45		9988

		5AZS		OprJ drug discharge outer membrane protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1311		2.56E-04		4.26E-04		2.24E-04		1.49E-02		8.13E-02		3.96E-08		6.58E-08		3.46E-08		2.30E-06		7428.29		2228488.01		39618

		4N4R		LptD-LptE lipopolysaccharide transport complex		TRANSMEMBRANE PROTEINS: BETA-BARREL		Lipopolysaccharide (LPS) Transport Proteins		1327		6.58E-04		1.55E-03		2.65E-03		2.15E-02		8.23E-02		1.01E-07		2.36E-07		4.05E-07		3.28E-06		626.90		188071.11		3343

		5IV8		LptD-LptE lipopolysaccharide transport complex		TRANSMEMBRANE PROTEINS: BETA-BARREL		Lipopolysaccharide (LPS) Transport Proteins		1390		7.07E-04		2.17E-03		2.90E-03		2.18E-02		8.62E-02		1.03E-07		3.16E-07		4.23E-07		3.17E-06		573.07		171921.15		3056

		4MT4		CmeC bacterial multi-drug efflux transporter outer membrane channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1417		1.06E-04		4.74E-04		8.39E-04		2.07E-02		8.79E-02		1.52E-08		6.78E-08		1.20E-07		2.96E-06		1981.00		594301.50		10565

		3SY9		OccD2 (OpdC) basic amino acid uptake channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		1464		8.09E-04		2.14E-03		3.64E-03		2.49E-02		9.08E-02		1.12E-07		2.96E-07		5.03E-07		3.44E-06		457.51		137253.40		2440

		5D0O		BamABCDE complex of the Bam &beta;-barrel assembly machine		TRANSMEMBRANE PROTEINS: BETA-BARREL		Omp85-TpsB Outer Membrane Transporter Superfamily		1487		3.85E-04		1.61E-03		1.56E-03		2.09E-02		9.22E-02		5.24E-08		2.20E-07		2.13E-07		2.85E-06		1064.01		319202.60		5675

		3V8X		Transferrin binding protein A (TbpA) in complex with human transferrin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1529		4.67E-04		1.06E-03		1.48E-03		2.16E-02		9.48E-02		6.18E-08		1.40E-07		1.97E-07		2.86E-06		1118.87		335662.16		5967

		3JTY		BenF-like Porin (putative) benzoate channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Carboxylate Channels (Occ)		1539		7.30E-04		2.92E-03		3.35E-03		2.33E-02		9.55E-02		9.61E-08		3.84E-07		4.41E-07		3.06E-06		496.15		148845.25		2646

		3RBH		AlgE alginate export protein		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1660		8.77E-04		1.90E-03		4.42E-03		2.66E-02		1.03E-01		1.07E-07		2.31E-07		5.40E-07		3.25E-06		375.69		112705.72		2004

		3CSL		HasR heme-uptake receptor in complex with HasA hemophore and heme		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		1832		1.09E-03		3.42E-03		3.27E-03		2.67E-02		1.14E-01		1.21E-07		3.79E-07		3.62E-07		2.95E-06		506.34		151902.01		2700

		1XKH		FpvA, Pyoverdine receptor		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		2037		4.50E-04		1.72E-03		8.62E-05		3.26E-02		1.26E-01		4.47E-08		1.71E-07		8.58E-09		3.25E-06		19328.49		5798546.09		103085

		7AHL		&alpha;-hemolysin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		2051		1.43E-03		4.47E-03		2.32E-03		3.00E-02		1.27E-01		1.41E-07		4.41E-07		2.30E-07		2.96E-06		715.36		214607.74		3815

		5FVN		OmpC homolog (OmpE36) with bound lipopolysaccharide (LPS)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Porins and Relatives		2052		1.05E-03		4.21E-03		6.06E-03		3.40E-02		1.27E-01		1.04E-07		4.16E-07		5.98E-07		3.35E-06		275.14		82541.44		1467

		3B07		&gamma;-hemolysin composed of LukF and Hlg2		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		2216		1.97E-03		5.74E-03		4.18E-03		3.51E-02		1.38E-01		1.80E-07		5.25E-07		3.82E-07		3.21E-06		396.38		118914.41		2114

		3RFZ		P pilus FimD usher bound to FimC:FimH substrate		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		2514		1.25E-03		2.54E-03		3.75E-03		3.30E-02		1.56E-01		1.01E-07		2.05E-07		3.02E-07		2.66E-06		443.53		133059.35		2365

		3KWV		Anthrax Protective Antigen (PA) and Lethal Factor (LF) Prechannel Complex		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		2551		6.84E-04		1.75E-03		1.28E-03		3.21E-02		1.58E-01		5.44E-08		1.39E-07		1.01E-07		2.55E-06		1309.41		392824.43		6984

		5GAQ		Lysenin Pore complex		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		2592		3.73E-04		1.95E-03		1.97E-03		3.75E-02		1.61E-01		2.91E-08		1.52E-07		1.54E-07		2.93E-06		842.77		252831.02		4495

		5IXM		LptD-LptE lipopolysaccharide transport complex		TRANSMEMBRANE PROTEINS: BETA-BARREL		Lipopolysaccharide (LPS) Transport Proteins		2740		1.63E-03		3.94E-03		4.80E-03		4.27E-02		1.70E-01		1.21E-07		2.92E-07		3.55E-07		3.15E-06		346.24		103872.28		1847

		4UV3		CsgG bacterial amyloid secretion channel		TRANSMEMBRANE PROTEINS: BETA-BARREL		Beta-Barrel Membrane Proteins: Monomeric/Dimeric		4451		3.15E-03		4.53E-03		6.42E-03		5.14E-02		2.76E-01		1.43E-07		2.06E-07		2.92E-07		2.34E-06		259.28		77783.06		1383

		4RAP		TibC dodecameric glycosyltransferase (type V secretion system)		TRANSMEMBRANE PROTEINS: BETA-BARREL		Outer Membrane Autotransporters		4589		1.33E-03		5.63E-03		7.65E-03		7.42E-02		2.85E-01		5.88E-08		2.49E-07		3.38E-07		3.28E-06		216.92		65075.18		1157

		3O44		Cytolysin pore-forming toxin		TRANSMEMBRANE PROTEINS: BETA-BARREL		Adventitious Membrane Proteins: Beta-sheet Pore-forming Toxins/Attack Complexes		8134		2.88E-03		9.95E-03		5.94E-03		1.17E-01		5.05E-01		7.17E-08		2.48E-07		1.48E-07		2.92E-06		279.58		83873.32		1491

		1MZT		fd bacteriophage pVIII coat protein in lipid bilayers		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Virus Coat Proteins		39		2.50E-05		2.50E-05		1.98E-04		6.46E-04		2.42E-03		1.30E-07		1.30E-07		1.03E-06		3.36E-06		8383.07		2514921.05		44710

		2H3O		MerF Hg(II) transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial Mercury Detoxification Proteins		43		3.85E-05		3.85E-05		8.91E-05		5.26E-04		2.67E-03		1.81E-07		1.81E-07		4.20E-07		2.48E-06		18633.53		5590059.04		99379

		1PJF		Pf1 Major Coat Protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Virus Coat Proteins		44		2.31E-05		2.31E-05		1.47E-04		4.07E-04		2.73E-03		1.06E-07		1.06E-07		6.77E-07		1.88E-06		11305.88		3391764.03		60298

		4P6J		Zn<sup>2+</sup>-transporting four-helix bundle (space group P4<sub>3</sub>2<sub>1</sub>2)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		De novo Designed Membrane Proteins		48		2.55E-05		1.61E-04		2.50E-04		9.86E-04		2.98E-03		1.07E-07		6.81E-07		1.06E-06		4.16E-06		6615.06		1984516.97		35280

		2CPB		M13 Major Coat Protein in Dodecylphosphocholine micelles		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Virus Coat Proteins		50		1.96E-05		1.90E-04		1.28E-04		7.20E-04		3.10E-03		7.95E-08		7.68E-07		5.17E-07		2.92E-06		13037.77		3911332.26		69535

		2MMU		CrgA cell division structural &amp; regulatory protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial Cell Divison Proteins		50		3.29E-05		2.89E-04		1.28E-04		1.05E-03		3.10E-03		1.33E-07		1.17E-06		5.17E-07		4.25E-06		13037.77		3911332.26		69535

		2MFR		Insulin receptor TM domain (AAs 940-980)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Receptor Tyrosine Kinase (RTK) Family		57		2.36E-05		1.07E-04		1.09E-04		1.08E-03		3.54E-03		8.40E-08		3.79E-07		3.89E-07		3.85E-06		15174.10		4552228.81		80929

		2LOU		Apelin receptor (AR) TM helix 1 in DPC micelles		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		64		5.89E-05		4.17E-04		3.79E-04		1.18E-03		3.97E-03		1.87E-07		1.32E-06		1.20E-06		3.75E-06		4386.15		1315846.39		23393

		2HAC		Transmembrane &zeta;-&zeta; dimer of the TCR-CD3 complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Immune Receptors		66		1.52E-05		2.67E-04		2.39E-04		1.04E-03		4.09E-03		4.65E-08		8.21E-07		7.34E-07		3.18E-06		6960.43		2088130.22		37122

		2JO1		Na,K-ATPase Regulatory Protein FXYD1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		72		2.87E-05		1.89E-04		1.54E-04		9.05E-04		4.47E-03		8.07E-08		5.32E-07		4.33E-07		2.55E-06		10795.94		3238780.58		57578

		2M59		VEGFR2 vascular endothelial growth factor receptor 2 transmembrane dimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Vascular Endothelial Growth Factor Receptors		74		1.53E-05		1.28E-04		7.23E-05		8.97E-04		4.59E-03		4.19E-08		3.50E-07		1.98E-07		2.46E-06		22992.06		6897616.92		122624

		2KSD		ArcB (1-115) Aerobic Respiration Control sensor membrane domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Histidine Kinase Receptors		75		3.84E-05		1.64E-04		1.24E-04		9.28E-04		4.65E-03		1.04E-07		4.44E-07		3.35E-07		2.51E-06		13413.99		4024196.57		71541

		2K1L		EphA1 transmembrane segment dimer, pH 6.3		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Erythropoietin-Producing Hepatocellular Receptors		76		3.82E-05		2.02E-04		1.60E-04		7.07E-04		4.71E-03		1.02E-07		5.39E-07		4.27E-07		1.88E-06		10389.79		3116938.00		55412

		2KSE		QseC (1-185) Sensor protein membrane domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Histidine Kinase Receptors		77		3.98E-05		2.17E-04		1.80E-04		1.09E-03		4.78E-03		1.05E-07		5.72E-07		4.72E-07		2.87E-06		9261.60		2778478.57		49395

		1A91		Subunit C of the F<sub>1</sub>F<sub>O</sub> ATP synthase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		79		4.78E-05		2.05E-04		1.57E-04		8.83E-04		4.90E-03		1.23E-07		5.26E-07		4.02E-07		2.26E-06		10608.00		3182400.35		56576

		1AFO		Glycophorin A (GpA) transmembrane-domain dimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Glycoproteins		80		3.51E-05		9.29E-05		1.30E-04		9.89E-04		4.96E-03		8.90E-08		2.35E-07		3.30E-07		2.51E-06		12766.15		3829846.17		68086

		2L9U		ErbB3 transmembrane segment dimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Epidermal Growth Factor Receptors		80		4.19E-05		1.31E-04		1.90E-04		1.36E-03		4.96E-03		1.06E-07		3.33E-07		4.80E-07		3.45E-06		8776.73		2633019.24		46809

		2K9Y		EphA2 transmembrane segment dimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Erythropoietin-Producing Hepatocellular Receptors		82		2.89E-05		1.27E-04		1.85E-04		9.59E-04		5.09E-03		7.14E-08		3.13E-07		4.56E-07		2.37E-06		9002.71		2700811.79		48014

		2MIC		p75 neurotrophin receptor transmembrane domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Tumor Necrosis Factor (TNF) Receptor Superfamily		82		4.87E-05		8.21E-05		2.62E-04		1.08E-03		5.09E-03		1.20E-07		2.03E-07		6.47E-07		2.66E-06		6345.03		1903508.78		33840

		2LZL		FGFR3 Fibroblast growth factor receptor 3 transmembrane dimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Fibroblast Growth Factor Receptors		86		7.65E-05		8.81E-05		1.64E-04		1.21E-03		5.33E-03		1.80E-07		2.08E-07		3.85E-07		2.85E-06		10182.81		3054843.79		54308

		2JWA		ErbB2 transmembrane segment dimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Epidermal Growth Factor Receptors		88		7.02E-05		1.21E-04		1.63E-04		7.04E-04		5.46E-03		1.62E-07		2.79E-07		3.74E-07		1.62E-06		10232.73		3069818.52		54575

		2KS1		ErbB1/ErbB2 transmembrane segment heterodimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Epidermal Growth Factor Receptors		88		4.43E-05		9.87E-05		1.03E-04		7.06E-04		5.46E-03		1.02E-07		2.27E-07		2.37E-07		1.63E-06		16147.85		4844354.96		86122

		2LCX		ErbB4 transmembrane segment dimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Epidermal Growth Factor Receptors		88		4.51E-05		1.84E-04		1.87E-04		9.63E-04		5.46E-03		1.04E-07		4.24E-07		4.30E-07		2.22E-06		8900.09		2670028.20		47467

		4H33		KvLm voltaged-gated potassium channel: C-terminal pore module		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		91		2.63E-05		2.47E-04		2.14E-04		1.30E-03		5.64E-03		5.84E-08		5.50E-07		4.75E-07		2.90E-06		7799.79		2339937.37		41599

		3HZQ		MscL Mechanosensitive channel, &Delta;95-120		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels:  Mechanosensitive		94		6.59E-05		3.33E-04		3.47E-04		1.54E-03		5.83E-03		1.42E-07		7.17E-07		7.48E-07		3.32E-06		4791.65		1437496.49		25555

		2L35		DAP12 dimeric signaling domain in complex with activating receptor NKG2C		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Immune Receptors		95		4.17E-05		1.44E-04		1.93E-04		9.06E-04		5.89E-03		8.90E-08		3.07E-07		4.12E-07		1.93E-06		8610.79		2583238.09		45924

		4QND		semiSWEET transporter in outward-open conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		SWEET and semiSWEET Transporters, and Their Relatives		97		3.73E-05		3.14E-04		2.91E-04		1.51E-03		6.02E-03		7.78E-08		6.56E-07		6.08E-07		3.16E-06		5708.94		1712682.56		30448

		2KSF		KdpD (397-502) Sensor protein membrane domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Histidine Kinase Receptors		107		4.66E-05		2.75E-04		2.36E-04		1.49E-03		6.64E-03		8.83E-08		5.22E-07		4.46E-07		2.81E-06		7055.91		2116771.64		37631

		1YGM		Mistic membrane-integrating protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Autonomously Folding &quot;Membrane Proteins&quot; (Sec-independent)		112		5.44E-05		2.47E-04		2.69E-04		1.29E-03		6.95E-03		9.84E-08		4.47E-07		4.86E-07		2.34E-06		6186.35		1855905.56		32994

		2LJB		M2A-M2B chimeric proton channel (AM2-BM2)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		120		4.30E-05		9.59E-05		2.15E-04		1.54E-03		7.44E-03		7.26E-08		1.62E-07		3.63E-07		2.60E-06		7737.06		2321118.89		41264

		5JYN		HIV-1 Envelope spike (Env) protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Virus Coat Proteins		120		1.90E-05		1.75E-04		2.24E-04		2.01E-03		7.44E-03		3.21E-08		2.95E-07		3.78E-07		3.39E-06		7430.04		2229011.00		39627

		2H8A		Microsomal Glutathione Transferase 1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Associated Proteins in Eicosanoid and Glutathione Metabolism (MAPEG)		121		7.23E-05		3.65E-04		3.99E-04		1.79E-03		7.51E-03		1.21E-07		6.11E-07		6.68E-07		2.99E-06		4165.23		1249569.88		22215

		2KIX		M2 proton channel (BM2)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		132		4.91E-05		5.41E-04		3.70E-04		2.14E-03		8.19E-03		7.53E-08		8.30E-07		5.68E-07		3.29E-06		4491.83		1347549.44		23956

		2KNC		Human Integrin &alpha;IIb&beta;3 transmembrane-cytoplasmic heterodimer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Integrin Adhesion Receptors		133		5.94E-05		3.28E-04		2.73E-04		1.77E-03		8.25E-03		9.05E-08		4.99E-07		4.16E-07		2.70E-06		6088.47		1826542.02		32472

		2MAW		&alpha;7 neuronal ACh recptor TM domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		134		5.92E-05		2.42E-04		2.81E-04		1.57E-03		8.31E-03		8.94E-08		3.66E-07		4.24E-07		2.38E-06		5930.47		1779139.76		31629

		2MPN		YgaP rhodanese homodimeric transmembrane domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Rhodaneses		136		8.34E-05		5.41E-04		4.20E-04		1.78E-03		8.44E-03		1.24E-07		8.06E-07		6.26E-07		2.65E-06		3954.93		1186479.30		21093

		2YMK		Dermicidin hexameric anti-microbial peptide channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Adventitious Membrane Proteins: Alpha-helical Pore-forming Toxins.		140		6.30E-05		7.03E-05		1.98E-04		1.03E-03		8.68E-03		9.12E-08		1.02E-07		2.87E-07		1.49E-06		8387.92		2516374.78		44736

		3WKV		Hv1 chimeric (VSOP/Hv1) voltage-gated proton channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		140		3.48E-05		1.05E-04		3.07E-04		2.11E-03		8.68E-03		5.03E-08		1.52E-07		4.44E-07		3.06E-06		5421.92		1626575.59		28917

		2M6B		Human glycine receptor (hGlyR-&alpha;1) transmembrane domain monomer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		150		4.68E-05		4.11E-04		6.89E-04		2.60E-03		9.30E-03		6.32E-08		5.56E-07		9.30E-07		3.51E-06		2415.96		724788.09		12885

		4RYQ		Translocator protein (TSPO), apo type 2 monomer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Translocator Protein (18 kDA) TSPO		151		3.97E-05		2.91E-04		4.70E-04		3.22E-03		9.37E-03		5.33E-08		3.91E-07		6.30E-07		4.32E-06		3539.77		1061932.24		18879

		3PL9		Light-Harvesting Complex CP29, Spinach Photosystem II		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Light-Harvesting Complexes		156		4.63E-05		4.79E-04		4.24E-04		2.12E-03		9.68E-03		6.02E-08		6.22E-07		5.50E-07		2.75E-06		3924.80		1177440.31		20932

		4QNC		semiSWEET transporter in occluded state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		SWEET and semiSWEET Transporters, and Their Relatives		163		4.26E-05		4.59E-04		2.96E-04		2.73E-03		1.01E-02		5.30E-08		5.71E-07		3.67E-07		3.40E-06		5637.26		1691178.73		30065

		2MGY		Mitochondrial translocator protein (TSPO) in complex with PK11195		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Translocator Protein (18 kDA) TSPO		169		6.43E-05		4.66E-04		4.67E-04		3.12E-03		1.05E-02		7.71E-08		5.59E-07		5.59E-07		3.74E-06		3560.04		1068011.28		18987

