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Figure S1. Product ion mass spectrum (MS/MS) for FruArg (top) and L-Lysine-d8 (bottom). 

Parent m/z of FruArg is 337.3 Da and L-Lysine-d8 is 155.1 Da. MRM transitions of FruArg were 

identified at m/z = 337.1 � 70.1 and 114.1 Da; as well as m/z = 155.1 � 92.1 Da for L-Lysine-

d8. The most abundant daughter ions were used for quantification. 
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Figure S2. Direct infusion mass spectrum of FruArg (left) and L-Lysine-d8 (right) using ESI 

positive mode.  
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Table S1. Average [FruArg] (n=3) at 

15 min after intraperitoneal injection 

  [FruArg] pmol/mg 

tissue ± SE 

cerebellum 6 ± 2 

cortex 4 ± 2 

hippocampus 4 ± 2 

striatum 7 ± 3 

SE: Standard error 

 

 

 

Table S2. Average values (n=4) for AUC FruArg/L-Lysine d8 spiked before 

SPE, after SPE and external FruArg standards. 

 Plasma 
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 ± SE 

Brain Tissue 

���	������

���		
	����	��
 ± SE 

FruArg spike before SPE 2.43 ± 0.01 2.89 ± 0.04 

FruArg spike after SPE 2.44 ± 0.02 4.6 ± 0.2 

FruArg external standard 2.447 ± 0.001 4.41 ± 0.02 

SE: Standard error 

 


