Supporting Information

HIGH-THROUGHPUT ANALYSIS OF TOTAL RNA EXPRESSION
PROFILES BY CAPILLARY GEL ELECTROPHORESIS

Wenwan Zhong and Edward S. Yeung*

Ames Laboratory-USDOE and Department of Chemistry
Iowa State University, Ames, [A 50011



2500

2000

- ||
W

Fluorescence

500 ’ MNJ e W%%JM{WUW

I
LJ \‘J’/"‘\MM
] A
‘[rJ u‘«»"“x‘—mmﬂ/ Mo m\/q_‘“\
0 +— R ——

400 600 800 1000 1200 J 1400 1600
Migration Time (Sec.)

Fig A. Original electropherogram from human kidney total RNA. The region within the two
brackets was extracted from the original data set for migration time alignment and statistical data
analysis.



800

700
|

600 \ “

s001 [} f Lol

VAL ‘ ﬂ .

EATREY

300 \'\‘\fj \’\// Ve \J\\
VAT

200 \V\w’\/‘ \J\

400

Fluorescence

\L/\\/\/\/‘v\

100

0 200 400 600 800 1000 1200 1400
Data Point

Fig B. Reproducible region cut and expanded from Fig. A.
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Fig C. Electropherogram from Fig. B after baseline correction and expansion.