		4P79		Caludin-15		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Claudins		173		7.23E-05		5.13E-04		4.84E-04		2.63E-03		1.07E-02		8.46E-08		6.01E-07		5.67E-07		3.08E-06		3444.20		1033261.17		18369

		3K6N		Kir3.1 cytoplasmic domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		175		1.53E-04		4.69E-04		5.32E-04		2.51E-03		1.09E-02		1.77E-07		5.43E-07		6.16E-07		2.91E-06		3112.06		933619.12		16598

		4DT0		Peripheral stalk of H<sup>+</sup>-dependent V-ATP Synthase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial V-type ATPase		181		6.52E-05		6.52E-05		2.98E-04		1.81E-03		1.12E-02		7.30E-08		7.30E-08		3.33E-07		2.03E-06		5602.65		1680794.78		29881

		2IC8		GlpG rhomboid-family intramembrane protease		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		182		4.03E-05		3.74E-04		5.96E-04		3.39E-03		1.13E-02		4.48E-08		4.17E-07		6.63E-07		3.77E-06		2789.10		836729.30		14875

		1N9P		GIRK1 (Kir3.1) cytoplasmic domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		189		1.36E-04		4.55E-04		4.92E-04		2.71E-03		1.17E-02		1.46E-07		4.87E-07		5.28E-07		2.91E-06		3382.49		1014745.57		18040

		4XU4		MvINS Insig homolog		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Insulin-Induced Gene Products:  Insig Proteins		189		7.92E-05		3.65E-04		2.94E-04		2.47E-03		1.17E-02		8.49E-08		3.91E-07		3.15E-07		2.64E-06		5669.69		1700906.85		30238

		2NR9		GlpG rhomboid-family intramembrane protease		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		192		4.99E-05		4.50E-04		4.01E-04		3.32E-03		1.19E-02		5.26E-08		4.75E-07		4.23E-07		3.50E-06		4151.15		1245344.82		22139

		3BKD		M2 proton channel (AM2)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		192		5.09E-05		2.89E-04		2.07E-04		2.05E-03		1.19E-02		5.37E-08		3.05E-07		2.19E-07		2.16E-06		8017.97		2405392.04		42763

		4A2N		Isoprenylcysteine carboxyl methyltransferase (ICMT)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Methyltransferases		192		5.64E-05		2.71E-04		4.93E-04		3.41E-03		1.19E-02		5.95E-08		2.86E-07		5.20E-07		3.59E-06		3376.80		1013040.11		18010

		2N4X		CcdA electron transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		192		3.16E-05		5.36E-04		4.69E-04		2.88E-03		1.19E-02		3.34E-08		5.65E-07		4.95E-07		3.04E-06		3547.35		1064203.75		18919

		2AHY		NaK channel (Na<sup>+</sup>complex)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		207		3.01E-05		1.40E-04		3.42E-04		3.30E-03		1.28E-02		2.94E-08		1.37E-07		3.35E-07		3.23E-06		4873.05		1461915.16		25990

		4PGR		YetJ pH-sensitive calcium-leak channel, pH 8 (closed form)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Calcium Ion-Selective		207		5.86E-05		3.95E-04		3.17E-04		3.39E-03		1.28E-02		5.74E-08		3.86E-07		3.11E-07		3.32E-06		5249.11		1574731.76		27995

		3WO6		YidC<sub>27-266</sub> insertase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		212		7.66E-05		5.65E-04		1.96E-04		3.25E-03		1.32E-02		7.32E-08		5.40E-07		1.88E-07		3.11E-06		8420.23		2526068.75		44908

		1JGJ		Sensory Rhodopsin II (SRII)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		217		9.11E-05		3.70E-04		7.43E-04		3.24E-03		1.35E-02		8.50E-08		3.45E-07		6.93E-07		3.02E-06		2233.51		670054.21		11912

		1XIO		Sensory Rhodopsin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		217		5.60E-05		3.72E-04		7.53E-04		4.08E-03		1.35E-02		5.23E-08		3.47E-07		7.03E-07		3.81E-06		2201.74		660522.86		11743

		2BRD		Bacteriorhodopsin (BR)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		221		1.09E-04		5.51E-04		7.74E-04		3.51E-03		1.37E-02		9.95E-08		5.05E-07		7.10E-07		3.21E-06		2148.21		644463.06		11457

		4B4A		TatC twin-arginine translocase receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		221		7.65E-05		4.98E-04		3.49E-04		3.64E-03		1.37E-02		7.01E-08		4.56E-07		3.20E-07		3.34E-06		4766.34		1429902.42		25420

		3GD8		AQP4 aquaporin water channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		223		5.96E-05		3.61E-04		3.62E-04		3.15E-03		1.38E-02		5.42E-08		3.28E-07		3.29E-07		2.86E-06		4602.36		1380708.38		24546

		2D57		AQP4 aquaporin rat glial cell water channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		224		7.56E-05		2.52E-04		3.21E-04		3.15E-03		1.39E-02		6.83E-08		2.28E-07		2.91E-07		2.85E-06		5165.92		1549776.81		27552

		1FQY		AQP1 red blood cell aquaporin water channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		226		8.64E-05		4.56E-04		4.94E-04		2.79E-03		1.40E-02		7.74E-08		4.09E-07		4.43E-07		2.50E-06		3369.18		1010753.34		17969

		1YMG		AQP0 aquaporin water channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		233		8.83E-05		3.38E-04		4.26E-04		3.56E-03		1.45E-02		7.68E-08		2.94E-07		3.71E-07		3.10E-06		3884.31		1165292.72		20716

		1SOR		AQP0 aquaporin water channel from sheep lens.		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		235		7.07E-05		4.66E-04		5.16E-04		3.64E-03		1.46E-02		6.09E-08		4.02E-07		4.45E-07		3.14E-06		3216.20		964859.51		17153

		2L6X		Proteorhodopsin (green-light absorbing)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		235		4.38E-05		2.67E-04		6.26E-04		4.10E-03		1.46E-02		3.78E-08		2.30E-07		5.40E-07		3.53E-06		2650.39		795115.70		14135

		5I32		TIP2;1 ammonia-permeable aquaporin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		238		9.12E-05		4.25E-04		3.49E-04		3.30E-03		1.48E-02		7.76E-08		3.61E-07		2.97E-07		2.81E-06		4753.76		1426128.90		25353

		"1E12"		Halorhodopsin (HR)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		239		9.19E-05		4.27E-04		6.01E-04		3.41E-03		1.48E-02		7.79E-08		3.62E-07		5.09E-07		2.89E-06		2773.81		832142.01		14794

		3C02		PfAQP aquaglyceroporin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		242		6.58E-05		4.88E-04		3.86E-04		3.97E-03		1.50E-02		5.51E-08		4.08E-07		3.23E-07		3.32E-06		4312.83		1293847.72		23002

		4L35		Cruxrhodopsin-3 (cR3), pH 5		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		244		9.07E-05		3.62E-04		4.63E-04		3.66E-03		1.51E-02		7.53E-08		3.01E-07		3.84E-07		3.04E-06		3603.69		1081107.24		19220

		2F2B		AqpM aquaporin water channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		245		7.71E-05		3.76E-04		4.56E-04		3.43E-03		1.52E-02		6.38E-08		3.11E-07		3.77E-07		2.84E-06		3646.45		1093936.24		19448

		4PX7		PgpB phosphatidylglycerophosphate phosphatase B		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Phosphatidic Acid Phosphatases		246		4.76E-05		5.62E-04		3.32E-04		4.07E-03		1.53E-02		3.92E-08		4.63E-07		2.73E-07		3.35E-06		5002.67		1500800.16		26681

		1J4N		AQP1 aquaporin red blood cell water channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		249		7.86E-05		3.56E-04		3.25E-04		3.12E-03		1.54E-02		6.40E-08		2.90E-07		2.65E-07		2.54E-06		5120.23		1536067.68		27308

		1FX8		GlpF glycerol facilitator channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		254		8.59E-05		3.43E-04		3.82E-04		3.90E-03		1.58E-02		6.85E-08		2.73E-07		3.05E-07		3.11E-06		4336.09		1300828.43		23126

		2M3B		Phospholamban homopentamer in phosphorylated state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		255		2.51E-05		1.32E-04		5.93E-04		2.69E-03		1.58E-02		1.99E-08		1.05E-07		4.71E-07		2.14E-06		2807.87		842362.36		14975

		3KP9		Vitamin K epoxide reductase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		259		7.52E-05		3.87E-04		5.73E-04		3.69E-03		1.61E-02		5.88E-08		3.03E-07		4.48E-07		2.89E-06		2897.02		869106.62		15451

		1ZLL		Phospholamban homopentamer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		260		5.32E-05		2.19E-04		6.62E-05		2.71E-03		1.61E-02		4.14E-08		1.71E-07		5.16E-08		2.11E-06		25152.44		7545731.87		134146

		2W2E		Aqy1 yeast aquaporin (pH 3.5)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		263		6.36E-05		6.08E-04		3.11E-04		4.31E-03		1.63E-02		4.90E-08		4.68E-07		2.40E-07		3.32E-06		5341.42		1602426.43		28488

		4C9G		Mitochondrial ADP/ATP Carrier; isoform 2 inhibited by carboxyatractyloside (C222<sub>1</sub> crystal form)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Antiporters		265		2.80E-05		6.01E-04		6.15E-04		3.79E-03		1.64E-02		2.14E-08		4.60E-07		4.70E-07		2.89E-06		2710.90		813270.91		14458

		1KZU		Light Harvesting Complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Light-Harvesting Complexes		267		9.63E-05		4.47E-04		5.64E-04		4.23E-03		1.66E-02		7.31E-08		3.39E-07		4.28E-07		3.21E-06		2941.06		882317.90		15686

		3X3B		KR2 light-driven Na<sup>+</sup> pump, acidic conditions		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		271		5.56E-05		5.76E-04		4.40E-04		4.80E-03		1.68E-02		4.16E-08		4.31E-07		3.29E-07		3.59E-06		3780.51		1134153.32		20163

		4X5M		semiSWEET transporter in inward-open conformation (crystal I)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		SWEET and semiSWEET Transporters, and Their Relatives		272		4.76E-05		4.13E-04		3.46E-04		3.88E-03		1.69E-02		3.55E-08		3.08E-07		2.58E-07		2.89E-06		4792.36		1437707.49		25559

		3TUF		SpoIIQ-SpoIIIAH Complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels:  Intercellular		273		1.83E-04		3.17E-04		1.43E-04		2.99E-03		1.69E-02		1.36E-07		2.36E-07		1.06E-07		2.22E-06		11664.42		3499325.78		62210

		3VOU		NaK channel chimera with grafted C-terminal region of a NaV channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		275		7.88E-05		3.63E-04		3.80E-04		4.10E-03		1.71E-02		5.80E-08		2.68E-07		2.80E-07		3.02E-06		4364.17		1309250.67		23276

		3UG9		Channelrhodopsin (ChR) chimera between ChR1 &amp; ChR2		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		280		1.12E-04		4.76E-04		4.63E-04		4.66E-03		1.74E-02		8.09E-08		3.44E-07		3.35E-07		3.37E-06		3584.77		1075431.84		19119

		5AZC		Phosphatidylglycerol:prolipoprotein diacylglyceryl transferase (Lgt) in complex with phosphatidylglycerol		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Diacylglyceryl Transferases		284		8.98E-05		3.48E-04		4.60E-04		5.20E-03		1.76E-02		6.41E-08		2.48E-07		3.28E-07		3.71E-06		3619.67		1085901.50		19305

		1OKC		Mitochondrial ADP/ATP Carrier		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Antiporters		292		3.05E-05		4.50E-04		3.86E-04		4.43E-03		1.81E-02		2.11E-08		3.13E-07		2.68E-07		3.07E-06		4307.67		1292300.69		22974

		2LNL		CXCR1 chemokine receptor in phospholipid bilayers		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		296		8.46E-05		4.84E-04		4.22E-04		4.53E-03		1.84E-02		5.79E-08		3.31E-07		2.89E-07		3.10E-06		3929.52		1178857.42		20957

		2LCK		UCP2 mitochondrial uncoupling protein 2		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Antiporters		297		5.25E-05		4.43E-04		3.63E-04		3.77E-03		1.84E-02		3.58E-08		3.02E-07		2.47E-07		2.57E-06		4597.70		1379310.91		24521

		3V5U		Sodium/Calcium Exchanger (NCX), Lipidic Cubic Phase Crystallization		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Ca<sup>2+</sup>:Cation Antiporter (CaCA) Family		297		1.01E-04		4.82E-04		6.75E-04		3.83E-03		1.84E-02		6.92E-08		3.28E-07		4.61E-07		2.61E-06		2463.41		739023.41		13138

		4ZYO		Stearoyl-coenzyme A desaturase (SCD1) in complex with substrate		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Fatty Acid Desaturases		298		7.71E-05		8.66E-04		6.24E-04		5.70E-03		1.85E-02		5.24E-08		5.89E-07		4.25E-07		3.87E-06		2657.63		797289.95		14174

		3M71		SLAC1 anion channel, TehA homolog (wild-type)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		308		9.60E-05		6.03E-04		6.59E-04		5.60E-03		1.91E-02		6.32E-08		3.97E-07		4.34E-07		3.68E-06		2520.77		756229.91		13444

		3ZUY		Bacterial homologue of ASBT (ASBT<sub>NM</sub>) with bound taurocholate		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Apical Sodium-Dependent Bile Acid Transporters (ASBT)		308		7.78E-05		3.39E-04		3.27E-04		3.93E-03		1.91E-02		5.12E-08		2.23E-07		2.15E-07		2.59E-06		5088.43		1526529.21		27138

		3SYO		GIRK2 (Kir3.2) G-protein-gated K<sup>+</sup> channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		309		2.19E-04		5.37E-04		6.57E-04		4.74E-03		1.92E-02		1.44E-07		3.52E-07		4.31E-07		3.11E-06		2525.09		757527.58		13467

		3JYC		Kir2.2 Inward-Rectifier Potassium Channel (Complete)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		321		1.70E-04		6.81E-04		8.02E-04		4.69E-03		1.99E-02		1.08E-07		4.30E-07		5.06E-07		2.96E-06		2075.16		622548.73		11068

		2HI7		DsbB-DsbA Periplasmic Oxidase Complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		322		8.63E-05		5.05E-04		3.83E-04		5.15E-03		2.00E-02		5.43E-08		3.18E-07		2.41E-07		3.24E-06		4335.20		1300558.55		23121

		4HKR		Orai Calcium release-activated calcium (CRAC) channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Calcium Ion-Selective		325		6.97E-05		6.07E-04		6.40E-04		4.89E-03		2.02E-02		4.35E-08		3.79E-07		3.99E-07		3.05E-06		2592.58		777772.67		13827

		3H9V		ATP-gated P2X<sub>4</sub> ion channel (apo protein; &Delta;P2X<sub>4</sub>-B construct)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		329		1.57E-04		7.40E-04		3.36E-04		4.55E-03		2.04E-02		9.65E-08		4.56E-07		2.07E-07		2.80E-06		4948.29		1484487.12		26391

		3CJU		Photosystem II in complex with Light-Harvesting Complex II		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Photosystem+Light-Harvesting Complex Supercomplex		331		1.08E-04		3.91E-04		5.17E-04		4.37E-03		2.05E-02		6.62E-08		2.39E-07		3.16E-07		2.67E-06		3225.63		967689.44		17203

		3K3F		Urea transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Urea Transporters		332		7.76E-05		7.88E-04		2.73E-04		4.78E-03		2.06E-02		4.74E-08		4.81E-07		1.67E-07		2.92E-06		6073.96		1822188.30		32394

		5D91		Phosphatidylinositol-phosphate synthase with bound CDP-diacylglycerol		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		CDP-Alcohol Phosphotransferases		335		1.32E-04		4.73E-04		3.68E-04		4.64E-03		2.08E-02		7.98E-08		2.86E-07		2.23E-07		2.81E-06		4504.92		1351477.28		24026

		3P5N		RibU, S Component of the Riboflavin Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Energy-Coupling Factor (ECF) Transporters		336		7.29E-05		4.49E-04		4.02E-04		4.83E-03		2.08E-02		4.40E-08		2.71E-07		2.42E-07		2.91E-06		4151.23		1245369.56		22140

		4RI2		PsbS photoprotection protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Photoprotection Proteins		340		7.15E-05		2.64E-04		7.99E-04		4.53E-03		2.11E-02		4.26E-08		1.58E-07		4.76E-07		2.70E-06		2080.49		624147.94		11096

		4XNV		P2Y<sub>1</sub> receptor in complex with BPTU		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		340		8.66E-05		5.57E-04		7.03E-04		5.79E-03		2.11E-02		5.16E-08		3.32E-07		4.19E-07		3.45E-06		2363.52		709055.89		12605

		3RLB		ThiT, S component of the Thiamin Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Energy-Coupling Factor (ECF) Transporters		353		8.16E-05		9.60E-04		7.96E-04		5.74E-03		2.19E-02		4.68E-08		5.51E-07		4.57E-07		3.29E-06		2087.83		626349.35		11135

		4F4L		Voltage-Gated Sodium Channel (Na<sub>V</sub>)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		359		2.76E-05		7.36E-04		3.62E-04		6.39E-03		2.23E-02		1.56E-08		4.15E-07		2.05E-07		3.61E-06		4570.85		1371254.99		24378

		2KDC		DgkA diacylglycerol kinase (DAGK)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Phosphotransferases		363		1.43E-05		2.03E-04		1.42E-04		4.69E-03		2.25E-02		7.98E-09		1.13E-07		7.93E-08		2.62E-06		11711.16		3513348.58		62460

		4NTJ		P2Y<sub>12</sub> receptor in complex with an antithrombotic drug		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		369		1.09E-04		3.30E-04		6.89E-04		5.89E-03		2.29E-02		6.00E-08		1.81E-07		3.78E-07		3.23E-06		2413.95		724185.23		12874

		1U7G		AmtB ammonia channel (mutant)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Amt/Mep/Rh proteins		372		7.54E-05		6.55E-04		4.26E-04		5.26E-03		2.31E-02		4.11E-08		3.57E-07		2.32E-07		2.86E-06		3899.02		1169706.71		20795

		4IB4		5-HT<sub>2B</sub> serotonin receptor with bound ergotamine		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		375		1.17E-04		4.70E-04		6.93E-04		5.41E-03		2.33E-02		6.29E-08		2.54E-07		3.74E-07		2.92E-06		2397.88		719365.20		12789

		2M6X		p7 hexamer channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		378		3.93E-05		3.84E-04		4.38E-04		5.37E-03		2.35E-02		2.10E-08		2.06E-07		2.35E-07		2.88E-06		3783.73		1135118.55		20180

		4IAR		5-HT<sub>1B</sub> serotonin receptor with bound ergotamine		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		379		1.09E-04		5.72E-04		5.00E-04		5.75E-03		2.35E-02		5.80E-08		3.06E-07		2.67E-07		3.08E-06		3330.25		999074.38		17761

