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Table S1. Analytical data of the peptides used in the present study.

Molecular mass

Analog Peptide Sequence Rettﬁr?;on N
tr [min] calculated found® (M)
calculated/observed®
2 Ac-LLLLRVK-Amba 22.86 1027.35 1026.95 343.24/343.24
3 Ac-LLLARVK-Amba 21.55 985.08 984.81 -
4 Ac-LLLDRVK-Amba 20.06 1029.09 1028.80 -
5 Ac-LLLERVK-Amba 20.45 1043.12 1041.44 -
6 Ac-LLLFRVK-Amba 23.84 1061.18 1060.93 -
7 Ac-LLLGRVK-Amba 20.82 971.06 970.81 -
8 Ac-LLLHRVK-Amba 19.56 1051.15 1050.86 -
9 Ac-LLLIRVK-Amba 23.11 1027.35 1027.33 -
10 Ac-LLLKRVK-Amba 18.66 1042.18 1041.66 -
11 Ac-LLLMRVK-Amba 21.72 1045.20 1044.25 -
12 Ac-LLLNRVK-Amba 19.80 1028.11 1027.58 -
13 Ac-LLLPRVK-Amba 20.95 1011.12 1010.94 -
14 Ac-LLLQRVK-Amba 20.24 1042.14 1041.85 -
15 Ac-LLLRRVK-Amba 19.98 1070.19 1069.51 -
16 Ac-LLLSRVK-Amba 20.87 1001.09 1000.84 -
17 Ac-LLLTRVK-Amba 20.83 1015.11 1014.61 -
18 Ac-LLLVRVK-Amba 22.28 1013.14 1012.88 -
19 Ac-LLLWRVK-Amba 23.51 1100.22 1099.88 -
20 Ac-LLLYRVK-Amba 21.92 1077.18 1076.93 -
21 Ac-LLALRKV-Amba 15.54¢ 985.08 - 329.22/ 329.23
22 Ac-LLDLRKV-Amba 25.81° 1029.09 - 343.89/343.89
23 Ac-LLELRKV-Amba 16.03' 1043.12 - 348.56/348.56
24 Ac-LLFLRKV-Amba 31.82° 1061.18 - 354.57/354.57
25 Ac-LLGLRKV-Amba 15.26° 971.06 - 324.55/324.55
26 Ac-LLHLRKV-Amba 14.14° 1051.15 - 351.23/351.23
27 Ac-LLILRKV-Amba 18.63° 1027.35 - 343.24/343.24
28 Ac-LLKLRKV-Amba 13.95¢ 1042.18 - 348.24/348.25
29 Ac-LLMLRKV-Amba 18.08° 1045.20 - 349.22/349.23
30 Ac-LLNLRKV-Amba 15.01° 1028.11 - 343.56/343.56
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31 Ac-LLPLRKV-Amba 15.35¢ 1011.12 - 337.89/337.90
32 Ac-LLQLRKV-Amba 15.00¢ 1042.14 - 348.23/348.23
33 Ac-LLRLRKV-Amba 14.17° 1070.19 - 357.58/357.58
34 Ac-LLSLRKV-Amba 15.39' 1001.09 - 334.55/334.56
35 Ac-LLTLRKV-Amba 15.54¢ 1015.11 - 339.23/339.23
36 Ac-LLVLRKV-Amba 17.30¢ 1013.14 - 338.57/338.57
37 Ac-LLWLRKV-Amba 19.58¢ 1100.22 - 367.57/367.57
38 Ac-LLYLRKV-Amba 17.49° 1077.18 - 359.90/359.90
39 Ac-LALLRVK-Amba 20.67 985.08 985.24 -
40 Ac-LDLLRVK-Amba 20.12 1029.09 1028.70 -
41 Ac-LELLRVK-Amba 20.43 1043.12 1043.12 -
42 Ac-LFLLRVK-Amba 22.91 1061.18 1061.13 -
43 Ac-LGLLRVK-Amba 20.14 971.06 970.67 -
44 Ac-LHLLRVK-Amba 18.23 1051.15 1051.30 -
45 Ac-LILLRVK-Amba 22.28 1027.35 1027.33 -
46 Ac-LKLLRVK-Amba 18.52 1042.18 1042.36 -
47 Ac-LMLLRVK-Amba 22.01 1045.20 1046.66 -
48 Ac-LNLLRVK-Amba 19.82 1028.11 1028.10 -
49 Ac-LPLLRVK-Amba 20.71 1011.12 1011.29 -
50 Ac-LQLLRVK-Amba 20.04 1042.14 1042.12 -
51 Ac-LRLLRVK-Amba 18.75 1070.19 1070.12 -
52 Ac-LSLLRVK-Amba 20.04 1001.09 1000.72 -
53 Ac-LTLLRVK-Amba 20.20 1015.11 1014.26 -
54 Ac-LVLLRVK-Amba 21.32 1013.14 1013.30 -
55 Ac-LWLLRVK-Amba 23.16 1100.22 1100.38 -
56 Ac-LYLLRVK-Amba 21.21 1077.18 1077.33 -
57 Ac-ALLLRVK-Amba 20.54 985.08 984.72 -
58 Ac-DLLLRVK-Amba 20.32 1029.09 1028.92 -
59 Ac-ELLLRVK-Amba 20.64 1043.12 1042.98 -
60 Ac-FLLLRVK-Amba 22.96 1061.18 1060.97 -
61 Ac-GLLLRVK-Amba 19.84 971.06 970.66 -
62 Ac-HLLLRVK-Amba 18.02 1051.15 1050.98 -
63 Ac-ILLLRVK-Amba 22.64 1027.35 1027.12 -
64 Ac-KLLLRVK-Amba 18.10 1042.18 1042.03 -
65 Ac-MLLLRVK-Amba 21.42 1045.20 1044.95 -
66 Ac-NLLLRVK-Amba 19.67 1028.11 1028.08 -
67 Ac-PLLLRVK-Amba 21.62 1011.12 1011.04 -

