© 2002 American Chemical Society, Biocheinistry, Beringhelli bi020493f Supporting Info Pagft2 1

2 10=
£ 1 v PABLGB 4 OA-BLGB
c 4 v
£ o8- v v
2 1 a v v v
o 06{ & v
0 50 100 150 200

time, hours

Figure S1. Exchange, as a function of time, between “C-OA (O, open triangles) and
°C,-PA (¥, solid black triangles), bound to BLGB, with the correspondmg natural

abundance FA from the incubation medlum
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Figure 52. Urea-DGGE of natural BLGB in
buffers of increasing pH: 3.8 in panel a, 4.8 in
panel b, 6.1 in panel ¢, 7.4 in panel d and 8.7 in
panel e. Sample both reduced (from lanes +5H)
and unreduced; varving anode-to-cathode sequence
of £5H to avoid -SH sample migration through

+5H trenches, All runs across transverse -5 M

urca gradients.
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Figure 83. Urea-DGGE of apoBLGB, OA-BLGB and PA-BLGB: a) at pH
6.1 (2-6 M urea), b) at pH 7.4 (2-6 M urea); c) at pH 8.7 (1-5 M urea).
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Figure S4. HPCZE patterns at pH 5.6 of apoBLGB (a-c) and of its complex with

oleic acid (d-f), in the absence of chloride ions (a, d) as well as in the présence of 50

(b, €) and 100 mM (c, f) NaCl.