		4BWZ		NapA Na<sup>+</sup>/H<sup>+</sup> antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Antiporters		384		1.32E-04		6.16E-04		2.52E-04		4.46E-03		2.38E-02		6.94E-08		3.25E-07		1.33E-07		2.35E-06		6601.26		1980379.16		35207

		4Z34		LPA<sub>1</sub> Lysophosphatidic Acid Receptor 1 in complex with ONO-9780307		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		385		1.30E-04		4.73E-04		5.89E-04		5.67E-03		2.39E-02		6.85E-08		2.49E-07		3.10E-07		2.99E-06		2820.31		846091.54		15042

		1BL8		KcsA Potassium channel, H<sup>+</sup> gated		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		388		1.19E-04		8.50E-04		1.31E-04		5.72E-03		2.41E-02		6.20E-08		4.44E-07		6.82E-08		2.99E-06		12713.18		3813954.69		67804

		3B9Y		Rh protein, possible ammonia or CO<sub>2</sub> channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Amt/Mep/Rh proteins		388		7.37E-05		3.82E-04		2.87E-04		5.04E-03		2.41E-02		3.85E-08		1.99E-07		1.50E-07		2.63E-06		5780.26		1734078.07		30828

		2B2F		Amt-1 ammonium channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Amt/Mep/Rh proteins		391		6.98E-05		7.74E-04		2.98E-04		5.66E-03		2.43E-02		3.62E-08		4.01E-07		1.55E-07		2.94E-06		5547.76		1664328.21		29588

		3S0X		FlaK preflagellin aspartyl protease		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		392		8.56E-05		3.92E-04		5.78E-04		6.31E-03		2.43E-02		4.42E-08		2.03E-07		2.99E-07		3.26E-06		2875.93		862778.84		15338

		4ZP0		MdfA multidrug resistance transporter in complex with deoxycholate		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		392		1.29E-04		4.51E-04		4.92E-04		5.36E-03		2.43E-02		6.68E-08		2.33E-07		2.54E-07		2.77E-06		3385.44		1015633.36		18056

		4YAY		Angiotensin  type I receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		393		1.71E-04		7.61E-04		8.82E-04		6.04E-03		2.44E-02		8.79E-08		3.92E-07		4.55E-07		3.11E-06		1882.15		564645.31		10038

		5KUD		Cry6Aa toxin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Adventitious Membrane Proteins: Alpha-helical Pore-forming Toxins.		393		6.29E-05		3.30E-04		5.15E-04		5.27E-03		2.44E-02		3.24E-08		1.70E-07		2.66E-07		2.72E-06		3219.47		965840.66		17171

		1LGH		Light-Harvesting Complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Light-Harvesting Complexes		396		1.05E-04		1.14E-03		7.48E-04		6.69E-03		2.46E-02		5.35E-08		5.85E-07		3.83E-07		3.42E-06		2217.80		665339.13		11828

		4L6R		Class B GPCR glucagon receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		398		1.20E-04		5.87E-04		7.39E-04		5.95E-03		2.47E-02		6.09E-08		2.99E-07		3.76E-07		3.03E-06		2249.94		674981.93		12000

		3HD6		Human Rh C glycoprotein ammonia transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Amt/Mep/Rh proteins		403		9.40E-05		6.46E-04		4.97E-04		6.63E-03		2.50E-02		4.73E-08		3.25E-07		2.50E-07		3.33E-06		3343.30		1002990.75		17831

		3TIJ		Concentrative nucleoside transporter (CNT) in complex with uridine		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Carrier (SLC) Transporter Superfamily		404		4.96E-05		6.13E-04		3.76E-04		5.36E-03		2.51E-02		2.49E-08		3.08E-07		1.89E-07		2.69E-06		4404.74		1321421.66		23492

		2WIE		Rotor (c<sub>15</sub>) of H<sup>+</sup>-dependent F-ATP Synthase of an alkaliphilic cyanobacterium		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		405		1.52E-04		6.95E-04		4.12E-04		3.92E-03		2.51E-02		7.59E-08		3.48E-07		2.06E-07		1.96E-06		4041.24		1212372.30		21553

		5AYN		Ferroportin (FPN) Fe<sup>2+</sup> transporter (SLC40A1) analog, outward-facing conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		405		1.18E-04		5.45E-04		6.04E-04		5.99E-03		2.51E-02		5.93E-08		2.73E-07		3.02E-07		3.00E-06		2756.61		826982.43		14702

		3QE7		UraA uracil/H<sup>+</sup> symporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Nucleobase-Cation-Symport-2 (NCS2) Family		407		1.65E-04		3.61E-04		4.44E-04		4.95E-03		2.52E-02		8.20E-08		1.80E-07		2.21E-07		2.46E-06		3752.00		1125600.12		20011

		4OO9		Class C GPCR Metabotropic Glutamate Receptor 5  (mGlu<sub>5</sub>) with bound negative allosteric modulator		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		407		4.72E-05		3.78E-04		6.22E-04		5.64E-03		2.52E-02		2.35E-08		1.88E-07		3.10E-07		2.81E-06		2674.81		802443.96		14266

		4N6H		&delta;-opioid receptor in complex with naltrindol		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		408		1.11E-04		3.98E-04		3.60E-04		5.28E-03		2.53E-02		5.51E-08		1.98E-07		1.79E-07		2.62E-06		4614.05		1384214.50		24608

		4MND		CDP-alcohol phosphotransferase domain (DIPPS) with fused nucleotidyltransferase domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		CDP-Alcohol Phosphotransferases		408		1.36E-04		4.45E-04		3.54E-04		5.47E-03		2.53E-02		6.74E-08		2.21E-07		1.76E-07		2.72E-06		4692.70		1407809.07		25028

		3O7Q		FucP Fucose Transporter in outward-facing conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		414		8.06E-05		7.27E-04		5.51E-04		6.44E-03		2.57E-02		3.94E-08		3.56E-07		2.70E-07		3.15E-06		3011.33		903399.94		16060

		4O6Y		Cytochrome b<sub>561</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		421		1.27E-04		6.61E-04		4.46E-04		6.72E-03		2.61E-02		6.09E-08		3.18E-07		2.15E-07		3.23E-06		3723.72		1117115.25		19860

		3DWW		Microsomal Prostaglandin E Synthase 1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Associated Proteins in Eicosanoid and Glutathione Metabolism (MAPEG)		426		1.39E-04		1.02E-03		7.56E-04		6.43E-03		2.64E-02		6.63E-08		4.86E-07		3.60E-07		3.06E-06		2198.62		659584.62		11726

		5IWS		MalT EIIC phosphorylation-coupled maltose transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Phosphoenolpyruvate-Dependent Phosphotransferases (PTSs)		427		1.04E-04		5.59E-04		6.51E-04		6.54E-03		2.65E-02		4.93E-08		2.65E-07		3.09E-07		3.10E-06		2551.83		765548.29		13610

		3RZE		Histamine H<sub>1</sub> receptor, complexed with doxepin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		428		1.34E-04		8.12E-04		7.71E-04		6.69E-03		2.66E-02		6.34E-08		3.84E-07		3.65E-07		3.17E-06		2152.19		645657.86		11478

		2LZS		TatA twin-arginine translocase, model of oligomeric complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		432		6.18E-05		8.27E-05		2.14E-04		4.63E-03		2.68E-02		2.90E-08		3.88E-08		1.00E-07		2.17E-06		7796.88		2339064.26		41583

		3GIA		apo ApcT Na<sup>+</sup>-independent Amino Acid Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid/Polyamine/Organocation (APC) Superfamily		433		1.25E-04		4.36E-04		3.65E-04		6.80E-03		2.69E-02		5.84E-08		2.04E-07		1.71E-07		3.18E-06		4542.63		1362788.80		24227

		1PW4		GlpT Glycerol-3-Phosphate Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		434		1.38E-04		8.56E-04		6.33E-04		7.51E-03		2.69E-02		6.46E-08		4.00E-07		2.96E-07		3.51E-06		2624.29		787286.77		13996

		3B4R		Site-2 Protease (S2P). Intramembrane Metalloprotease		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		434		8.85E-05		7.14E-04		3.31E-04		5.98E-03		2.69E-02		4.13E-08		3.33E-07		1.55E-07		2.79E-06		5011.55		1503463.77		26728

		4PHU		GPR40 free fatty-acid receptor 1 (FFAR1) bound to TAK-875		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		434		7.00E-05		8.71E-04		6.15E-04		5.87E-03		2.69E-02		3.27E-08		4.07E-07		2.87E-07		2.74E-06		2706.58		811975.21		14435

		4Q65		YbgH peptide transporter (POT family), inward facing conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		437		1.30E-04		9.21E-04		9.36E-04		6.93E-03		2.71E-02		6.05E-08		4.27E-07		4.34E-07		3.21E-06		1776.63		532988.61		9475

		4YB9		GLUT5 fructose transporter, open-inward conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		437		6.08E-05		4.00E-04		2.68E-04		6.54E-03		2.71E-02		2.82E-08		1.86E-07		1.24E-07		3.03E-06		6218.20		1865460.13		33164

		3UON		M2 human muscarinic acetylcholine receptor bound to an antagonist		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		438		6.59E-05		6.33E-04		7.84E-04		6.63E-03		2.72E-02		3.05E-08		2.93E-07		3.63E-07		3.07E-06		2116.31		634894.28		11287

		3MP7		SecYE&beta; &quot;primed&quot; translocon		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		441		8.71E-05		2.45E-04		3.51E-04		6.57E-03		2.74E-02		4.00E-08		1.12E-07		1.61E-07		3.02E-06		4736.74		1421021.04		25263

		4US3		MhsT multi-hydrophobic amino acid transporter, occluded inward-facing state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid Secondary Transporters		441		9.94E-05		4.81E-04		6.00E-04		6.79E-03		2.74E-02		4.57E-08		2.21E-07		2.76E-07		3.12E-06		2763.10		828928.94		14737

		3RVY		Voltage-Gated Sodium Channel (Na<sub>V</sub>), I217C  mutant		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		442		5.46E-05		5.56E-05		6.72E-04		7.97E-03		2.74E-02		2.50E-08		2.55E-08		3.08E-07		3.65E-06		2476.02		742806.45		13205

		4EJ4		&delta;-opioid receptor in complex with naltrindol		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		442		1.08E-04		4.25E-04		4.42E-04		6.03E-03		2.74E-02		4.95E-08		1.95E-07		2.02E-07		2.76E-06		3775.32		1132595.98		20135

		3V2W		Sphingosine 1-phosphate receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		442		1.30E-04		6.23E-04		5.47E-04		6.32E-03		2.74E-02		5.94E-08		2.86E-07		2.51E-07		2.90E-06		3038.31		911491.58		16204

		4DKL		&mu;-opioid receptor bound to a morphinan antagonist		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		442		1.35E-04		5.40E-04		5.35E-04		6.56E-03		2.74E-02		6.20E-08		2.47E-07		2.45E-07		3.01E-06		3112.71		933813.82		16601

		3VW7		Protease-activated receptor 1 (PAR1) bound with antagonist vorapaxar		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		442		1.14E-04		6.37E-04		6.56E-04		6.70E-03		2.74E-02		5.22E-08		2.92E-07		3.01E-07		3.07E-06		2533.60		760081.02		13513

		5KBN		Fluc F<sup>-</sup> ion channel homolog in complex Ec2-S9 monobody F801 mutant		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Fluc Family		442		1.49E-04		2.23E-04		2.27E-04		6.42E-03		2.74E-02		6.85E-08		1.02E-07		1.04E-07		2.94E-06		7332.83		2199849.88		39108

		3VVN		Multidrug and Toxin Compound Extrusion (MATE) transporter; outward-open apo form, straight conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		445		1.35E-04		5.13E-04		3.36E-04		5.61E-03		2.76E-02		6.14E-08		2.33E-07		1.53E-07		2.55E-06		4948.29		1484487.12		26391

		4LZ6		DinF-BH Multidrug and Toxin Compound Extrusion (MATE) transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		446		2.73E-04		9.49E-04		8.51E-04		6.08E-03		2.77E-02		1.24E-07		4.31E-07		3.87E-07		2.76E-06		1949.24		584771.52		10396

		4PYP		GLUT1 glucose transporter (N45T/E329Q mutant)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		447		7.67E-05		8.28E-04		7.62E-04		6.54E-03		2.77E-02		3.47E-08		3.75E-07		3.46E-07		2.96E-06		2180.22		654065.25		11628

		3EML		A<sub>2A</sub> adenosine receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		448		1.03E-04		3.48E-04		6.44E-04		6.35E-03		2.78E-02		4.64E-08		1.58E-07		2.91E-07		2.87E-06		2582.96		774888.40		13776

		4RP9		UlaA bacterial vitamin C transporter, C2 space group		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Phosphoenolpyruvate-Dependent Phosphotransferases (PTSs)		451		9.35E-05		2.87E-04		6.30E-04		6.88E-03		2.80E-02		4.20E-08		1.29E-07		2.83E-07		3.09E-06		2637.01		791101.99		14064

		5CXV		M1 human muscarinic acetylcholine receptor with bound tiotropium		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		451		8.66E-05		5.47E-04		7.25E-04		6.86E-03		2.80E-02		3.89E-08		2.46E-07		3.26E-07		3.08E-06		2289.18		686754.19		12209

		3WDO		YajR drug efflux transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		453		1.47E-04		6.89E-04		5.34E-04		5.98E-03		2.81E-02		6.59E-08		3.08E-07		2.39E-07		2.68E-06		3111.37		933410.59		16594

		5AEZ		Mep2 ammonium transceptor (R3)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Amt/Mep/Rh proteins		455		1.04E-04		9.05E-04		6.33E-04		7.52E-03		2.82E-02		4.63E-08		4.03E-07		2.82E-07		3.35E-06		2627.59		788276.77		14014

		4HYJ		Proteorhodopsin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		459		1.13E-04		5.26E-04		8.04E-04		7.39E-03		2.85E-02		4.98E-08		2.32E-07		3.55E-07		3.26E-06		2065.30		619589.05		11015

		4GRV		NTS1 neurotensin receptor in complex with neurotensin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		460		6.30E-05		6.48E-04		6.78E-04		6.70E-03		2.85E-02		2.78E-08		2.85E-07		2.99E-07		2.95E-06		2452.11		735632.48		13078

		1RC2		AqpZ aquaporin water channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		462		1.74E-04		2.37E-04		2.99E-04		6.84E-03		2.87E-02		7.64E-08		1.04E-07		1.31E-07		3.00E-06		5557.79		1667338.41		29642

		4UC1		Translocator protein (TSPO), A139T SeMet1 C121		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Translocator Protein (18 kDA) TSPO		462		1.22E-04		3.68E-04		3.93E-04		9.10E-03		2.87E-02		5.36E-08		1.61E-07		1.72E-07		3.99E-06		4232.97		1269891.46		22576

		2JLN		Mhp1 Benzyl-hydantoin transporter (without substrate); outward-facing conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Nucleobase-Cation-Symport-1 (NCS1) Family		463		1.09E-04		5.10E-04		3.87E-04		7.04E-03		2.87E-02		4.78E-08		2.23E-07		1.69E-07		3.08E-06		4308.11		1292433.91		22977

		1VGO		Archaerhodopsin-2 (aR-2)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		468		1.45E-04		3.15E-04		7.11E-04		7.02E-03		2.90E-02		6.28E-08		1.36E-07		3.08E-07		3.04E-06		2339.41		701824.03		12477

		4ZW9		GLUT3 glucose transporter (N45T mutant) with bound D-glucose, outward-occluded conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		470		4.06E-05		7.04E-04		8.58E-04		6.65E-03		2.92E-02		1.75E-08		3.04E-07		3.70E-07		2.87E-06		1934.07		580219.57		10315

		1UAZ		Archaerhodopsin-1 (aR-1)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		472		1.41E-04		2.49E-04		7.79E-04		6.83E-03		2.93E-02		6.06E-08		1.07E-07		3.35E-07		2.93E-06		2128.84		638652.36		11354

		4XT1		Human cytomeglovirius US28 GPCR with bound human cytokine CX3CL1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		474		1.79E-04		8.94E-04		3.71E-04		7.47E-03		2.94E-02		7.66E-08		3.82E-07		1.58E-07		3.19E-06		4498.33		1349498.88		23991

		4GBY		XylE proton:xylose symporter with bound D-xylose		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		475		1.41E-04		7.84E-04		6.08E-04		7.38E-03		2.95E-02		6.01E-08		3.35E-07		2.59E-07		3.15E-06		2734.85		820455.76		14586

		4S0V		OX<sub>2</sub> orexin receptor with bound suvorexant		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		478		1.48E-04		7.76E-04		7.17E-04		7.18E-03		2.97E-02		6.27E-08		3.29E-07		3.04E-07		3.04E-06		2314.33		694299.60		12343

		4W6V		PepT dipeptide transporter (POT family)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		483		1.28E-04		1.06E-03		9.09E-04		7.30E-03		3.00E-02		5.37E-08		4.43E-07		3.81E-07		3.06E-06		1828.14		548442.01		9750

		4IO2		GluR1 Glutamate receptor ligand binding domain with bound Glu		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		484		5.49E-05		4.98E-04		8.97E-04		6.05E-03		3.00E-02		2.30E-08		2.09E-07		3.75E-07		2.53E-06		1857.39		557217.08		9906

		4CDB		Listeriolysin O pore-forming toxin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Adventitious Membrane Proteins: Alpha-helical Pore-forming Toxins.		488		3.77E-04		1.04E-03		9.76E-04		6.44E-03		3.03E-02		1.57E-07		4.33E-07		4.05E-07		2.67E-06		1702.78		510833.41		9081

		4IKV		Proton-dependent oligopeptide transporter (POT)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		492		1.12E-04		4.54E-04		6.05E-04		7.36E-03		3.05E-02		4.62E-08		1.87E-07		2.49E-07		3.03E-06		2751.42		825425.27		14674

		3HFX		CaiT carnitine transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Betaine/Choline/Carnitine Transporter (BCCT) Family		493		1.38E-04		3.64E-04		6.81E-04		8.58E-03		3.06E-02		5.67E-08		1.50E-07		2.80E-07		3.53E-06		2438.80		731640.08		13007

		4RNG		semiSWEET transporter in occluded state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		SWEET and semiSWEET Transporters, and Their Relatives		494		9.16E-05		4.37E-04		4.52E-04		6.97E-03		3.06E-02		3.76E-08		1.79E-07		1.86E-07		2.86E-06		3671.31		1101393.67		19580

		3NVO		ZntB Zn<sup>+2</sup> transporter cytoplasmic domain, P2<sub>1</sub> space group		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		CorA Superfamily Ion Transporters		497		5.64E-05		8.73E-04		7.02E-04		5.62E-03		3.08E-02		2.30E-08		3.56E-07		2.86E-07		2.29E-06		2372.13		711639.75		12651

		1Z98		SoPIP2;1 plant aquaporin (closed conformation)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		502		1.25E-04		6.13E-04		8.50E-04		7.76E-03		3.11E-02		5.03E-08		2.48E-07		3.43E-07		3.13E-06		1958.85		587655.00		10447

