TABLE 2. Proteins enriched in membrane preparations over soluible samples

EXTRACELLULAR
Thrombospondin

Pigment epithelium derived factor
Alpha trypsin inhibitor H2

Serum albumin

Apolipoprotein A1

Fibronectin

SOLUTE TRANSPORTERS

Solute carrier 25 A5

Solute carrier 25 A3

Solute carrier 26 A6

Solute carrier 29 A1

Glucose tranporter 2 A1

Neutral amino acid transporter b
4F2 cell surface antigen
Pantophysin

Neutral amino acid transporter 7 A5
Monocarboxylate transporter 1

MITOCHONDRION

TIM 50

TOMM40

Cytochrome c1

Cytochrome oxidase

ATAD3A

ABC transporter B6

NAD(P) transhydrogenase

FO/ATP synthase B, D chains

ATP synthase oligomycin sensitivity
Mitochondrial inner membrane protein
NADH ubiquinone oxidoreductase
Mitochondrial carrier homolog 2
Prohibitin

Ubiquinol-cytochrome c reductase

ENDOPLASMIC RETICULUM

SURF4

SRP receptor beta

Cytochrome P450

SCAMP3

7 dehydrocholesterol reductase

Translocon assoc'd protein, alpha, delta

Dolichyl-dephosphooligosaccharide
protein glycosyltransferase

ERGIC-53 ER cargo receptor

Calnexin

Catechol O-methyltransferase

Reticulon 4

PEROXISOME
Fatty acid transporter ABC-D3
Alkyl DHAP synthase

RECEPTORS & LIGANDS
Transferrin receptor
Mannose 6 phosphate receptor
CD31

SLIT2 ligand

Jagged ligand

MUC2

MCAM/MUC18
Integrin beta 1

Integrin alpha5

Basigin
Lyric/metadherin

ION CHANNELS
ATP6VOAT1

Vacuolar ATP synthase
Complement C3,C8,C9
Na/K ATPase alpha1
Na/K ATPase beta3
Cu+2 transporting ATPase
Ca+2 ATPase A1,A2
VDAC1

VDAC2

VDAC3

Stomatin isoform A

VESICLE TRAFFICKING
Synaptogyrin 2

VAMP3, 8

SNAP23A

VAP-A

VAP-B

Syntaxin 3,6, 12

21kDa transmembrane protein
VIP36

RAP 1B

RAP 2B

RAB 2A

RAB 7

RAB 10

RAB 11B

RAB 14

RAB 21

RAB 35

SEC 22B

Adapter related protein complex 2

60S RIBOSOME

L3,L6,L7,L7A,L8,L9, L10,,L10a,L12,
L13,L14, L15,L17,L18,L184a,L19, L21,
L24,127,L28,L29, L30,L34,L35a,L36

40S RIBOSOME
S4,54X,55,56,58,511,513,515a,517,518

TRANSMEMBRANE,
UNKNOWN FUNCTION

C100rf70

C190rf32

PRO1855

Transmembrane protein PT27

MPZL1

LENG4

MGC5508

LET M1

FLJ22169

HSPC121

KIAA0747

KIAA1228

IFN induced transmembr protein

SIGNALING
Flotillin1
Flotillin 2
RacGAP1

G betal, G beta 2
Galphai2
RhoG
Cdc42
BAP27

Lyn

cAMP PDE

CYTOSKELETON
Stomatin 2
Ankyrin 1
Kinesin 23
Kinesin 27c¢
Gelsolin

Band 4.1
Cytokeratin 8

SOLUBLE

Inositol phosphatase lla
Glycogen debranching enzyme
Glycogenin

Glycogen synthase

Helicase MOV10

MRNA decapping enzyme
KIAA0217 RNA binding
Hypothetical protein FLJ44115
ABL 10C

Nuclease sensitive Y box factor
Prolyl hydroxylase alpha 1
Autoantigen RCD8

MARCKS like protein

RNA binding CRDBP
Hemoglobin delta

Fragile X related protein 1
KIAA1856

BAG2 chaperone



Table 2. Proteins enriched in membrane preparations over soluble samples

GENE IPI

SYMBOL | Rsc® | SCS” | SCy° | ACCESSION ® | GENE NAME GENE ONTOLOGY

TFRC 8.86 |3 146 | IP100022462.1 | Transferrin receptor protein 1 Transmembrane receptor, integral membrane

