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Figure S1. Structure characterization using SAXS of Phy/MaMo (14 wt%) formulations 
containing poloxamer 407 (A), Pluronic F108 (B), and Myrj 59 (C) at 5 and 30 wt% of total 
lipid. The black curve represents the non-dispersed bulk phase without stabilizer. 
Measurements were performed at 25°C. The curves were vertically shifted for clarity. 

	  

	  

Figure S2. Effect of the headgroup dimension on the internal structure of Phy/MaMo (14 
wt%) hexosomes stabilized with 10 wt% poloxamer 407. SAXS data is displayed for 
hexosomes containing the same molar concentration (ca. 14 mol%) of DDA (green) and 
Dotap (blue) at 25°C and 37°C. Arrows indicate perturbance of the pure HII peak profile. The 
curves were vertically shifted for clarity. 
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Figure S3. Tryptophan accessibility assay with acrylamide in Phy/MaMo (14 wt%) 
hexosomes stabilized with 25 wt% poloxamer 407, and loaded with 0.1 wt% (of total lipid) 
ovalbumin (A) or lysozyme (B). Unquenched protein (F0); Quenched protein (F). Data is 
shown as mean ± SD of two independent experiments performed in triplicate. 

 