		3DDL		Xanthorhodopsin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		502		1.29E-04		8.70E-04		9.81E-04		8.02E-03		3.11E-02		5.20E-08		3.51E-07		3.96E-07		3.24E-06		1696.68		509004.21		9049

		3UM7		Two-Pore Domain Potassium Channel K<sub>2P</sub>4.1 (TRAAK)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		503		1.46E-04		1.00E-03		6.06E-04		7.50E-03		3.12E-02		5.88E-08		4.04E-07		2.44E-07		3.02E-06		2744.80		823441.07		14639

		4ZJ8		OX<sub>1</sub> orexin receptor with bound suvorexant		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		503		2.03E-04		1.06E-03		9.23E-04		7.74E-03		3.12E-02		8.16E-08		4.29E-07		3.72E-07		3.12E-06		1800.36		540106.51		9602

		2WSW		CaiT carnitine transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Betaine/Choline/Carnitine Transporter (BCCT) Family		508		8.16E-05		4.00E-04		5.30E-04		8.70E-03		3.15E-02		3.25E-08		1.59E-07		2.12E-07		3.47E-06		3129.03		938708.03		16688

		2A65		LeuT<sub>Aa</sub> Leucine transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid Secondary Transporters		509		1.05E-04		8.08E-04		1.03E-03		8.98E-03		3.16E-02		4.18E-08		3.22E-07		4.09E-07		3.57E-06		1616.76		485027.72		8623

		3WXV		AdipoR1 adiponectin 1 receptor in complex with an Fv fragment		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Adiponectin Receptors		509		1.62E-04		5.86E-04		1.33E-03		8.93E-03		3.16E-02		6.47E-08		2.33E-07		5.31E-07		3.56E-06		1245.30		373590.09		6642

		1P7B		KirBac1.1 Inward-Rectifier Potassium channel (closed state)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		516		1.95E-04		9.28E-04		1.26E-03		7.98E-03		3.20E-02		7.67E-08		3.65E-07		4.96E-07		3.13E-06		1316.51		394952.89		7021

		1RHZ		SecYE&beta; translocon		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		529		7.84E-05		2.76E-04		3.74E-04		7.20E-03		3.28E-02		3.00E-08		1.06E-07		1.43E-07		2.76E-06		4454.98		1336494.16		23760

		5EZM		ArnT glycosyltransferase, apo form		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Glycosyltransfereases		537		4.39E-05		7.62E-04		3.89E-04		8.18E-03		3.33E-02		1.66E-08		2.87E-07		1.47E-07		3.09E-06		4268.69		1280605.55		22766

		3UX4		UreI proton-gated inner membrane urea channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Urea Transporters		540		2.28E-04		1.26E-03		1.19E-03		9.90E-03		3.35E-02		8.55E-08		4.72E-07		4.47E-07		3.72E-06		1395.41		418624.48		7442

		1P49		Estrone Sulfatase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Hydrolases		548		1.58E-04		8.21E-04		8.38E-04		8.23E-03		3.40E-02		5.83E-08		3.04E-07		3.10E-07		3.04E-06		1982.51		594752.58		10573

		4HUK		NorM Multidrug and Toxin Compound Extrusion (MATE) transporter in complex with tetraphenylphosphonium		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		550		3.28E-04		1.48E-03		8.66E-04		8.87E-03		3.41E-02		1.21E-07		5.45E-07		3.19E-07		3.27E-06		1920.93		576277.79		10245

		4DVE		BioY, S component of the Biotin Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Energy-Coupling Factor (ECF) Transporters		551		7.84E-05		5.21E-04		6.92E-04		8.34E-03		3.42E-02		2.88E-08		1.92E-07		2.54E-07		3.07E-06		2405.45		721634.23		12829

		4LTO		Na<sub>V</sub>Ae1p pore-only volt-gated sodium channel (crystal I; I222 space group; high Ca<sup>2+</sup>)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		552		1.17E-04		4.91E-04		4.81E-04		9.49E-03		3.42E-02		4.30E-08		1.80E-07		1.77E-07		3.48E-06		3451.89		1035565.50		18410

		4G7V		Voltage-sensing domain of a voltage-sensitive phosphatase (R217E mutant)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		562		3.08E-04		6.86E-04		1.43E-03		8.08E-03		3.49E-02		1.11E-07		2.47E-07		5.17E-07		2.91E-06		1158.08		347424.93		6176

		3X29		Claudin-19 in complex with <em>Clostridium perfringens</em> enterotoxin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Claudins		563		3.27E-04		6.87E-04		8.34E-04		8.34E-03		3.49E-02		1.18E-07		2.47E-07		3.00E-07		3.00E-06		1995.76		598728.96		10644

		4AYT		ABCB10 Mitochondrial ABC transporter with bound AMPPC		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		564		2.38E-04		6.14E-04		6.82E-04		6.77E-03		3.50E-02		8.56E-08		2.21E-07		2.45E-07		2.43E-06		2436.81		731042.82		12996

		2QFI		YiiP Zinc Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cation Diffusion Facilitator (CDF) Family		572		1.58E-04		6.51E-04		5.72E-04		7.36E-03		3.55E-02		5.58E-08		2.31E-07		2.03E-07		2.61E-06		2899.55		869866.40		15464

		4R12		&gamma;-secretase nicastrin extracellular domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		573		2.06E-04		8.35E-04		1.23E-03		8.99E-03		3.55E-02		7.28E-08		2.95E-07		4.35E-07		3.18E-06		1353.13		405937.65		7217

		5DA0		SLC26 proton-coupled fumarate symporter in complex with nanobodies		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Carrier (SLC) Transporter Superfamily		579		2.86E-04		8.00E-04		5.35E-04		7.49E-03		3.59E-02		9.99E-08		2.80E-07		1.87E-07		2.62E-06		3112.57		933772.09		16600

		3WME		P-glycoprotein homolog, inward facing state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		588		1.84E-04		8.25E-04		1.08E-03		7.70E-03		3.65E-02		6.32E-08		2.84E-07		3.71E-07		2.65E-06		1543.08		462924.51		8230

		4XYD		Nitric Oxide Reductase BC complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Nitric Oxide Reductases		590		1.48E-04		4.26E-04		4.32E-04		1.06E-02		3.66E-02		5.07E-08		1.46E-07		1.48E-07		3.62E-06		3857.56		1157268.54		20574

		3MT5		Human BK (SLO1) Channel Ca<sup>2+</sup>-activation apparatus		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		593		2.49E-04		1.14E-03		4.84E-04		8.14E-03		3.68E-02		8.49E-08		3.90E-07		1.65E-07		2.78E-06		3441.31		1032393.31		18354

		5IWK		TRPV6 transient receptor potential calcium channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Transient Receptor Potential (TRP)		594		6.69E-05		3.32E-04		4.84E-04		8.47E-03		3.68E-02		2.28E-08		1.13E-07		1.65E-07		2.89E-06		3441.31		1032393.31		18354

		2QKS		Kir3.1-Prokaryotic Kir Chimera		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		596		1.69E-04		6.68E-04		8.54E-04		9.29E-03		3.70E-02		5.74E-08		2.27E-07		2.90E-07		3.16E-06		1947.40		584221.08		10386

		4JQ6		Proteorhodopsin (blue-light absorbing), <em>Med12</em>BPR		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		599		2.04E-04		8.26E-04		1.55E-03		1.19E-02		3.72E-02		6.89E-08		2.80E-07		5.24E-07		4.04E-06		1071.97		321590.14		5717

		5DIR		Lipoprotein signal peptidase II		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		604		2.15E-04		9.34E-04		1.39E-03		1.10E-02		3.75E-02		7.20E-08		3.13E-07		4.67E-07		3.67E-06		1193.18		357955.30		6364

		4N7W		Bacterial homologue of ASBT (ASBT<sub>Yf</sub>), inward-open conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Apical Sodium-Dependent Bile Acid Transporters (ASBT)		611		1.53E-04		1.67E-04		2.87E-04		7.78E-03		3.79E-02		5.09E-08		5.54E-08		9.52E-08		2.58E-06		5791.35		1737403.88		30887

		4J72		MraY phospho-MurNAc-pentapeptide translocase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		PNPT Superfamily		620		1.39E-04		1.03E-03		6.34E-04		1.05E-02		3.85E-02		4.54E-08		3.36E-07		2.07E-07		3.42E-06		2621.95		786585.38		13984

		2OAR		MscL Mechanosensitive channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels:  Mechanosensitive		625		6.52E-05		1.32E-03		6.43E-04		7.33E-03		3.88E-02		2.11E-08		4.29E-07		2.09E-07		2.38E-06		2576.78		773034.60		13743

		4YMK		Stearoyl-coenzyme A desaturase (SCD1) in complex with substrate		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Fatty Acid Desaturases		634		4.60E-05		1.02E-03		8.46E-04		1.12E-02		3.93E-02		1.47E-08		3.27E-07		2.70E-07		3.58E-06		1969.24		590772.99		10503

		1OED		Nicotinic Acetylcholine Receptor Pore (closed state)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		636		2.53E-04		9.22E-04		4.56E-04		8.64E-03		3.95E-02		8.05E-08		2.94E-07		1.45E-07		2.75E-06		3648.30		1094490.13		19458

		4KJS		YfkE Ca<sup>2+</sup>/H<sup>+</sup> (CaX) antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Ca<sup>2+</sup>:Cation Antiporter (CaCA) Family		640		2.50E-04		1.32E-03		5.42E-04		8.73E-03		3.97E-02		7.93E-08		4.19E-07		1.71E-07		2.76E-06		3078.00		923400.98		16416

		1F88		Rhodopsin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		643		1.93E-04		7.20E-04		6.69E-04		1.13E-02		3.99E-02		6.08E-08		2.27E-07		2.11E-07		3.57E-06		2481.99		744597.54		13237

		2R4R		&beta;<sub>2</sub> adrenergic receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		647		2.97E-04		8.58E-04		1.25E-03		9.37E-03		4.01E-02		9.31E-08		2.69E-07		3.92E-07		2.94E-06		1329.31		398792.06		7090

		5CTG		SWEET transporter in a homotrimeric complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		SWEET and semiSWEET Transporters, and Their Relatives		649		4.86E-05		2.03E-04		8.26E-04		1.08E-02		4.03E-02		1.52E-08		6.34E-08		2.58E-07		3.38E-06		2009.70		602909.59		10718

		5DQQ		Two-pore channel TPC1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		649		8.38E-05		2.63E-04		7.48E-04		1.15E-02		4.03E-02		2.62E-08		8.20E-08		2.33E-07		3.60E-06		2225.33		667599.46		11868

		5HK1		Human sigma-1 (&sigma;<sub>1</sub>) receptor, with bound PD144418		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Novel Receptors		650		5.94E-05		2.30E-04		6.92E-04		1.13E-02		4.03E-02		1.85E-08		7.18E-08		2.16E-07		3.53E-06		2400.47		720142.01		12803

		3HD7		Syntaxin 1A/SNAP-25/Synaptobrevin-2 Complex with transmembrane regions		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		SNARE Protein Family		654		1.71E-04		6.20E-04		5.65E-04		6.49E-03		4.06E-02		5.30E-08		1.92E-07		1.75E-07		2.01E-06		2940.98		882293.06		15685

		4EA3		Nociceptin/orphanin FQ (N/OFQ) receptor with bound peptide		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		654		1.16E-04		8.04E-04		6.64E-04		8.74E-03		4.06E-02		3.60E-08		2.49E-07		2.06E-07		2.71E-06		2498.40		749520.81		13325

		1ORQ		KvAP Voltage-gated potassium Channel in complex with Fab		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		657		2.98E-04		8.59E-04		8.66E-04		9.12E-03		4.08E-02		9.19E-08		2.65E-07		2.67E-07		2.81E-06		1918.16		575447.25		10230

		2A79		Kv1.2 Voltage-gated potassium Channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		658		1.63E-04		8.29E-04		7.81E-04		9.01E-03		4.08E-02		5.01E-08		2.55E-07		2.40E-07		2.77E-06		2133.95		640185.07		11381

		2BHW		Light-Harvesting Complex LHC-II, Pea Photosystem II		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Light-Harvesting Complexes		669		7.34E-06		2.84E-04		9.59E-05		1.03E-02		4.15E-02		2.22E-09		8.61E-08		2.91E-08		3.12E-06		17302.73		5190818.70		92281

		4O6M		AF2299 CDP-alcohol phosphotransferase w. bound CMP		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		CDP-Alcohol Phosphotransferases		671		2.11E-04		1.10E-03		7.82E-04		9.90E-03		4.16E-02		6.38E-08		3.33E-07		2.36E-07		2.99E-06		2128.39		638515.75		11351

		4QTN		PnuC vitamin B<sub>3</sub> transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		SWEET and semiSWEET Transporters, and Their Relatives		683		1.21E-04		1.33E-03		1.44E-03		1.24E-02		4.24E-02		3.59E-08		3.95E-07		4.28E-07		3.69E-06		1151.45		345435.78		6141

		2VQG		Porin B monomer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Outer Membrane Proteins		689		4.99E-05		1.08E-03		9.00E-04		9.77E-03		4.27E-02		1.47E-08		3.18E-07		2.65E-07		2.87E-06		1846.64		553991.62		9849

		3RCE		PglB OST in complex with acceptor peptide		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oligosaccharyltransferases (OST)		690		1.94E-04		9.15E-04		8.16E-04		1.23E-02		4.28E-02		5.71E-08		2.69E-07		2.40E-07		3.60E-06		2034.23		610269.88		10849

		3FVQ		FbpC ferric iron-uptake transporter nucleotide-binding domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		692		4.54E-04		1.16E-03		8.28E-04		7.44E-03		4.29E-02		1.33E-07		3.40E-07		2.42E-07		2.18E-06		2012.72		603815.54		10734

		4MBS		CCR5 chemokine receptor with bound Maraviroc		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		692		1.90E-04		1.86E-03		1.12E-03		1.19E-02		4.29E-02		5.56E-08		5.45E-07		3.29E-07		3.49E-06		1480.48		444143.96		7896

		2Z73		Rhodopsin, Squid		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		697		1.57E-04		5.99E-04		8.76E-04		1.19E-02		4.32E-02		4.56E-08		1.74E-07		2.55E-07		3.46E-06		1896.84		569053.40		10117

		4O93		Nicotinamide nucleotide transhydrogenase (TH) proton channel domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Transhydrogenases		708		6.26E-05		5.59E-04		5.32E-04		9.58E-03		4.39E-02		1.79E-08		1.60E-07		1.52E-07		2.74E-06		3131.47		939439.55		16701

		4OR2		Class C GPCR Metabotropic Glutamate Receptor 1 (mGlu<sub>1</sub>) with bound allosteric modulator		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		726		1.50E-04		7.18E-04		1.11E-03		9.59E-03		4.50E-02		4.18E-08		2.00E-07		3.11E-07		2.68E-06		1493.08		447923.70		7963

		1EHK		Cytochrome ba<sub>3</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		743		2.91E-04		1.01E-03		1.04E-03		1.25E-02		4.61E-02		7.94E-08		2.77E-07		2.83E-07		3.40E-06		1601.65		480495.79		8542

		4K1C		Vcx1 Ca<sup>2+</sup>/H<sup>+</sup> (CaX) antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Ca<sup>2+</sup>:Cation Antiporter (CaCA) Family		745		1.87E-04		7.46E-04		6.31E-04		1.02E-02		4.62E-02		5.09E-08		2.03E-07		1.72E-07		2.77E-06		2629.57		788871.97		14024

		2GFP		EmrD Multidrug Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		750		1.79E-04		7.65E-04		2.28E-04		9.57E-03		4.65E-02		4.82E-08		2.07E-07		6.16E-08		2.59E-06		7294.95		2188483.52		38906

		1ZCD		NhaA Na<sup>+</sup>/H<sup>+</sup> antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Antiporters		752		2.33E-04		7.41E-04		1.04E-03		9.36E-03		4.66E-02		6.28E-08		2.00E-07		2.81E-07		2.52E-06		1595.74		478723.46		8511

		5I31		Niemann-Pick C1 protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sterol-Sensing Domain (SSD) Proteins		758		2.77E-04		1.12E-03		1.21E-03		1.19E-02		4.70E-02		7.39E-08		2.99E-07		3.23E-07		3.18E-06		1376.43		412930.12		7341

		5ID3		Mitochondrial calcium uniporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Calcium Ion-Selective		765		1.07E-04		8.58E-04		6.81E-04		1.31E-02		4.75E-02		2.83E-08		2.27E-07		1.81E-07		3.46E-06		2430.43		729129.65		12962

		3A7K		Halorhodopsin (HR)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		776		2.10E-04		8.55E-04		1.06E-03		1.12E-02		4.81E-02		5.48E-08		2.23E-07		2.78E-07		2.91E-06		1562.66		468799.43		8334

		4KPP		Ca<sup>2+</sup>/H<sup>+</sup> (CaX) antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Ca<sup>2+</sup>:Cation Antiporter (CaCA) Family		781		2.00E-04		7.53E-04		7.28E-04		1.17E-02		4.84E-02		5.19E-08		1.95E-07		1.89E-07		3.05E-06		2284.28		685282.72		12183

		4QUV		&Delta;<sup>14</sup> Sterol reductase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sterol Reductases		782		1.95E-04		1.13E-03		5.65E-04		1.54E-02		4.85E-02		5.06E-08		2.93E-07		1.46E-07		3.99E-06		2950.94		885283.46		15738

		5DSG		M4 human muscarinic acetylcholine receptor with bound tiotropium		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		791		1.40E-04		1.10E-03		1.20E-03		1.22E-02		4.91E-02		3.59E-08		2.80E-07		3.08E-07		3.13E-06		1381.73		414519.28		7369

		5DOQ		Cytochrome bd-type oxidase (anisotropy corrected)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		792		2.46E-04		9.92E-04		9.39E-04		1.40E-02		4.91E-02		6.28E-08		2.54E-07		2.40E-07		3.58E-06		1773.22		531966.41		9457

		3WAJ		AglB OST with bound zinc &amp; sulfate (C2 space group)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oligosaccharyltransferases (OST)		793		2.13E-04		9.60E-04		8.72E-04		1.45E-02		4.92E-02		5.44E-08		2.45E-07		2.23E-07		3.71E-06		1904.52		571356.25		10157

		4RCR		Photosynthetic Reaction Center		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Photosynthetic Reaction Centers		799		3.45E-04		1.08E-03		1.21E-03		1.40E-02		4.96E-02		8.74E-08		2.74E-07		3.06E-07		3.56E-06		1376.74		413022.63		7343

		4MQE		GABA<sub>B</sub> receptor ectodomain GBR1-GBR2 heterodimer, apo form		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		812		1.45E-04		3.72E-04		1.46E-03		1.21E-02		5.04E-02		3.61E-08		9.27E-08		3.64E-07		3.02E-06		1139.00		341700.04		6075

		5A6E		Slo2.2 Na<sup>+</sup>-activated K<sup>+</sup> channel, complete		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		816		2.10E-04		8.59E-04		7.57E-04		1.01E-02		5.06E-02		5.20E-08		2.13E-07		1.88E-07		2.51E-06		2196.58		658974.46		11715