IGF2R 8.17 |1 48 IPI00289819.3 | CAtion-independent mannose-6-phosphate Transmembrane receptor, integral membrane
receptor precursor

SLC25A5 787 |0 21 IP100007188.2 | Solute carrier family 25 A5 protein (fragment) Transporter activity, integral membrane

ATP6VOAl1 | 7.73 |0 19 IP100465178.1 | ATP6VOAI protein lon transporter, integral to membrane

FLOT2 758 |0 17 IP100029625.3 | Flotillin-2 Lipid raft component, integral to membrane

SERPINF1 | 758 |0 17 IP100006114.2 | Pigment epithelium-derived factor precursor Protease inhibitor, extracellular

SLC1A5 749 |2 43 IP100019472.2 | Neutral amino acid transporter b Amino acid transporter, integral to membrane

KIF23 742 |1 28 IPI00291579.4 | Kinesin 23 protein Motor activity, cytoskeletal

THBS1 741 |0 15 IPI00296099.1 | Thrombospondin 1 precursor Cell adhesion, extracellular matrix

SLC25A3 741 |0 15 IP100022202.2 | Solute carrier family 25 A3 protein (fragment) lon transporter, integral to membrane

VAMP3 741 |0 15 IPI00019982.6 | Vesicle-associated membrane protein 3 Membrane fusion, integral to membrane

CcD81 722 |0 13 IP100000190.1 | CD81 antigen Protein binding, integral to membrane

ITIH2 722 |0 13 IP100305461.2 | Inter-alpha-trypsin inhibitor heavy chain H2 Protease inhibitor, extracellular matrix substrate

INPP4B 722 |0 13 IPI00022020.1 | Inositol polyphosphate 4-phosphatase type lla | Inositol metabolism, cytoplasmic

FLOT1 715 |1 23 IP100027438.2 | Flotillin-1 Lipid raft component, integral to membrane

RACGAP1 | 7.00 |0 11 IPI00152946.1 | Rac GTPase activating factor 1 Signal transduction, cytosolic

C9 700 |0 11 IP100022395.1 | Complement component C9 precursor Complement channel, integral to membrane

SYNGR2 700 |0 11 IPI00013946.1 | Synaptogyrin-2 Membrane trafficking, integral to membrane

SLC3A2 6.93 |2 29 IP100027493.1 | 4F2 cell-surface antigen heavy chain Carrier activity, integral to membrane

SLC2A1 | 688 |1 19 | IPI00220194.4 | SOlute carrier family 2. Facilitated glucose Transporter activity, integral to membrane
transporter, member 1

GNB2 6.88 | 0 10 IP100003348.1 | Heterotrimeric G protein beta 2 Signal transduction, membrane associated

SNAP23 6.88 | 0 10 IPI00010438.2 g)’(lrfg;%s:mal-assomated protein 23 isoform Vesicle fusion, plasma membrane associated

TIMM50 6.88 | 0 10 IP100418497.1 ;(gar?::gg?;ge of inner mitochondrial membrane TIM23 complex component, membrane assoc'd

ALB 6.88 | 0 10 IPI00022434.1 | Serum albumin precursor Extracellular

SURF4 6.88 | 0 10 IP100005737.1 | Splice isoform 1 of surfeit locus protein 4 Endoplasmic reticulum, Integral to membrane

RPL10 6.88 | 0 10 IP100376188.2 | Similar to 60S ribosomal protein L10 Ribosome structure

RPS4X 6.88 | 0 10 IPI00457226.1 | Similar to 40S ribosomal protein S4 Ribosome structure