S3




68 Ac-QLLLRVK-Amba 20.01 1042.14 1041.98 -
69 Ac-RLLLRVK-Amba 18.62 1070.19 1069.27 -
70 Ac-SLLLRVK-Amba 19.70 1001.09 1000.94 -
71 Ac-TLLLRVK-Amba 19.91 1015.11 1014.56 -
72 Ac-VLLLRVK-Amba 21.64 1013.14 1012.99 -
73 Ac-WLLLRVK-Amba 23.76 1100.22 1100.02 -
74 Ac-YLLLRVK-Amba 21.37 1077.18 1076.98 -
76 FITC-BAla-LLLRRVKAmMba 31.07° 1488.80 - 496.93/496.93
77 FITC-BAla-LLLIRVKAmMba 34.46° 1445.77 - 482.59/482.59
78 Ac-LLIIRVK-Amba 28.65° 1027.35 - 343.24/343.24
79 Ac-[DLeu]LIIRVK-Amba 29.51° 1027.35 - 343.24/343.24

4linear gradient from 1 to 80% of B in A for 30 min, flow rate 1 mL/min, RP-HPLC system Shimadzu, Jupiter 4p
Proteo 90 A (Phenomenex), 250 x 4,60 mm column; ” molecular masses were determined by the deconvolution of
data obtained from the analysis of peptides using LCMS ESI IT-TOF mass spectrometer; ® molecular masses were
obtained by high-resolution mass spectrometry; linear gradient from 10 to 70% of B in A for 40 min, RP-HPLC
system Agilent, Elipse XDB C18 column (Agilent); ®linear gradient from 10 to 70% of B in A for 50 min, RP-HPLC
system Agilent, Jupiter C18 column (Phenomenex); ; flinear gradient from 10 to 70% of B in A for 30 min, RP-
HPLC system Agilent, Elipse XDB C18 column (Agilent); A: 0.1% aqueous TFA, B: 80% acetonitrile in water
containing 0.1% of TFA
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