		3LRB		AdiC Arginine:Agmatine Antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid/Polyamine/Organocation (APC) Superfamily		820		2.04E-04		7.28E-04		1.47E-03		1.17E-02		5.09E-02		5.05E-08		1.80E-07		3.62E-07		2.89E-06		1134.04		340212.76		6048

		4IU9		NarU nitrate transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		823		2.06E-04		1.56E-03		1.28E-03		1.32E-02		5.11E-02		5.08E-08		3.83E-07		3.15E-07		3.25E-06		1298.15		389444.43		6923

		4DXW		Voltage-Gated Sodium Channel (Na<sub>V</sub>)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		830		8.30E-05		6.96E-04		8.00E-04		1.34E-02		5.15E-02		2.03E-08		1.70E-07		1.95E-07		3.28E-06		2080.72		624216.30		11097

		4CZ8		NhaP Na<sup>+</sup>/H<sup>+</sup> antiporter, pH 8		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Antiporters		830		2.15E-04		4.60E-04		4.03E-04		1.17E-02		5.15E-02		5.25E-08		1.12E-07		9.84E-08		2.85E-06		4123.38		1237014.01		21991

		4JR9		NarK nitrate/nitrite exchanger		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		833		2.99E-04		1.24E-03		8.82E-04		1.25E-02		5.17E-02		7.27E-08		3.02E-07		2.15E-07		3.05E-06		1879.87		563959.53		10026

		1PV7		LacY Lactose Permease Transporter (C154G mutant)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		834		1.68E-04		1.84E-03		5.62E-04		1.53E-02		5.17E-02		4.07E-08		4.47E-07		1.36E-07		3.71E-06		2971.85		891553.68		15850

		4LDS		GlcP Glucose/H<sup>+</sup> symporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		842		2.09E-04		9.60E-04		8.64E-04		1.10E-02		5.22E-02		5.02E-08		2.31E-07		2.08E-07		2.64E-06		1924.52		577355.24		10264

		5K7L		Eag1 (KCNH1, K<sub>v</sub>10.1) voltage-gated K<sup>+</sup> channel with bound calmodulin (CaM)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		843		1.88E-04		9.73E-04		4.59E-04		1.24E-02		5.23E-02		4.51E-08		2.34E-07		1.10E-07		2.97E-06		3632.13		1089638.83		19371

		4J05		PiPT high-affinity phosphate transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		844		1.98E-04		5.22E-04		1.02E-03		1.35E-02		5.24E-02		4.75E-08		1.25E-07		2.46E-07		3.23E-06		1621.02		486307.04		8645

		3ND0		H<sup>+</sup>/Cl<sup>-</sup> Eukaryotic Exchange Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		H<sup>+</sup>/Cl<sup>-</sup>Exchange Transporters		850		2.45E-04		5.43E-04		8.90E-04		1.10E-02		5.27E-02		5.83E-08		1.29E-07		2.12E-07		2.62E-06		1870.29		561087.34		9975

		4IL3		CAAX protease Ste24p		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		853		2.38E-04		1.47E-03		1.29E-03		1.46E-02		5.29E-02		5.64E-08		3.48E-07		3.06E-07		3.46E-06		1290.86		387257.51		6885

		3PBL		Dopamine D3 receptor complexed with D2/D3-selective antagonist		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		855		1.87E-04		1.11E-03		1.33E-03		1.21E-02		5.30E-02		4.44E-08		2.64E-07		3.14E-07		2.88E-06		1255.60		376679.02		6697

		5A40		Fluc F<sup>-</sup> ion channel homolog in complex with Bpe-S7 monobody		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Fluc Family		858		2.53E-04		7.79E-04		1.86E-03		1.33E-02		5.32E-02		5.98E-08		1.84E-07		4.39E-07		3.15E-06		894.70		268411.30		4772

		2Q7M		5-Lipoxygenase-Activating Protein (FLAP) with Bound MK-591 Inhibitor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Associated Proteins in Eicosanoid and Glutathione Metabolism (MAPEG)		872		1.59E-04		5.58E-04		2.53E-04		1.58E-02		5.41E-02		3.70E-08		1.30E-07		5.88E-08		3.67E-06		6568.73		1970617.59		35033

		4MS2		Voltage-Gated Calcium Channel (Ca<sub>V</sub>) created by mutation of the Na<sub>V</sub>Ab channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Calcium Ion-Selective		876		1.92E-04		4.72E-04		6.81E-04		1.59E-02		5.43E-02		4.44E-08		1.09E-07		1.58E-07		3.68E-06		2435.56		730667.90		12990

		2X2V		Rotor (c<sub>13</sub>) of H<sup>+</sup>-dependent F-ATP Synthase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		884		3.33E-04		9.65E-04		6.62E-04		8.06E-03		5.48E-02		7.62E-08		2.21E-07		1.52E-07		1.85E-06		2508.60		752580.22		13379

		4DL0		Heterotrimeric EGChead Peripheral Stalk Complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Vacuolar ATPase (V-ATPase)		890		1.06E-04		6.67E-04		2.59E-04		9.34E-03		5.52E-02		2.41E-08		1.52E-07		5.90E-08		2.13E-06		6416.00		1924801.09		34219

		4APS		PepT<sub>St</sub> Oligopeptide-proton symporter (POT family)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		892		2.84E-04		8.16E-04		1.15E-03		1.48E-02		5.53E-02		6.44E-08		1.85E-07		2.61E-07		3.37E-06		1447.74		434321.48		7721

		3WVF		YidC insertase, full length		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		893		4.27E-04		1.30E-03		1.57E-03		1.37E-02		5.54E-02		9.69E-08		2.94E-07		3.56E-07		3.11E-06		1059.49		317846.32		5651

		3BEH		MlotiK1 cyclic nucleotide-regulated K<sup>+</sup>-channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		895		8.75E-05		4.02E-04		6.87E-04		1.22E-02		5.55E-02		1.98E-08		9.09E-08		1.55E-07		2.76E-06		2429.02		728705.87		12955

		2ZJS		SecYE translocon in complex with a Fab fragment		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		895		2.35E-04		6.03E-04		1.15E-03		1.29E-02		5.55E-02		5.32E-08		1.37E-07		2.60E-07		2.93E-06		1448.07		434420.80		7723

		4DJH		&kappa;-opioid receptor in complex with JDTic		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		895		1.04E-04		8.79E-04		1.08E-03		1.30E-02		5.55E-02		2.36E-08		1.99E-07		2.44E-07		2.93E-06		1543.02		462907.41		8229

		3AM6		<em>Acetabularia</em> Rhodopsin II (ARII)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		896		1.64E-04		1.07E-03		1.45E-03		1.51E-02		5.56E-02		3.71E-08		2.42E-07		3.28E-07		3.41E-06		1145.80		343738.61		6111

		4DJK		GadC glutamate-GABA antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid/Polyamine/Organocation (APC) Superfamily		904		2.43E-04		7.16E-04		9.89E-04		1.34E-02		5.61E-02		5.45E-08		1.60E-07		2.22E-07		2.99E-06		1677.80		503339.61		8948

		4JKV		Smoothened (SMO) receptor with bound antagonist, LY2940680		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		904		1.67E-04		1.15E-03		1.48E-03		1.42E-02		5.61E-02		3.74E-08		2.57E-07		3.31E-07		3.19E-06		1125.29		337587.29		6002

		4YMS		Art(QN)<sub>2</sub> amino acid importer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		909		2.94E-04		5.67E-04		3.20E-04		1.07E-02		5.64E-02		6.55E-08		1.26E-07		7.14E-08		2.39E-06		5188.94		1556681.02		27674

		3MKT		NorM Multidrug and Toxin Compound Extrusion (MATE) transporter (apo form)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		920		2.83E-04		1.33E-03		1.19E-03		1.28E-02		5.71E-02		6.23E-08		2.93E-07		2.62E-07		2.82E-06		1396.75		419024.63		7449

		3ODU		CXCR4 chemokine receptor complexed with IT1t antagonist		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		922		1.77E-04		9.79E-04		1.02E-03		1.42E-02		5.72E-02		3.89E-08		2.15E-07		2.24E-07		3.12E-06		1630.84		489252.33		8698

		3PJZ		TrkH potassium ion transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Superfamily of K<sup>+</sup> Transporters (SKT proteins)		936		3.11E-04		1.09E-03		8.95E-04		1.52E-02		5.81E-02		6.72E-08		2.36E-07		1.94E-07		3.29E-06		1853.86		556159.15		9887

		4NEF		AQP2 Aquaporin from kidney		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		940		1.63E-04		4.53E-04		9.00E-04		1.21E-02		5.83E-02		3.51E-08		9.76E-08		1.94E-07		2.62E-06		1847.50		554251.23		9853

		5A2N		NRT1.1 nitrate transporter, apo form		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		940		2.18E-04		1.37E-03		1.22E-03		1.39E-02		5.83E-02		4.70E-08		2.96E-07		2.64E-07		3.00E-06		1357.64		407290.67		7241

		5I6C		UapA purine/H<sup>+</sup> symporter in complex with Xanthine		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Nucleobase-Cation-Symport-2 (NCS2) Family		948		2.07E-04		3.87E-04		6.47E-04		1.18E-02		5.88E-02		4.43E-08		8.26E-08		1.38E-07		2.53E-06		2575.13		772539.21		13734

		1Q90		Cytochrome b<sub>6</sub>f complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Cytochrome b<sub>6</sub>f of Oxygenic Photosynthesis		952		1.84E-04		8.94E-04		8.52E-04		1.32E-02		5.91E-02		3.91E-08		1.90E-07		1.81E-07		2.81E-06		1953.39		586017.91		10418

		2ZT9		Cytochrome b<sub>6</sub>f complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Cytochrome b<sub>6</sub>f of Oxygenic Photosynthesis		959		2.50E-04		1.07E-03		7.67E-04		1.35E-02		5.95E-02		5.29E-08		2.27E-07		1.62E-07		2.86E-06		2167.82		650346.74		11562

		4M48		DAT Dopamine transporter in complex with nortriptyline TCA (tricyclic antidepressant)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Carrier (SLC) Transporter Superfamily		961		2.31E-04		7.95E-04		5.35E-04		1.58E-02		5.96E-02		4.87E-08		1.68E-07		1.13E-07		3.33E-06		3102.64		930791.15		16547

		4HYG		PSH presenilin/SPP homologue aspartate protease (C222 space group)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		968		2.87E-04		5.08E-04		6.60E-04		1.22E-02		6.00E-02		6.01E-08		1.06E-07		1.38E-07		2.54E-06		2523.63		757088.43		13459

		4HUQ		Folate ECF transporter complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Energy-Coupling Factor (ECF) Transporters		968		2.57E-04		6.90E-04		8.28E-04		1.27E-02		6.00E-02		5.38E-08		1.44E-07		1.73E-07		2.65E-06		2013.07		603920.25		10736

		4EX5		Na,K-ATPase; bovine kidney		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		972		1.91E-04		8.92E-04		9.65E-04		1.32E-02		6.03E-02		3.98E-08		1.86E-07		2.01E-07		2.76E-06		1724.02		517206.03		9195

		5I6X		Serotonin transporter (SERT) ts3 construct with bound paroxetine at central site		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Carrier (SLC) Transporter Superfamily		976		2.05E-04		1.28E-03		1.32E-03		1.58E-02		6.05E-02		4.25E-08		2.66E-07		2.74E-07		3.27E-06		1260.52		378156.01		6723

		3D9S		AQP5 aquaporin water channel (HsAQP5)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Aquaporins and Glyceroporins		978		2.03E-04		5.35E-04		7.82E-04		1.32E-02		6.07E-02		4.21E-08		1.11E-07		1.62E-07		2.73E-06		2124.97		637489.80		11333

		5EK0		Na<sub>V</sub>1.7 VSD4 voltage dependent sodium channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		979		1.58E-04		8.18E-04		3.09E-04		1.69E-02		6.07E-02		3.27E-08		1.69E-07		6.39E-08		3.50E-06		5387.24		1616171.33		28732

		4RFS		ECF-PanT energy-coupling factor pantothenate transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Energy-Coupling Factor (ECF) Transporters		982		3.02E-04		6.74E-04		9.27E-04		1.28E-02		6.09E-02		6.24E-08		1.39E-07		1.91E-07		2.64E-06		1796.41		538922.46		9581

		4BW5		Two-Pore Domain Potassium Channel K<sub>2</sub>P10.1 (TREK-2), up state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		985		1.86E-04		1.54E-03		8.53E-04		1.62E-02		6.11E-02		3.82E-08		3.17E-07		1.75E-07		3.34E-06		1954.23		586270.02		10423

		1SU4		Calcium ATPase; rabbit sarcoplasmic reticulum. E1 state with bound calcium		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		994		8.04E-05		7.82E-04		4.27E-04		1.18E-02		6.17E-02		1.64E-08		1.59E-07		8.70E-08		2.41E-06		3892.70		1167810.91		20761

		4MM4		LeuBAT &Delta;13 mutant with bound paroxetine		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid Secondary Transporters		996		1.27E-04		9.97E-04		1.61E-03		1.79E-02		6.18E-02		2.59E-08		2.03E-07		3.28E-07		3.64E-06		1030.85		309253.50		5498

		5AZD		Thermophilic rhodopsin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		998		3.61E-04		2.14E-03		3.09E-03		1.73E-02		6.19E-02		7.33E-08		4.35E-07		6.27E-07		3.51E-06		538.39		161517.19		2871

		1IWG		AcrB bacterial multi-drug efflux transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		1006		9.01E-05		4.68E-04		4.03E-04		1.25E-02		6.24E-02		1.82E-08		9.42E-08		8.11E-08		2.52E-06		4129.05		1238715.30		22022

		1AR1		Cytochrome C Oxidase, aa<sub>3</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		1007		3.19E-04		1.12E-03		1.11E-03		1.72E-02		6.25E-02		6.42E-08		2.25E-07		2.23E-07		3.46E-06		1499.24		449771.64		7996

		3UKM		Two-Pore Domain Potassium Channel K<sub>2P</sub>1.1 (TWIK-1)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		1008		1.90E-04		2.12E-03		1.04E-03		1.80E-02		6.25E-02		3.81E-08		4.25E-07		2.09E-07		3.62E-06		1599.67		479899.88		8532

		4MT1		MtrD Inner Membrane Multidrug Efflux Pump		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		1023		1.51E-04		2.70E-04		8.22E-04		1.27E-02		6.35E-02		2.99E-08		5.35E-08		1.63E-07		2.51E-06		2018.80		605641.49		10767

		3K07		CusA metal-ion efflux pump		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		1025		1.48E-04		6.58E-04		4.59E-04		1.26E-02		6.36E-02		2.93E-08		1.30E-07		9.07E-08		2.48E-06		3622.36		1086707.20		19319

		3O0R		Nitric Oxide Reductase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Nitric Oxide Reductases		1029		2.34E-04		6.25E-04		1.22E-03		1.65E-02		6.38E-02		4.61E-08		1.23E-07		2.40E-07		3.24E-06		1364.66		409397.35		7278

		4WGV		SLC11 (NRAMP) transition-metal ion transporter in complex with nanobodies		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Carrier (SLC) Transporter Superfamily		1030		2.29E-04		1.22E-03		1.05E-03		1.36E-02		6.39E-02		4.51E-08		2.41E-07		2.07E-07		2.67E-06		1579.74		473920.77		8425

		4EZC		UT-B Urea Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Urea Transporters		1037		2.07E-04		1.16E-03		1.14E-03		1.52E-02		6.43E-02		4.04E-08		2.26E-07		2.22E-07		2.97E-06		1463.83		439150.11		7807

		4K5Y		Class B GPCR corticotropin-releasing factor receptor 1 in complex with CP-376395 small-molecule antagonist		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		1051		2.69E-04		1.20E-03		5.95E-04		1.73E-02		6.52E-02		5.19E-08		2.31E-07		1.15E-07		3.34E-06		2786.83		836048.57		14863

		1NEK		Succinate:quinone oxidoreductase (SQR, Complex II)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex II		1068		1.70E-04		3.17E-04		1.18E-03		1.39E-02		6.62E-02		3.23E-08		6.00E-08		2.24E-07		2.63E-06		1409.13		422737.66		7515

		3LIM		FraC eukaryotic pore-forming toxin from sea anemone		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Adventitious Membrane Proteins: Alpha-helical Pore-forming Toxins.		1068		9.99E-04		4.15E-03		3.31E-03		1.64E-02		6.62E-02		1.90E-07		7.88E-07		6.28E-07		3.11E-06		502.62		150785.41		2681

		1L7V		BtuCD Vitamin B<sub>12</sub> Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1074		2.81E-04		1.48E-03		8.44E-04		1.26E-02		6.66E-02		5.30E-08		2.79E-07		1.59E-07		2.38E-06		1973.26		591978.04		10524

		2VT4		&beta;<sub>1</sub> adrenergic receptor (engineered)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		1085		1.89E-04		6.50E-04		1.22E-03		1.64E-02		6.73E-02		3.53E-08		1.21E-07		2.27E-07		3.06E-06		1367.78		410332.60		7295

		4KLY		Proteorhodopsin (blue-light absorbing); <em>HOT75</em>BPR, D97N mutant		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial and Algal Rhodopsins		1087		2.97E-04		1.63E-03		2.06E-03		1.84E-02		6.74E-02		5.53E-08		3.04E-07		3.85E-07		3.43E-06		805.26		241577.41		4295

		4HPF		SLO3 K<sup>+</sup> Channel pH-sensitive Gating Ring		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		1091		2.64E-04		1.29E-03		3.83E-04		1.52E-02		6.77E-02		4.90E-08		2.40E-07		7.10E-08		2.83E-06		4347.19		1304157.16		23185

		1ZOY		Succinate:ubiquinone oxidoreductase (SQR, Complex II; pig heart)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex II		1092		2.21E-04		2.65E-04		7.14E-04		1.44E-02		6.77E-02		4.11E-08		4.92E-08		1.33E-07		2.68E-06		2320.68		696204.20		12377

		2W5J		Rotor (c<sub>14</sub>) of H<sup>+</sup>-dependent F-ATP Synthase of spinach chloroplasts		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		1092		3.54E-04		8.52E-04		2.21E-04		9.66E-03		6.77E-02		6.57E-08		1.58E-07		4.10E-08		1.79E-06		7528.06		2258418.49		40150

		3V3C		Rotor (c<sub>14</sub>) of H<sup>+</sup>-dependent F-ATP Synthase of green pea chloroplasts		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		1104		3.15E-04		1.09E-03		9.31E-05		1.06E-02		6.85E-02		5.77E-08		2.00E-07		1.71E-08		1.94E-06		17838.94		5351681.57		95141

		2NQ2		HI1470/1 Putative Metal-Chelate-type ABC Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1107		4.24E-04		1.91E-03		1.02E-03		1.52E-02		6.87E-02		7.75E-08		3.50E-07		1.87E-07		2.79E-06		1626.51		487953.69		8675

		4G1U		HmuUV heme transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1113		4.42E-04		1.20E-03		1.17E-03		1.29E-02		6.90E-02		8.05E-08		2.19E-07		2.12E-07		2.34E-06		1428.47		428540.62		7618

