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Figure S1: Yields and purity of proteins used. SDS-PAGE analysis of individual mutants 

of DEBS Module 1 used in this study. The yield of each protein from a recombinant E. 

coli culture is summarized in the accompanying Table.  
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Plasmid Cloning Method Primer Name Primer Sequnce 

JK02 Quikchange JK02-Fwd CGGTCAAGTCCAACCTCGGCGCCACCCAGGCG 

H384A   JK02-Rev CGCCTGGGTGGCGCCGAGGTTGGACTTGACCG 

JK03 Quikchange JK03-Fwd GTCCAACCTCGGCCACACCGAGGCGGCCG 

Q386E   JK03-Rev CGGCCGCCTCGGTGTGGCCGAGGTTGGAC 

JK04 Quikchange JK04-Fwd GGCATCAGCGGCACCCTCGCGCACGCCATCATCGA 

N455L   JK04-Rev TCGATGATGGCGTGCGCGAGGGTGCCGCTGATGCC 

JK05 Quikchange JK05-Fwd GCATCAGCGGCACCAACGCGGCAGCCATCATCGAGGAAGC 

H457A   JK05-Rev GCTTCCTCGATGATGGCTGCCGCGTTGGTGCCGCTGATGC 

JK06 Quikchange JK06-Fwd GCTCGGTCAAGTCCGCCCTCGGCCACACCCA 

N381A   JK06-Rev TGGGTGTGGCCGAGGGCGGACTTGACCGAGC 

JK07 Quikchange JK07-Fwd ATCAGCGTGGACGCCGCGTGCTCGTCCTC 

T209A   JK07-Rev GAGGACGAGCACGCGGCGTCCACGCTGAT 

JK08 Quikchange JK08-Fwd GTGGACACCGCGGCCTCGTCCTCGCTGGTCG 

C211A   JK08-Rev CGACCAGCGAGGACGAGGCCGCGGTGTCCAC 

JK09 Quikchange JK09-Fwd CGAGCAACGGGCTGGCGGCGCCCAACG 

S315A   JK09-Rev CGTTGGGCGCCGCCAGCCCGTTGCTCG 

JK11 Quikchange JK11-Fwd GCCGTCGAGGCGGCCGGCACCGGTACCCGAC 

H346A   JK11-Rev GTCGGGTACCGGTGCCGGCCGCCTCGACGGC 

TR11 In-Fusion TR11-C-term CTCGGTCGCGTCCAACCTCG 

K379A   TR11-N-term GTTGGACGCGACCGAGCCC 

    AmpR-N-term GCCATACCAAACGACGAGCGTGACAC 

    AmpR-C-Term CTCGTCGTTTGGTATGGCTTCATTC 

 

Table S1 Primers used for the generation of Module 1 Mutants. In all cases, pBL13
1
 

was used as the PCR template.  
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