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Figure Legends

Supplemental Figure 1. Comparison of the deduced amino acid sequence of Euphorbia
characias peroxidase with other peroxidases from plants. Conserved residues are shown in
grey. Dashes indicate gaps in alignment. Sense (=) and antisense (€) CODEHOP primers
are in  bold. Sequences were aligned using CLUSTAL W  1.82
(http://www.ebi.ac.uk/clustalw), and include signal peptide portions. GenBank accession
numbers for the sequences are as follows: Euphorbia characias, AY586601; Linum
usitatissimum, U59284; Arabidopsis thaliana, X98318; Nicotiana tabacum, AY032674;

Phaseolus angularis D11337; Glycine max, AF145350.

Supplemental Figure 2. Comparison of the deduced amino acid sequence of Euphorbia
characias CaM with other CaMs from plants. Conserved residues are shown in grey. Sense
(=®) and antisense (€) CODEHOP primers are in bold. GenBank accession numbers for the
sequences are as follows: Euphorbia characias, AY297816; Prunus avium, AF292108; Elaeis
guineensis, AF295637; Medicago truncatula, AF494219; Pisum sativum, U13882; Phaseolus

vulgaris, AF030034; Nicotiana tabacum, AB050848.

This material is available free of charge via the Internet at http://pubs.acs.org
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Supplemental Figure 1

-------- MASKLVLVSCLLVAFWFCAI EAQTKP- - - - PI VNGLSWITFYKSSCPKVESI
----- MAPTSSHWALTI MLSAV- LFASTTTAQ P- - - APAKGVBW FYKSSCPKLESI
MIKAYSTRVLTFLI LI SLMAVTLNLFPTVEAKKRSRDAPI VKGL SWNFYQKACPKVENI
----- MASI TLSSFAASLLLI LSYNFYQTEAQGT Q- - - Pl VKGLSWFYDSI CPNAESI
MASI SSNKNAI FSFLLLSI | LSVSVI KVCEAQARP- - - PTVRGLSYTFYSKTCPTLKSI V
------ ARSSAYPLFLI SSI LFI SH YASQVEAKP- - - PVWWKCGLSYSFYSKTCPKLESI V

QKELKKLFKKDVEQAAGL LRL HFHDCFVL GCDGSVLLNGSAGGP- SEQSEL PNL SLRKQA

TKRLKEVFKKDI GQAAGLLRL HFHDCFVEGCDGSVL L TGSAGGPSAEQGSPPNL SLRKEA

RKELKKVFKRDI GLAAAI LRI HFHDCFVQGCEASVLLAGSASGP- GEQSSI PNLTLRQQA

RSRLQQVFRQDI GQAAGL LRL HFHDCFVQGCDGSVLL DGSASGP- SEKDAPPNL TLRQQA

RTELKKVFQSDI AQAAGL LRL HFHDCFVQGCDGSVLL DGSASGP- SEKDAPPNL TLRAEA

RKHLKKVFKDDNGQAPAL LRI FFHDCFVQGCDGSLLLDGS- - - P- SERDQPANGG RTEA
>

FKI VNDLRAL VHKECGPVVSCSDI VAl AARDSVVL TGGEPKYDVPLCGRRDGVKFAEVNATF
FRI | DDLRARVHKECGRVVSCSDI VALAARDSVVL SGGPKYQVALGRRDGT TLVTQDTTL
FWVI NNLRALVQKKCGQVVSCSDI LALAARDSVVL SGGPDYAVPLGRRDSLAFASQETTL
FRI | EDLRRRVHRDCGRVVSCADI TAI AARDSVFL SGGPDYDL PLGRRDGLNFATRNETL
FRI | ERI RGLLEKSCGRVVSCSDI TALAARDAVFLSGGPDYEI PLGRRDGLTFASRQVTL
LQTI DDI RAI' | HKECGRI VSCADI TVLAARDSVFL TGGPDYAVPLGRRDGL SFSTSGT—

EHLVGPTANVTTI LAKLARKGLDTTDAVSLSGGHTI G GHCTSFTERL YPSQDPTLDKTF
ANLPPPFATTGTI LSSLATKNLNPTDAVALSGAHTI G SHCSSFETDRL YPNQDPSMVDQTF
NNLPPPFFNASQLI ADFANRNLNI TDLVALSGGHTI G AHCPSFTDRL YPNQDPTMNQFF
ANLPPPSFNASAI LTSLATKNFTPTDVVALSGGHTI G GHCTSFETERL YPNQDPSMVDKTF
DNLPPPSSNTTTI LNSLATKNLDPTDVVSLSGGHTI G SHCSSENNRL YPTQDPVIVDKTF
SDLPKPFNTTGVTL DAFAAKNFDVTDVVAL SGAHT FGRAHCGTFFNRL SP- L DPNVDKTL

ANNLKRTCPNVNTENSTFLDLRTPNEFDNRYYVDLVMNRQGL FTSDQDL YTDKRTRQ VI D

AKNLKATCPQAATTDN- | VDI RSPNVFDNKYYVDLMNRQGL FTSDQDL YTDSRTRG VTS

ANSLKRTCPTANSSNTQVNDI RSPDVFDNKYYVDLMNRQGL FTSDQDL FVDKRTRG VES

ANNLKNTCPTSNSTNTTVLDI RSPNKFDNKYYVDLMNRQGL FTSDQDL YTDRRTRG VTS

GKNLRLTCPTNTTDNTTVLDI RSPNTEDNKYYVDLMNRQGL FTSDQDL YTDKRTRG VTS

AKQLQSTCPDANSGNTANLDI RTPTVFDNKYYL DL MNRQGVFTSDQDL L NDKRTKGLVNA
€

FAVNQTLEFYEKFI | GM KMEQLEVVTGNQGEI RNDCSFRNSD- - - - - NYLVSVTDEESGS
FAI NQTLFFEKFVWAM KM3Q SVLTGKQGEI RANCSVTNSAKVQT SSFLEEAVEEAVEL
FAI DQQLFFDYFTVAM KMGQVBVLTCTQGElI RSNCSARNTQS- - - - - - FMSVLEEG EE
FAI NESLFFEEFVNSM KMGQLNVLTGTQGEI RANCSVRNSANYN- LLLSTSVAEEQQRT
FAVNQSL FFEKFVFAMLKMEQL SVL TGNQGEI RANCSVRNANS- - - KAFL SSVVENVAQE
FALNQTLFFEKFVDATI KLSQLDVL TGNQGEI RGKCNVVNARK- - - - SLLTSVWEEVWQL
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Supplemental Figure 2
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