		4TQ3		UbiA prenyltransferase domain-containing 1 (UBIAD1) with bound GPP and Mg<sup>+2</sup>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		UbiA Prenyltransferases		1135		7.20E-05		1.63E-03		8.65E-04		1.89E-02		7.04E-02		1.29E-08		2.91E-07		1.54E-07		3.38E-06		1927.36		578207.29		10279

		1EYS		Photosynthetic Reaction Center		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Photosynthetic Reaction Centers		1146		2.43E-04		9.67E-04		1.85E-03		1.89E-02		7.11E-02		4.29E-08		1.71E-07		3.27E-07		3.34E-06		898.75		269624.65		4793

		4PL0		McjD antimicrobial peptide transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1147		5.74E-04		8.26E-04		9.60E-04		1.53E-02		7.11E-02		1.02E-07		1.46E-07		1.70E-07		2.71E-06		1728.77		518630.94		9220

		2HYD		Sav1866 Multidrug Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1156		3.91E-04		5.63E-04		1.06E-03		1.55E-02		7.17E-02		6.85E-08		9.86E-08		1.86E-07		2.71E-06		1566.84		470050.85		8356

		3QF4		Heterodimeric ABC exporter TM287-TM288		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1160		3.58E-04		8.69E-04		9.45E-04		1.44E-02		7.20E-02		6.26E-08		1.52E-07		1.65E-07		2.52E-06		1758.89		527667.69		9381

		5L7D		Smoothened (SMO) receptor in complex with cholesterol (apo-SMO&Delta;C)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		1166		1.85E-04		1.11E-03		6.22E-04		1.74E-02		7.23E-02		3.21E-08		1.93E-07		1.08E-07		3.02E-06		2676.05		802813.92		14272

		4MRN		Atm1-type ABC exporter, apo protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1174		3.30E-04		8.77E-04		4.82E-04		1.52E-02		7.28E-02		5.70E-08		1.51E-07		8.31E-08		2.62E-06		3454.01		1036202.28		18421

		1PRC		Photosynthetic Reaction Center		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Photosynthetic Reaction Centers		1185		1.45E-04		8.17E-04		1.98E-03		1.94E-02		7.35E-02		2.47E-08		1.40E-07		3.39E-07		3.32E-06		838.63		251587.99		4473

		3CK6		ZntB Zn<sup>+2</sup> transporter cytoplasmic domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		CorA Superfamily Ion Transporters		1185		3.40E-04		9.86E-04		4.29E-04		1.67E-02		7.35E-02		5.81E-08		1.69E-07		7.34E-08		2.85E-06		3873.22		1161966.34		20657

		5EKP		GtrB polyisoprenyl-glycosyltransferase (PI-GT)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Glycosyltransfereases		1190		2.22E-04		2.76E-04		5.78E-04		1.82E-02		7.38E-02		3.77E-08		4.69E-08		9.83E-08		3.10E-06		2880.35		864106.09		15362

		3D31		ModBC Molybdate ABC Transporter in a trans-inhibited state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1192		5.52E-04		1.44E-03		1.21E-03		1.51E-02		7.39E-02		9.39E-08		2.45E-07		2.06E-07		2.56E-06		1372.60		411780.04		7321

		2NWL		Aspartate Transporter Li<sup>+</sup>-Bound State(Glt<sub>Ph</sub>)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid Secondary Transporters		1203		3.37E-04		1.79E-04		1.71E-04		1.43E-02		7.46E-02		5.67E-08		3.01E-08		2.88E-08		2.40E-06		9725.78		2917733.56		51871

		2ZW3		Connexin 26 (Cx26; GJB2) gap junction		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Gap Junctions		1206		1.84E-04		5.95E-04		8.74E-04		2.11E-02		7.48E-02		3.09E-08		1.00E-07		1.47E-07		3.55E-06		1900.36		570109.15		10135

		1XFH		Glutamate Transporter Homologue (Glt<sub>Ph</sub>)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid Secondary Transporters		1215		4.17E-04		4.85E-04		4.21E-04		1.43E-02		7.54E-02		6.95E-08		8.08E-08		7.03E-08		2.39E-06		3942.11		1182633.77		21025

		4Y7K		MscL mechanosensitive channel in closed state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels:  Mechanosensitive		1215		1.37E-04		1.00E-03		5.54E-04		1.58E-02		7.54E-02		2.29E-08		1.67E-07		9.24E-08		2.63E-06		2999.25		899774.39		15996

		3KCU		FocA, pentameric aquaporin-like formate transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels : Formate/Nitrite Transporter (FNT) Family		1240		8.35E-05		9.48E-04		1.47E-03		1.91E-02		7.69E-02		1.37E-08		1.55E-07		2.40E-07		3.11E-06		1132.19		339656.06		6038

		4UIS		&gamma;-secretase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		1249		2.22E-04		9.68E-04		4.51E-04		1.36E-02		7.75E-02		3.60E-08		1.57E-07		7.32E-08		2.20E-06		3683.35		1105004.80		19645

		4F4C		P-Glycoprotein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1250		4.16E-04		6.04E-04		1.10E-03		1.56E-02		7.75E-02		6.74E-08		9.79E-08		1.78E-07		2.52E-06		1514.73		454417.70		8079

		4KY0		Aspartate Transporter, substrate-free		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid Secondary Transporters		1251		3.03E-04		1.80E-04		2.00E-04		1.52E-02		7.76E-02		4.91E-08		2.91E-08		3.24E-08		2.47E-06		8310.92		2493275.19		44325

		4WW0		apo-FtsH ATP-dependent metalloprotease		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Bound Metalloproteases		1257		2.05E-04		7.83E-04		9.78E-04		1.43E-02		7.80E-02		3.31E-08		1.26E-07		1.58E-07		2.30E-06		1695.52		508657.27		9043

		3KDS		<em>apo</em>-FtsH ATP-dependent metalloprotease		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Bound Metalloproteases		1279		2.22E-04		7.56E-04		6.47E-04		1.37E-02		7.93E-02		3.51E-08		1.20E-07		1.03E-07		2.18E-06		2558.26		767479.06		13644

		3KLY		FocA formate transporter without formate		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels : Formate/Nitrite Transporter (FNT) Family		1279		4.61E-05		7.96E-04		8.63E-04		1.97E-02		7.93E-02		7.31E-09		1.26E-07		1.37E-07		3.13E-06		1923.37		577009.80		10258

		3TDO		FNT3 Hydrosulphide Channel (HSC), pH 9.0		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels : Formate/Nitrite Transporter (FNT) Family		1294		1.19E-04		1.28E-04		7.12E-05		1.63E-02		8.03E-02		1.86E-08		2.00E-08		1.12E-08		2.55E-06		23233.90		6970170.13		123914

		2ZXE		Na,K-ATPase; shark		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		1296		2.79E-04		1.45E-03		7.70E-04		1.72E-02		8.04E-02		4.36E-08		2.26E-07		1.20E-07		2.70E-06		2165.80		649740.07		11551

		5EUL		SecYE translocon in complex with <em>B. subtilis</em> SecA		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		1297		4.06E-04		1.51E-03		9.18E-04		1.71E-02		8.05E-02		6.34E-08		2.36E-07		1.43E-07		2.67E-06		1815.20		544559.11		9681

		4WIS		TMEM16 Ca<sup>2+</sup>-activated lipid scramblase, crystal form 1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		TMEM16 Family Proteins		1308		2.15E-04		1.02E-03		7.14E-04		2.12E-02		8.11E-02		3.33E-08		1.58E-07		1.11E-07		3.28E-06		2321.20		696358.87		12380

		4WD7		KpBest Bestrophin homolog of the BEST1 Ca<sup>2+</sup>-activated Cl<sup>-</sup> channel (&Delta;C7)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		1345		2.17E-04		9.38E-04		9.87E-05		1.83E-02		8.34E-02		3.27E-08		1.41E-07		1.49E-08		2.75E-06		16815.25		5044575.51		89681

		2XUT		PepT<sub>So</sub> Oligopeptide-proton symporter (POT family)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		1368		6.42E-04		2.41E-03		1.45E-03		2.18E-02		8.49E-02		9.51E-08		3.57E-07		2.15E-07		3.23E-06		1144.75		343424.12		6105

		4YBQ		GLUT5 fructose transporter, open-outward conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		1383		2.32E-04		1.06E-03		5.10E-04		1.97E-02		8.58E-02		3.39E-08		1.55E-07		7.48E-08		2.88E-06		3255.87		976760.44		17365

		4AV3		Na<sup>+</sup>-translocating M-PPase with metal ions in active site		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Integral Pyrophosphatases (M-PPases)		1400		3.81E-04		1.78E-03		1.74E-03		1.87E-02		8.68E-02		5.52E-08		2.57E-07		2.52E-07		2.70E-06		955.29		286587.13		5095

		4RY2		Peptidase-containing ABC transporter (PCAT)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1400		5.55E-04		1.20E-03		1.23E-03		1.77E-02		8.68E-02		8.03E-08		1.73E-07		1.79E-07		2.56E-06		1344.88		403463.44		7173

		2R9R		Kv1.2/Kv2.1 Voltage-gated potassium channel chimera		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		1401		2.42E-04		1.02E-03		1.35E-03		2.10E-02		8.69E-02		3.50E-08		1.47E-07		1.96E-07		3.04E-06		1226.82		368045.15		6543

		4HG6		BcsA-BcsB cellulose synthase/cellulose translocation intermediate.		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Celluose Synthases		1402		3.83E-04		1.32E-03		1.02E-03		1.70E-02		8.70E-02		5.54E-08		1.91E-07		1.47E-07		2.45E-06		1633.88		490162.81		8714

		3AQP		SecDF protein-export enhancer		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		1438		7.74E-05		4.37E-04		2.66E-04		1.68E-02		8.92E-02		1.09E-08		6.16E-08		3.74E-08		2.36E-06		6263.53		1879059.32		33405

		5SY1		STRA6 retinol-uptake receptor in complex with calmodulin (CaM)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Novel Receptors		1458		2.71E-04		1.34E-03		1.71E-03		2.09E-02		9.04E-02		3.77E-08		1.86E-07		2.38E-07		2.91E-06		971.20		291361.09		5180

		4A01		H<sup>+</sup>-translocating M-PPase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Integral Pyrophosphatases (M-PPases)		1480		3.65E-04		1.26E-03		7.26E-04		1.89E-02		9.18E-02		4.99E-08		1.72E-07		9.93E-08		2.59E-06		2292.26		687677.82		12225

		1KQF		Formate dehydrogenase-N		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex II		1487		2.04E-04		7.65E-04		1.34E-03		2.15E-02		9.22E-02		2.77E-08		1.04E-07		1.82E-07		2.93E-06		1245.24		373572.28		6641

		2WIT		BetP glycine betaine transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Betaine/Choline/Carnitine Transporter (BCCT) Family		1496		3.00E-04		1.40E-04		6.02E-04		2.32E-02		9.28E-02		4.06E-08		1.89E-08		8.15E-08		3.14E-06		2762.80		828841.26		14735

		3M9C		Complex I membrane domain		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex I		1524		3.84E-04		3.84E-04		2.32E-04		8.38E-03		9.45E-02		5.10E-08		5.10E-08		3.09E-08		1.11E-06		7155.92		2146775.64		38165

		3EHZ		Prokaryotic pentameric ligand-gated ion channel (GLIC)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		1550		1.57E-04		7.68E-04		1.51E-03		2.51E-02		9.61E-02		2.05E-08		1.00E-07		1.98E-07		3.28E-06		1098.16		329449.13		5857

		2XQA		Prokaryotic pentameric ligand-gated ion channel (GLIC), wildtype-TBSb complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		1550		1.79E-04		1.01E-03		1.64E-03		2.51E-02		9.61E-02		2.33E-08		1.31E-07		2.14E-07		3.28E-06		1016.06		304817.42		5419

		2BL2		Rotor of V-type Na<sup>+</sup>-ATPase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial V-type ATPase		1560		6.37E-05		9.85E-04		2.01E-03		1.97E-02		9.68E-02		8.28E-09		1.28E-07		2.61E-07		2.55E-06		827.07		248119.61		4411

		4EV6		CorA Mg<sup>2+</sup> Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		CorA Superfamily Ion Transporters		1574		4.50E-04		1.07E-03		3.33E-04		2.21E-02		9.76E-02		5.79E-08		1.38E-07		4.29E-08		2.85E-06		4990.55		1497165.59		26616

		4F35		Dicarboxylate/Sodium Symporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Carrier (SLC) Transporter Superfamily		1621		4.73E-04		1.56E-03		4.02E-04		2.34E-02		1.01E-01		5.91E-08		1.95E-07		5.02E-08		2.92E-06		4121.27		1236379.67		21980

		5I20		YddG aromatic amino acid exporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Drug/Metabolite Transporter (DMT) Superfamily		1638		4.49E-04		7.41E-04		8.82E-04		2.28E-02		1.02E-01		5.55E-08		9.16E-08		1.09E-07		2.83E-06		1879.44		563832.72		10024

		4CZB		NhaP1 Na<sup>+</sup>/H<sup>+</sup> antiporter, pH 8		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Antiporters		1655		4.15E-04		4.90E-04		3.95E-04		2.12E-02		1.03E-01		5.08E-08		6.00E-08		4.84E-08		2.60E-06		4191.54		1257460.52		22355

		4COF		GABA<sub>A</sub>R receptor (&beta;3 homopentamer)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		1665		3.05E-04		1.24E-03		3.32E-04		2.79E-02		1.03E-01		3.71E-08		1.51E-07		4.04E-08		3.39E-06		5021.54		1506462.61		26782

		3B8C		Plasma Membrane H<sup>+</sup>-ATPase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		1666		5.70E-04		1.43E-03		2.78E-04		2.07E-02		1.03E-01		6.93E-08		1.74E-07		3.38E-08		2.52E-06		6002.08		1800623.95		32011

		2BBJ		CorA Mg<sup>2+</sup> Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		CorA Superfamily Ion Transporters		1670		2.54E-04		4.54E-04		1.07E-03		2.52E-02		1.04E-01		3.08E-08		5.51E-08		1.30E-07		3.06E-06		1545.54		463660.67		8243

		4AW6		CAAX protease ZMPSTE24		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		1682		3.03E-05		1.76E-03		1.75E-03		3.03E-02		1.04E-01		3.65E-09		2.12E-07		2.11E-07		3.65E-06		952.23		285667.71		5079

		5CFB		Human glycine receptor (hGlyR-&alpha;3) in complex with strychnine		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		1684		1.31E-04		1.78E-04		1.67E-04		2.66E-02		1.05E-01		1.57E-08		2.14E-08		2.01E-08		3.20E-06		9900.80		2970240.32		52804

		3JAD		&alpha;1 GlyR Glycine receptor in complex with strychnine		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		1685		2.20E-04		2.89E-04		1.01E-04		2.64E-02		1.05E-01		2.65E-08		3.47E-08		1.21E-08		3.18E-06		16446.79		4934035.58		87716

		4M64		MelB Na<sup>+</sup>/melibiose symporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Major Facilitator Superfamily (MFS) Transporters		1687		2.58E-04		3.09E-03		2.65E-03		2.80E-02		1.05E-01		3.09E-08		3.71E-07		3.18E-07		3.37E-06		625.81		187741.61		3338

		1ZRT		Cytochrome bc<sub>1</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex III (Cytochrome bc<sub>1</sub>)		1720		5.77E-04		1.57E-03		1.42E-03		2.76E-02		1.07E-01		6.79E-08		1.85E-07		1.68E-07		3.26E-06		1162.42		348725.65		6200

		4DAJ		M3 muscarinic acetylcholine receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		1721		2.03E-04		1.42E-03		1.40E-03		2.67E-02		1.07E-01		2.39E-08		1.67E-07		1.65E-07		3.14E-06		1183.55		355066.11		6312

		3QNQ		ChbC EIIC phosphorylation-coupled saccharide transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Phosphoenolpyruvate-Dependent Phosphotransferases (PTSs)		1732		2.14E-04		1.42E-03		1.14E-03		2.45E-02		1.07E-01		2.50E-08		1.66E-07		1.33E-07		2.86E-06		1468.32		440495.55		7831

		1OTS		H<sup>+</sup>/Cl<sup>-</sup> Exchange Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		H<sup>+</sup>/Cl<sup>-</sup>Exchange Transporters		1749		4.35E-04		7.06E-04		1.50E-03		2.37E-02		1.09E-01		5.03E-08		8.18E-08		1.74E-07		2.74E-06		1101.74		330522.63		5876

		2PNO		Leukotriene LTC<sub>4</sub> Synthase in complex with glutathione		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Membrane-Associated Proteins in Eicosanoid and Glutathione Metabolism (MAPEG)		1752		2.01E-04		7.11E-04		6.69E-04		2.65E-02		1.09E-01		2.32E-08		8.23E-08		7.74E-08		3.07E-06		2476.78		743035.37		13210

		1KPL		H<sup>+</sup>/Cl<sup>-</sup> Exchange Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		H<sup>+</sup>/Cl<sup>-</sup>Exchange Transporters		1762		5.14E-04		1.45E-03		2.01E-03		2.22E-02		1.09E-01		5.91E-08		1.67E-07		2.31E-07		2.56E-06		829.88		248965.10		4426

		2YVX		MgtE Mg<sup>2+</sup> Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		1768		4.77E-04		9.52E-05		5.35E-04		2.08E-02		1.10E-01		5.47E-08		1.09E-08		6.13E-08		2.39E-06		3098.86		929659.23		16527

		4P6V		Na<sup>+</sup>-pumping NADH:quinone oxidoreductase (Na<sup>+</sup>-NQR)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		1774		2.86E-04		1.84E-03		9.70E-04		2.38E-02		1.10E-01		3.27E-08		2.10E-07		1.11E-07		2.72E-06		1711.35		513406.41		9127

		2OAU		MscS voltage-modulated mechanosensitive channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels:  Mechanosensitive		1778		3.38E-04		4.34E-04		5.07E-04		2.05E-02		1.10E-01		3.86E-08		4.95E-08		5.78E-08		2.33E-06		3286.51		985953.48		17528

		4TQU		Alginate  transporter AlgM1M2SS with bound periplasmic protein AlgQ2		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1785		3.10E-04		1.44E-03		1.81E-03		2.50E-02		1.11E-01		3.51E-08		1.64E-07		2.05E-07		2.84E-06		918.29		275486.36		4898

		4MYC		Atm1 mitochondrial ABC transporter, apo form		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1794		4.39E-04		1.23E-03		8.24E-04		2.39E-02		1.11E-01		4.96E-08		1.39E-07		9.31E-08		2.70E-06		2022.01		606602.63		10784

		1VF5		Cytochrome b<sub>6</sub>f complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Cytochrome b<sub>6</sub>f of Oxygenic Photosynthesis		1824		4.51E-04		1.64E-03		8.52E-04		2.63E-02		1.13E-01		5.00E-08		1.83E-07		9.46E-08		2.92E-06		1954.73		586418.10		10425

