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1H NMR spectrum of 6 (CDCl3) 
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Figure S1: UV-melting curves of the symmetric duplexes with the propanediol anucleosidic 

linker (X = 1) bottom; and the bicyclic linker (X = 2), top. C = 1.8-2.0 µM in 10 mM 

NaH2PO4, 150 mM NaCl, pH 7.0. Sequence context as in Figure 1 of the printed paper. 
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Figure S2: UV-melting curves of the asymmetric duplexes with the propanediol anucleosidic 

linker (X = 1). C = 1.8-2.0 µM in 10 mM NaH2PO4, 150 mM NaCl, pH 7.0. Sequence context 

as in Figure 1 of the printed paper. 
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Figure S2: UV-melting curves of the asymmetric duplexes with the bicyclic linker (X = 2). C 

= 1.8-2.0 µM in 10 mM NaH2PO4, 150 mM NaCl, pH 7.0. Sequence context as in Figure 1 of 

the printed paper. 

 