		4GX0		GsuK multi-ligand gated K<sup>+</sup> channel, L97D mutant		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		1844		7.34E-04		2.37E-03		1.99E-03		2.31E-02		1.14E-01		8.06E-08		2.60E-07		2.19E-07		2.53E-06		836.96		251089.17		4464

		2R6G		MalFGK<sub>2</sub>-MBP Maltose uptake transporter complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		1887		5.01E-04		1.70E-03		1.82E-03		2.52E-02		1.17E-01		5.38E-08		1.82E-07		1.95E-07		2.71E-06		915.87		274761.88		4885

		4R0C		YdaH transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		AbgT Family of Transporters		1901		5.19E-04		1.51E-03		1.14E-03		2.39E-02		1.18E-01		5.53E-08		1.61E-07		1.22E-07		2.54E-06		1451.49		435446.81		7741

		5D7T		Folate ECF transporter, apo form		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Energy-Coupling Factor (ECF) Transporters		1972		3.70E-04		9.71E-04		1.77E-03		2.65E-02		1.22E-01		3.80E-08		9.98E-08		1.81E-07		2.73E-06		946.27		283882.45		5047

		1Q16		NarGHI Nitrate Reductase A		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		1976		4.11E-04		2.21E-03		1.06E-03		2.89E-02		1.23E-01		4.22E-08		2.27E-07		1.09E-07		2.96E-06		1558.56		467568.60		8312

		1BCC		Cytochrome bc<sub>1</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex III (Cytochrome bc<sub>1</sub>)		2000		2.19E-04		1.18E-03		1.44E-03		2.84E-02		1.24E-01		2.22E-08		1.19E-07		1.46E-07		2.87E-06		1154.20		346260.06		6156

		3DH4		vSGLT Sodium Galactose Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Sodium Symporter (SSS) Family		2048		6.51E-04		2.74E-03		2.00E-03		3.09E-02		1.27E-01		6.44E-08		2.71E-07		1.98E-07		3.06E-06		830.97		249291.82		4432

		1FFT		Ubiquinol Oxidase, cytochrome bo<sub>3</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		2104		6.32E-04		2.86E-03		1.39E-03		3.34E-02		1.31E-01		6.08E-08		2.75E-07		1.34E-07		3.22E-06		1190.36		357109.05		6349

		1FUM		Fumarate Reductase Complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex II		2132		2.78E-04		1.17E-03		1.71E-03		2.92E-02		1.32E-01		2.64E-08		1.12E-07		1.63E-07		2.78E-06		971.17		291350.26		5180

		3ORG		H<sup>+</sup>/Cl<sup>-</sup> Eukaryotic Exchange Transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		H<sup>+</sup>/Cl<sup>-</sup>Exchange Transporters		2136		4.21E-04		1.34E-03		1.67E-03		2.89E-02		1.33E-01		3.99E-08		1.27E-07		1.58E-07		2.74E-06		994.37		298310.28		5303

		3B8E		Na,K-ATPase; pig kidney		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		2146		7.07E-04		2.98E-03		2.45E-03		2.73E-02		1.33E-01		6.68E-08		2.81E-07		2.31E-07		2.58E-06		680.13		204039.07		3627

		1EZV		Cytochrome bc<sub>1</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex III (Cytochrome bc<sub>1</sub>)		2178		2.91E-04		8.78E-04		7.94E-04		3.24E-02		1.35E-01		2.71E-08		8.17E-08		7.39E-08		3.02E-06		2094.49		628345.83		11171

		1RWT		Light-Harvesting Complex LHC-II, Spinach Photosystem II		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Light-Harvesting Complexes		2181		1.83E-04		9.04E-04		2.06E-04		3.42E-02		1.35E-01		1.70E-08		8.40E-08		1.91E-08		3.17E-06		8103.80		2431139.11		43220

		3DHW		MetNI Methionine uptake transporter complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		2184		6.29E-04		3.39E-03		1.18E-03		2.50E-02		1.36E-01		5.84E-08		3.14E-07		1.09E-07		2.32E-06		1409.58		422874.54		7518

		2FBW		Succinate:ubiquinone oxidoreductase (SQR, Complex II; chicken heart) w. carboxin inhibitor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex II		2185		3.77E-04		5.88E-04		6.64E-04		2.94E-02		1.36E-01		3.49E-08		5.45E-08		6.15E-08		2.73E-06		2498.28		749484.96		13324

		1M56		Cytochrome C Oxidase wild-type		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		2228		5.29E-04		1.49E-03		4.25E-04		4.08E-02		1.38E-01		4.81E-08		1.35E-07		3.87E-08		3.71E-06		3912.60		1173780.51		20867

		3J9P		TRPA1 transient receptor potential channel (wasabi receptor)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Transient Receptor Potential (TRP)		2240		6.21E-05		1.03E-03		7.78E-04		3.22E-02		1.39E-01		5.62E-09		9.36E-08		7.03E-08		2.91E-06		2138.38		641515.01		11405

		5C78		PglK lipid-linked oligosaccharide flippase, apo-inward structure 1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		2256		9.15E-04		2.57E-03		2.99E-04		3.33E-02		1.40E-01		8.22E-08		2.31E-07		2.69E-08		2.99E-06		5548.50		1664549.18		29592

		3VR8		Mitochondrial rhodoquinol-fumarate reductase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		2285		4.08E-04		5.14E-04		8.92E-04		3.10E-02		1.42E-01		3.62E-08		4.56E-08		7.91E-08		2.75E-06		1860.33		558100.12		9922

		3B60		MsbA Lipid &quot;flippase&quot; with bound AMPPNP		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		2288		4.08E-04		1.02E-03		4.78E-04		2.69E-02		1.42E-01		3.61E-08		9.02E-08		4.23E-08		2.38E-06		3478.78		1043634.04		18553

		2BS2		Fumarate Reductase Complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex II		2296		1.40E-04		1.63E-03		1.48E-03		3.15E-02		1.42E-01		1.23E-08		1.44E-07		1.31E-07		2.78E-06		1123.30		336990.23		5991

		5DO7		ABCG5/ABCG8 sterol transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		2297		5.93E-04		1.29E-03		1.08E-03		3.23E-02		1.43E-01		5.23E-08		1.13E-07		9.53E-08		2.85E-06		1533.30		459989.60		8178

		5C8J		DUF106 YidC-like protein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		2308		7.05E-04		2.46E-03		5.87E-03		3.45E-02		1.43E-01		6.19E-08		2.16E-07		5.15E-07		3.03E-06		283.73		85120.40		1513

		2YEV		Cytochrome C Oxidase, caa<sub>3</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		2323		7.29E-04		2.20E-03		1.95E-03		4.23E-02		1.44E-01		6.35E-08		1.92E-07		1.70E-07		3.69E-06		853.58		256074.03		4552

		5AN8		TRPV2 transient receptor potential channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Transient Receptor Potential (TRP)		2344		4.81E-04		7.90E-04		2.24E-03		3.46E-02		1.45E-01		4.16E-08		6.82E-08		1.94E-07		2.99E-06		742.82		222847.22		3962

		2VPZ		Polysulfide Reductase PsrABC (native)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Mo/W<em>bis</em>-MGD Oxidoreductases		2354		4.11E-04		3.12E-03		2.42E-03		3.53E-02		1.46E-01		3.54E-08		2.68E-07		2.08E-07		3.04E-06		688.08		206424.27		3670

		3G5U		P-Glycoprotein		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		2364		6.90E-04		7.47E-04		1.91E-03		3.15E-02		1.47E-01		5.92E-08		6.40E-08		1.64E-07		2.70E-06		866.75		260025.39		4623

		3J5P		TRPV1 transient receptor potential channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Transient Receptor Potential (TRP)		2368		2.42E-04		8.94E-04		2.74E-04		3.59E-02		1.47E-01		2.07E-08		7.65E-08		2.35E-08		3.07E-06		6048.82		1814645.30		32260

		1LNQ		MthK Potassium channel, Ca<sup>++</sup> gated		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		2408		7.05E-04		7.68E-04		1.51E-03		2.95E-02		1.49E-01		5.93E-08		6.46E-08		1.27E-07		2.48E-06		1104.25		331273.70		5889

		5HI9		TRPV2 channel, full-length		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Transient Receptor Potential (TRP)		2408		5.64E-05		5.45E-04		1.00E-03		3.78E-02		1.49E-01		4.74E-09		4.59E-08		8.41E-08		3.18E-06		1667.53		500258.74		8893

		3CHX		Particulate methane monooxgenase (pMMO)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxygenases		2415		8.01E-04		3.65E-03		3.93E-03		4.05E-02		1.50E-01		6.72E-08		3.06E-07		3.29E-07		3.40E-06		423.42		127025.17		2258

		1YEW		Particulate methane monooxgenase (pMMO)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxygenases		2424		1.91E-04		1.90E-03		2.14E-03		4.48E-02		1.50E-01		1.60E-08		1.58E-07		1.79E-07		3.74E-06		778.24		233470.85		4151

		2QTS		ASIC1 Acid-Sensing Ion Channel (&Delta;ASIC1; N- and C-term deletions)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		2503		7.59E-04		1.61E-03		5.53E-04		3.80E-02		1.55E-01		6.14E-08		1.31E-07		4.47E-08		3.07E-06		3015.90		904769.03		16085

		3JBR		Ca<sub>V</sub>1.1 voltage-gated calcium channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Calcium Ion-Selective		2515		2.86E-04		7.45E-04		1.65E-03		3.47E-02		1.56E-01		2.31E-08		6.00E-08		1.33E-07		2.80E-06		1007.12		302134.77		5371

		3Q7K		FocA formate transporter at pH 4.0		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels : Formate/Nitrite Transporter (FNT) Family		2523		1.57E-04		2.49E-03		2.86E-03		3.74E-02		1.57E-01		1.26E-08		2.00E-07		2.30E-07		3.00E-06		578.67		173599.89		3086

		4PIR		Serotonin 5-HT<sub>3</sub> receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		2535		4.49E-05		9.72E-04		2.77E-03		3.88E-02		1.57E-01		3.59E-09		7.77E-08		2.21E-07		3.10E-06		602.23		180669.57		3212

		3NCY		AdiC Arginine:Agmatine Antiporter (with Fab fragment)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Amino Acid/Polyamine/Organocation (APC) Superfamily		2540		4.39E-04		4.02E-04		2.08E-03		3.61E-02		1.58E-01		3.50E-08		3.20E-08		1.66E-07		2.88E-06		796.69		239007.63		4249

		2ONK		Molybdate Transporter ModB<sub>2</sub>C<sub>2</sub> Complexed with ModA		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		ATP Binding Cassette (ABC) Transporters		2589		5.47E-04		1.39E-03		9.60E-04		3.22E-02		1.61E-01		4.28E-08		1.09E-07		7.51E-08		2.52E-06		1728.18		518455.08		9217

		3RFU		Copper-transporting ATPase type PIB		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		P-type ATPase		2652		2.88E-04		2.94E-04		5.22E-04		2.82E-02		1.65E-01		2.20E-08		2.25E-08		3.99E-08		2.16E-06		3173.94		952182.31		16928

		3DIN		SecYEG translocon in complex with SecA		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Sec and Translocase Proteins		2666		5.47E-04		1.31E-03		1.53E-03		3.73E-02		1.65E-01		4.16E-08		9.94E-08		1.17E-07		2.84E-06		1082.40		324718.58		5773

		4CAD		CAAX protease Rce1		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Intramembrane Proteases		2737		2.18E-04		3.57E-03		3.99E-03		4.36E-02		1.70E-01		1.61E-08		2.64E-07		2.95E-07		3.23E-06		416.66		124998.85		2222

		3JAC		Piezo1 mechanosensitive channel by cryo-EM		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels:  Mechanosensitive		2754		2.13E-04		1.19E-04		3.81E-04		3.30E-02		1.71E-01		1.57E-08		8.73E-09		2.80E-08		2.43E-06		4364.17		1309250.67		23276

		2J58		Wza translocon for capsular polysaccharides		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Outer Membrane Proteins		2760		9.52E-04		2.51E-03		3.85E-04		3.33E-02		1.71E-01		6.99E-08		1.84E-07		2.82E-08		2.44E-06		4333.22		1299965.20		23110

		4PE5		GluN1a/GluN2B NMDA receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		2944		2.14E-04		1.52E-03		1.92E-03		4.14E-02		1.83E-01		1.48E-08		1.04E-07		1.32E-07		2.85E-06		865.03		259508.70		4613

		4TLL		GluN1a/GluN2B NMDA receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		2981		1.97E-04		1.53E-03		2.01E-03		4.22E-02		1.85E-01		1.34E-08		1.04E-07		1.37E-07		2.87E-06		824.45		247334.47		4397

		1BMF		F<sub>1</sub>-ATPase from bovine heart mitochondria		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		2987		3.42E-04		5.64E-04		9.95E-04		3.26E-02		1.85E-01		2.32E-08		3.82E-08		6.75E-08		2.21E-06		1673.32		501997.37		8924

		2VL0		Prokaryotic pentameric ligand-gated ion channel (ELIC)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		3060		2.27E-04		8.59E-05		1.08E-03		5.00E-02		1.90E-01		1.50E-08		5.69E-09		7.15E-08		3.31E-06		1538.14		461442.19		8203

		3KG2		GluA2 Glutamate receptor (AMPA-subtype)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		3116		3.20E-04		1.61E-03		2.29E-03		4.50E-02		1.93E-01		2.08E-08		1.05E-07		1.49E-07		2.93E-06		726.63		217988.39		3875

		4ZWJ		Human rhodopsin with bound mouse visual arrestin		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		G Protein-Coupled Receptors (GPCRs)		3128		1.12E-03		2.86E-03		2.07E-03		4.59E-02		1.94E-01		7.23E-08		1.85E-07		1.34E-07		2.97E-06		803.80		241140.64		4287

		4J7C		KtrAB potassium ion transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Superfamily of K<sup>+</sup> Transporters (SKT proteins)		3448		6.58E-04		2.34E-03		5.84E-04		4.46E-02		2.14E-01		3.87E-08		1.38E-07		3.43E-08		2.62E-06		2846.74		854021.99		15183

		3JAV		InsP<sub>3</sub>R1 Inositol-1,4,5-trisphosphate receptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Calcium Ion-Selective		3472		4.13E-04		5.53E-04		1.29E-03		4.62E-02		2.15E-01		2.41E-08		3.23E-08		7.52E-08		2.69E-06		1292.41		387722.18		6893

		1OCC		Cytochrome C Oxidase, aa<sub>3</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		3560		6.18E-04		1.37E-03		1.45E-03		5.93E-02		2.21E-01		3.52E-08		7.78E-08		8.24E-08		3.37E-06		1147.46		344236.93		6120

		4YZF		Erythrocyte Band 3 anion exchanger		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Solute Carrier Family 4 (anion exchanger)		3664		1.16E-03		2.98E-03		5.42E-03		5.36E-02		2.27E-01		6.43E-08		1.65E-07		3.00E-07		2.97E-06		306.84		92051.28		1636

		3RHW		GluCl&alpha; anion-selective receptor (Fab-invermectin complex)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Cys-Loop Receptor Family		3697		3.32E-04		2.03E-03		1.42E-03		5.38E-02		2.29E-01		1.82E-08		1.11E-07		7.80E-08		2.95E-06		1169.84		350951.30		6239

		1IZL		Photosystem II		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Photosystems		3761		9.30E-04		1.75E-03		1.21E-03		5.29E-02		2.33E-01		5.01E-08		9.44E-08		6.50E-08		2.85E-06		1379.71		413911.67		7358

		4GD3		O<sub>2</sub>-tolerant Hydrogenase-1 in complex with cytochrome b		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		3890		8.47E-04		4.01E-04		4.47E-04		5.60E-02		2.41E-01		4.41E-08		2.09E-08		2.33E-08		2.92E-06		3721.20		1116359.27		19846

		2XND		F<sub>1</sub>-c-ring (c<sub>8</sub>) complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		3892		4.29E-04		8.60E-04		8.49E-04		4.46E-02		2.41E-01		2.23E-08		4.48E-08		4.42E-08		2.32E-06		1961.63		588488.03		10462

		1YCE		Rotor (c<sub>11</sub>) of Na<sup>+</sup>-dependent F-ATP Synthase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		3916		1.00E-03		1.02E-03		2.82E-03		3.88E-02		2.43E-01		5.18E-08		5.25E-08		1.46E-07		2.01E-06		588.97		176692.38		3141

		4RDQ		Bestrophin-1 (BEST1) Ca<sup>2+</sup>-activated Cl<sup>-</sup> channel		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Other Ion Channels		3945		7.89E-04		2.35E-04		1.09E-03		6.09E-02		2.45E-01		4.05E-08		1.21E-08		5.59E-08		3.13E-06		1525.73		457719.12		8137

		3MK7		Cytochrome Oxidase, cbb<sub>3</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex IV (Cytochrome C Oxidase)		3979		5.31E-04		1.57E-03		3.02E-03		6.36E-02		2.47E-01		2.70E-08		7.98E-08		1.54E-07		3.24E-06		549.34		164800.78		2930

		5FL7		F<sub>1</sub>F<sub>o</sub> synthase (complete structure; dimeric)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		3996		4.13E-04		1.56E-03		6.88E-04		4.53E-02		2.48E-01		2.09E-08		7.93E-08		3.49E-08		2.30E-06		2414.23		724268.90		12876

		5AEX		Mep2 ammonium transceptor		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Amt/Mep/Rh proteins		4049		6.67E-04		3.19E-03		3.18E-03		6.29E-02		2.51E-01		3.34E-08		1.59E-07		1.59E-07		3.15E-06		523.58		157074.65		2792

		2WPD		F<sub>1</sub>-c-ring (c<sub>10</sub>) complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		4090		3.56E-04		9.05E-04		9.31E-04		4.58E-02		2.54E-01		1.76E-08		4.48E-08		4.61E-08		2.27E-06		1784.52		535355.54		9517

		3J0J		V<sub>1</sub>-ATPase atomic model derived from Cryo-EM reconstructions.		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Bacterial V-type ATPase		4154		3.75E-04		5.61E-04		4.38E-04		4.93E-02		2.58E-01		1.83E-08		2.74E-08		2.14E-08		2.40E-06		3784.62		1135385.82		20185

		3U6N		BK (SLO1) Channel Ca<sup>2+</sup> gating ring from zebra fish in the open state		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Channels: Potassium, Sodium, & Proton Ion-Selective		4680		1.25E-03		6.14E-03		5.93E-04		6.50E-02		2.90E-01		5.43E-08		2.66E-07		2.57E-08		2.81E-06		2803.65		841096.50		14953

		3JQO		Type IV outer membrane secretion complex		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Outer Membrane Proteins		4797		1.76E-04		1.42E-04		2.32E-04		5.61E-02		2.98E-01		7.43E-09		6.01E-09		9.78E-09		2.37E-06		7169.69		2150907.96		38238

		2FYN		Cytochrome bc<sub>1</sub>		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex III (Cytochrome bc<sub>1</sub>)		5178		4.79E-04		2.64E-03		6.98E-03		8.32E-02		3.21E-01		1.87E-08		1.03E-07		2.73E-07		3.26E-06		238.44		71533.47		1272

		4UQ8		Respiratory Complex I, single-particle cryo-EM structure		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex I		5711		3.21E-04		3.02E-04		3.58E-04		3.14E-02		3.54E-01		1.14E-08		1.07E-08		1.27E-08		1.11E-06		4647.81		1394344.10		24788

		4K0J		ZneA Zn(II)/proton antiporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		5742		6.37E-04		2.39E-03		1.40E-03		6.53E-02		3.56E-01		2.25E-08		8.44E-08		4.93E-08		2.30E-06		1190.58		357174.16		6350

		2V50		MexB bacterial multi-drug efflux transporter		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Multi-Drug Efflux Transporters		6105		8.04E-04		2.84E-03		3.36E-03		7.72E-02		3.79E-01		2.67E-08		9.41E-08		1.12E-07		2.56E-06		492.26		147679.33		2625

		2J7A		NrfH Cytochrome C Quinol Dehydrogenase		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Oxidoreductases		6812		4.99E-04		3.35E-03		3.04E-03		1.01E-01		4.23E-01		1.48E-08		9.96E-08		9.03E-08		3.01E-06		547.05		164115.21		2918

		2WCD		Cytolysin A (ClyA, aka HlyE)		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Adventitious Membrane Proteins: Alpha-helical Pore-forming Toxins.		6840		1.69E-03		4.77E-03		3.47E-03		8.89E-02		4.24E-01		5.01E-08		1.41E-07		1.03E-07		2.63E-06		478.47		143540.31		2552

		3M9S		Complex I complete		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		Electron Transport Chain Complexes: Complex I		8122		6.02E-04		1.50E-03		3.05E-04		8.25E-02		5.04E-01		1.50E-08		3.74E-08		7.61E-09		2.06E-06		5448.04		1634412.79		29056

		3OAA		F<sub>1</sub>-ATPase in an autoinhibited conformation		TRANSMEMBRANE PROTEINS: ALPHA-HELICAL		F-type ATPase		13028		6.32E-04		3.83E-03		2.21E-03		1.46E-01		8.08E-01		9.83E-09		5.95E-08		3.44E-08		2.27E-06		751.77		225531.47		4009

		2K5U		ADP-ribosylation factor (ARF1), myristoylated		MONOTOPIC MEMBRANE PROTEINS		ADP-Ribosylation Factors		180		1.32E-04		3.94E-04		3.66E-04		2.52E-03		1.12E-02		1.49E-07		4.44E-07		4.12E-07		2.83E-06		4528.35		1358506.46		24151

		2OQO		Peptidoglycan Glycosyltransferase penicillin-binding protein 1a (PBP1a)		MONOTOPIC MEMBRANE PROTEINS		Glycosyltransferases		181		5.10E-05		2.68E-04		3.62E-04		2.63E-03		1.12E-02		5.71E-08		3.00E-07		4.06E-07		2.95E-06		4595.28		1378582.91		24508

		4GGM		LpxI phosphodiester hydrolase for lipid A biosynthesis		MONOTOPIC MEMBRANE PROTEINS		Hydrolases		270		1.70E-04		3.96E-04		3.58E-04		2.56E-03		1.68E-02		1.27E-07		2.97E-07		2.68E-07		1.92E-06		4641.00		1392300.15		24752

		4EHW		LpxK, the 4'-kinase of lipid A biosynthesis		MONOTOPIC MEMBRANE PROTEINS		Hydrolases		308		1.37E-04		5.39E-04		4.65E-04		4.62E-03		1.91E-02		9.00E-08		3.54E-07		3.06E-07		3.04E-06		3575.20		1072561.37		19068

		2PRM		Dihydroorotate Dehydrogenase, apo form		MONOTOPIC MEMBRANE PROTEINS		Dihydroorotate Dehydrogenases (DHODH, class 2)		367		7.03E-05		2.42E-04		3.10E-04		3.91E-03		2.28E-02		3.88E-08		1.33E-07		1.71E-07		2.16E-06		5359.51		1607851.70		28584

		3I65		Dihydroorotate Dehydrogenase with triazolopyrimidine-based inhibitor DSM1		MONOTOPIC MEMBRANE PROTEINS		Dihydroorotate Dehydrogenases (DHODH, class 2)		370		1.04E-04		4.63E-04		5.28E-04		4.93E-03		2.30E-02		5.68E-08		2.53E-07		2.89E-07		2.70E-06		3143.62		943085.93		16766

		3VMT		Monofunctional glycosyltransferase in complex with Lipid II analog		MONOTOPIC MEMBRANE PROTEINS		Glycosyltransferases		440		5.51E-05		3.95E-04		7.59E-04		6.64E-03		2.73E-02		2.54E-08		1.82E-07		3.49E-07		3.06E-06		2193.15		657943.91		11697

		4PLA		Phosphatidylinositol 4-kinase II&alpha;		MONOTOPIC MEMBRANE PROTEINS		Phosphoinositide Kinases		483		9.00E-05		6.77E-04		4.46E-04		7.01E-03		3.00E-02		3.78E-08		2.84E-07		1.87E-07		2.94E-06		3724.71		1117413.94		19865

		4WVG		SpsB Signal Peptidase (SPase), apoprotein		MONOTOPIC MEMBRANE PROTEINS		Peptidases		513		1.74E-04		5.75E-04		6.25E-04		7.19E-03		3.18E-02		6.88E-08		2.27E-07		2.47E-07		2.84E-06		2660.31		798091.84		14188

		4LXJ		Lanosterol 14&alpha;-demethylase with bound lanosterol		MONOTOPIC MEMBRANE PROTEINS		Cytochromes P450		530		2.03E-04		4.90E-04		3.49E-04		8.18E-03		3.29E-02		7.75E-08		1.87E-07		1.33E-07		3.13E-06		4775.38		1432614.71		25469

		4HHS		Fatty acid &alpha;-dioxygenase (&alpha;-DOX)		MONOTOPIC MEMBRANE PROTEINS		Cyclooxygenases		639		9.23E-05		8.45E-04		6.88E-04		9.10E-03		3.96E-02		2.93E-08		2.68E-07		2.18E-07		2.89E-06		2420.49		726148.20		12909

		4QN9		N-acylphosphatidylethanolamine-hydrolyzing phospholipase D		MONOTOPIC MEMBRANE PROTEINS		Hydrolases		643		2.07E-04		7.94E-04		1.36E-03		1.08E-02		3.99E-02		6.52E-08		2.50E-07		4.28E-07		3.39E-06		1223.60		367079.63		6526

		1LOX		15-Lipoxygenase from rabbit reticulocytes		MONOTOPIC MEMBRANE PROTEINS		Lipoxygenases		647		1.53E-04		6.53E-04		6.06E-04		9.26E-03		4.01E-02		4.78E-08		2.04E-07		1.90E-07		2.90E-06		2742.57		822770.99		14627

		4NRE		15-Lipoxygenase-2 (15-LOX-2) with substrate mimic		MONOTOPIC MEMBRANE PROTEINS		Lipoxygenases		675		1.36E-04		6.33E-04		5.75E-04		9.58E-03		4.19E-02		4.09E-08		1.90E-07		1.73E-07		2.88E-06		2882.67		864802.27		15374

		1J79		Dihydroorotate Dehydrogenase		MONOTOPIC MEMBRANE PROTEINS		Dihydroorotate Dehydrogenases (DHODH, class 2)		680		1.58E-04		6.05E-04		1.05E-03		8.80E-03		4.22E-02		4.70E-08		1.80E-07		3.12E-07		2.62E-06		1587.04		476112.85		8464

		1UUM		Dihydroorotate Dehydrogenase in complex with atovaquone		MONOTOPIC MEMBRANE PROTEINS		Dihydroorotate Dehydrogenases (DHODH, class 2)		700		9.34E-05		3.57E-04		6.14E-04		7.22E-03		4.34E-02		2.70E-08		1.03E-07		1.78E-07		2.09E-06		2704.87		811460.18		14426

		3VMA		Peptidoglycan Glycosyltransferase penicillin-binding protein 1b (PBP1b)		MONOTOPIC MEMBRANE PROTEINS		Glycosyltransferases		708		1.75E-04		8.27E-04		4.20E-04		8.93E-03		4.39E-02		5.00E-08		2.37E-07		1.20E-07		2.55E-06		3966.52		1189956.76		21155

		1LNH		Lipoxygenase-L3 from soybeans		MONOTOPIC MEMBRANE PROTEINS		Lipoxygenases		836		1.20E-04		8.88E-04		1.01E-03		1.18E-02		5.19E-02		2.91E-08		2.15E-07		2.44E-07		2.87E-06		1650.06		495016.60		8800

		1YGE		Lipoxygenase-L1 from soybeans		MONOTOPIC MEMBRANE PROTEINS		Lipoxygenases		839		1.53E-04		8.04E-04		7.74E-04		1.17E-02		5.20E-02		3.69E-08		1.94E-07		1.87E-07		2.83E-06		2148.87		644661.89		11461

		2BXR		Monoamine Oxidase A with bound Clorglycine		MONOTOPIC MEMBRANE PROTEINS		Oxidases		890		1.05E-04		6.78E-04		5.25E-04		1.29E-02		5.52E-02		2.39E-08		1.54E-07		1.19E-07		2.93E-06		3181.04		954313.15		16966

		1B12		LepB Signal Peptidase (SPase) in complex with a &beta;-lactam inhibitor		MONOTOPIC MEMBRANE PROTEINS		Peptidases		898		6.44E-04		2.20E-03		1.63E-03		1.31E-02		5.57E-02		1.45E-07		4.97E-07		3.67E-07		2.96E-06		1022.20		306658.98		5452

		4G9K		Ndi1 NADH Dehydrogenase		MONOTOPIC MEMBRANE PROTEINS		Dehydrogenases		926		1.98E-04		1.24E-03		1.08E-03		1.29E-02		5.74E-02		4.34E-08		2.71E-07		2.36E-07		2.82E-06		1542.52		462757.06		8227

		1GOS		Monoamine Oxidase B		MONOTOPIC MEMBRANE PROTEINS		Oxidases		990		1.88E-04		1.03E-03		8.32E-04		1.36E-02		6.14E-02		3.84E-08		2.12E-07		1.70E-07		2.79E-06		2001.88		600564.50		10677

		2QCU		Glycerol-3-phosphate dehydrogenase (GlpD, native)		MONOTOPIC MEMBRANE PROTEINS		Dehydrogenases		1000		2.78E-04		9.10E-04		1.19E-03		1.42E-02		6.20E-02		5.63E-08		1.84E-07		2.41E-07		2.88E-06		1398.45		419535.02		7458

		3FSN		RPE65 visual cycle retinoid isomerase		MONOTOPIC MEMBRANE PROTEINS		Isomerases		1027		3.46E-04		1.53E-03		5.56E-04		1.66E-02		6.37E-02		6.83E-08		3.01E-07		1.10E-07		3.28E-06		2982.11		894632.83		15905

		3VV9		Alternative oxidase (AOX), cyanide-insensitive		MONOTOPIC MEMBRANE PROTEINS		Oxidases		1067		1.54E-04		3.15E-04		6.18E-04		1.47E-02		6.62E-02		2.93E-08		5.98E-08		1.17E-07		2.79E-06		2697.81		809343.90		14388

		1PRH		Ram Prostaglandin H2 synthase-1 (cyclooxygenase-1 or COX-1)		MONOTOPIC MEMBRANE PROTEINS		Cyclooxygenases		1108		1.72E-04		1.36E-03		5.38E-04		1.80E-02		6.87E-02		3.14E-08		2.49E-07		9.84E-08		3.29E-06		3091.03		927310.36		16486

		4GWM		Meprin &beta; sheddase (metalloproteinase), pro-form		MONOTOPIC MEMBRANE PROTEINS		Peptidases		1115		2.05E-04		1.03E-03		4.75E-04		1.73E-02		6.92E-02		3.72E-08		1.86E-07		8.62E-08		3.15E-06		3503.02		1050905.31		18683

		2GMH		Electron Transfer Flavoprotein-ubiquinone oxidoreductase (ETF-QO) with bound UQ		MONOTOPIC MEMBRANE PROTEINS		Oxidoreductases (Monotopic)		1159		9.43E-05		7.09E-04		1.20E-03		1.66E-02		7.19E-02		1.65E-08		1.24E-07		2.10E-07		2.90E-06		1383.91		415172.67		7381

		2OLV		Peptidoglycan Glycosyltransferase		MONOTOPIC MEMBRANE PROTEINS		Glycosyltransferases		1211		2.93E-04		8.50E-04		1.12E-03		1.75E-02		7.51E-02		4.90E-08		1.42E-07		1.88E-07		2.92E-06		1479.99		443996.10		7893

		2SQC		Squalene-hopene cyclase		MONOTOPIC MEMBRANE PROTEINS		Squalene-Hopene Cyclases		1246		2.47E-04		1.18E-03		1.71E-03		2.00E-02		7.73E-02		4.01E-08		1.92E-07		2.78E-07		3.25E-06		972.37		291710.90		5186

		2FNQ		8R-Lipoxygenase from coral		MONOTOPIC MEMBRANE PROTEINS		Lipoxygenases		1338		2.28E-04		8.32E-04		1.17E-03		2.09E-02		8.30E-02		3.46E-08		1.26E-07		1.77E-07		3.17E-06		1422.34		426702.89		7586

		3O8Y		5-Lipoxygenase		MONOTOPIC MEMBRANE PROTEINS		Lipoxygenases		1346		2.67E-04		6.70E-04		5.58E-04		2.04E-02		8.35E-02		4.01E-08		1.01E-07		8.40E-08		3.08E-06		2979.13		893739.98		15889

		2XCI		Monofunctional glycosyltransferase WaaA, substrate free		MONOTOPIC MEMBRANE PROTEINS		Glycosyltransferases		1411		2.89E-04		1.79E-03		1.96E-03		2.07E-02		8.75E-02		4.16E-08		2.57E-07		2.82E-07		2.97E-06		846.83		254050.34		4516

		4NWZ		NDH-2 NADH dehydrogenase		MONOTOPIC MEMBRANE PROTEINS		Dehydrogenases		1557		1.49E-04		6.80E-04		4.58E-04		1.92E-02		9.66E-02		1.93E-08		8.85E-08		5.96E-08		2.50E-06		3629.38		1088813.66		19357

		2SBL		Arachidonic acid 15-lipoxygenase from soybeans		MONOTOPIC MEMBRANE PROTEINS		Lipoxygenases		1614		2.17E-04		1.24E-03		8.30E-04		2.28E-02		1.00E-01		2.73E-08		1.56E-07		1.04E-07		2.86E-06		2009.20		602758.87		10716

		3L7I		TagF teichoic acid polymerase		MONOTOPIC MEMBRANE PROTEINS		Polymerases		1641		3.96E-04		1.44E-03		8.40E-04		2.82E-02		1.02E-01		4.89E-08		1.77E-07		1.04E-07		3.48E-06		1969.80		590940.06		10506

		3RST		Signal Peptide Peptidase (SppA)		MONOTOPIC MEMBRANE PROTEINS		Peptidases		1803		9.31E-05		2.19E-03		1.53E-03		2.06E-02		1.12E-01		1.05E-08		2.46E-07		1.72E-07		2.31E-06		1084.70		325409.69		5785

		3BF0		Signal Peptide Peptidase (SppA), native protein		MONOTOPIC MEMBRANE PROTEINS		Peptidases		1902		2.44E-04		1.33E-03		1.27E-03		2.37E-02		1.18E-01		2.60E-08		1.42E-07		1.35E-07		2.52E-06		1311.72		393514.89		6996

		4NM9		PutA proline utilization protein		MONOTOPIC MEMBRANE PROTEINS		Dehydrogenases		1957		2.97E-04		5.14E-04		1.35E-03		2.67E-02		1.21E-01		3.07E-08		5.33E-08		1.40E-07		2.76E-06		1233.51		370052.67		6579

		1O5W		Monoamine Oxidase A		MONOTOPIC MEMBRANE PROTEINS		Oxidases		2032		2.95E-04		1.72E-03		1.20E-03		2.90E-02		1.26E-01		2.94E-08		1.72E-07		1.20E-07		2.89E-06		1381.99		414596.05		7371

		2YOC		PulA pullulanase		MONOTOPIC MEMBRANE PROTEINS		Hydrolases		2062		8.72E-05		1.63E-03		9.29E-04		2.71E-02		1.28E-01		8.56E-09		1.61E-07		9.13E-08		2.66E-06		1788.03		536409.18		9536

		1CX2		Cyclooxygenase-2		MONOTOPIC MEMBRANE PROTEINS		Cyclooxygenases		2208		4.07E-04		2.22E-03		1.27E-03		3.48E-02		1.37E-01		3.74E-08		2.04E-07		1.17E-07		3.19E-06		1303.61		391084.42		6953

		3HYW		Sulfide:quinone oxidoreductase in complex with decylubiquinone		MONOTOPIC MEMBRANE PROTEINS		Oxidoreductases (Monotopic)		2562		3.38E-04		6.81E-04		2.33E-03		3.57E-02		1.59E-01		2.67E-08		5.38E-08		1.84E-07		2.82E-06		714.23		214270.31		3809

		1MT5		Fatty acid amide hydrolase		MONOTOPIC MEMBRANE PROTEINS		Hydrolases		8592		3.56E-04		2.61E-03		2.10E-03		1.06E-01		5.33E-01		8.40E-09		6.14E-08		4.94E-08		2.49E-06		793.60		238079.93		4233

		2PPS		ONLY CA COORDINATE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		1QCR		ONLY CA COORDINATE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		1QO1		ONLY CA COORDINATE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		1FE1		ONLY CA COORDINATE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		1QZV		ONLY CA COORDINATE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		3B5D		ONLY CA COORDINATE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		5FMW		ONLY CA COORDINATE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		4O9Y		NO PDB FILE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		4V8K		NO PDB FILE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		3J8H		NO PDB FILE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		4WZ7		NO PDB FILE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		4YUU		NO PDB FILE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		2WLJ		NO PDB FILE AVAILABLE		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-

		5G28		UNRELEASED		-		-		-		-		-		-		-		-		-		-		-		-		-		-		-
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S| Section 5: Membrane Proteins Used for Extracting the Spatial Coordinates of the
Secondary Structures

The PDB file represents the tertiary structure of a MP, which is a combination of different
secondary structures. To investigate the magnetic properties of secondary structures, we
extracted the spatial coordinates of those structures from the PDB files by selecting MPs with a
large number of secondary structures. The list of MPs from which the alpha helical and beta
strands are chosen is presented in Table S4.

Table S4: List of MPs from which the secondary structures, helices and strands are extracted.

Type of Membrane .
Protein PDB Number of Helices Number of Strands

1C3W 8 0

1H2S 10 0

1Q16 57 20

2B2H 23 0

2H88 19 22

Alpha Helical 2I5N 21 0

2J8C 8 0

3LDC 3 0

3S8G 31 0

3WG7 26 0

4Y9H 9 0

1FI1 0 35

1178 0 12

1QFF 0 35

Beta Barrel 2VDF 0 11

2We6T 0 41

2X9K 0 14

3DWO 0 19
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