SLIT2 6.75 | 0 9 IPI00006288.1 | SPlice isoform 1 of SLIT homolog 2 protein ROBO receptor ligand, membrane-associated

precursor




GENE a IPI
SYMBOL Rsc SCs | SCy ACCESSION GENE NAME GENE ONTOLOGY
C8G 6.75 |0 9 IPI00011261.1 | Complement component C8 gamma chain Transporter activity, extracellular matrix
APOA1 6.75 |0 9 IPI00021841.1 | Apolipoprotein A-I Lipid transport, extracellular
ATP1B3 6.67 |2 24 IPI00008167.1 frc]):il:m/potassmm-transportlng ATPase beta3 lon transporter, integral to membrane
AGL 665 |1 16 IP100219065.1 Sﬁ!;;lesoform 2 of glycogen debranching Carbohydrate metabolism, cytoplasmic
GYG 6.60 |0 8 IPI00180386.2 | Glycogenin Carbohydrate metabolism, cytoplasmic
SLC29A1 6.60 |0 8 IPI00186072.3 | Solute carrier family 29 A1 Nucleotide transporter, integral to membrane
C100rf70 6.60 |0 8 IPI00020510.1 Uncharactfanzed hematopoietic stem/progenitor Unknown function, transmembrane predicted
cells protein MDS029
MCAM 6.60 |0 8 IPI00016334.1 | Cell surface glycoprotein MUC18 precursor Cell adhesion, integral to membrane
MUC2 6.60 |0 8 IPI00418354.1 | Mucin glycoprotein (fragment) Extracellular matrix
SRPRB 6.57 |1 15 IPI00295098.1 | Signal recognition particle receptor beta subunit | Integral to membrane
RHOG 6.57 |1 15 IPI00017342.1 | Rho-related GTP-binding protein RhoG Signal transduction, prenylated
RPL27A 6.50 |3 28 IPI00398135.2 | Similar to 60S ribosomal protein L27a Ribosome structure
REA 6.47 |1 14 IPI00027252.5 | B-cell receptor-associated protein BAP37 Receptor binding
FN1 647 |1 14 IP100022418.1 | Splice isoform 1 of fibronectin precursor Cell adhesion, extracellular matrix
PRO1855 |6.46 |4 34 IPI00396321.1 | Hypothetical protein PRO1855 Unknown function, transmembrane predicted
LYN 6.43 | 0 7 IPI00215778.1 | Splice isoform 2 of tyrosine-protein kinase Lyn Protein kinase, myristoylated
GNB1 6.43 |0 7 IPI00026268.1 | Heterotrimeric G protein beta 2 Signal transduction, membrane associated
MTCO2 6.43 |0 7 IPI00017510.1 | Cytochrome c oxidase polypeptide Il Oxidoreductase activity, integral to membrane
ATAD3A |6.43 |0 |7 |IPI00295992.1 | Hypothetical protein FLJ33825 AAA family, assembly of mitochondrial complex
Il resipiratory chain, transmembrane predicted
M6PR 6.43 |0 7 | IPI00025049.1 | C@tion-dependent mannose-6-phosphate Transmembrane receptor
receptor precursor
TPARL 643 |0 7 IPI00307572.1 | Transmembrane protein PT27 Integral to membrane
STOML2 |6.43 |0 7 | IPI00334190.1 | Homology to stomatin Cytoskeleton adaptor, peripheral membrane
associated
MPZL1 643 | 0 7 IPI00022558.1 | Protein zero related protein (fragment) Receptor linked, integral to membrane
MOV10 6.34 |3 25 IP1I00444452.1 | Splice isoform 1 of potential helicase MOV-10 Helicase activity
ABCB6 6.25 | 0 IPI00065486.1 | Mitochondrial ABC transporter 3 Iron homeostasis, Integral to membrane
VAPB 625 |0 IPI00006211,1 | SPlice isoform 1 of vesicle-associated Integral to plasma membrane
membrane protein-associatedprotein B/C
STX6 6.25 |0 6 IPI00013930.1 | Syntaxin-6 Membrane fusion, integral to membrane




GENE a IPI
SYMBOL Rsc SCs | SCy ACCESSION GENE NAME GENE ONTOLOGY
STX3A 6.25 | 0 6 IP100220099.1 | Splice isoform 2 of syntaxin-3 Vesicle trafficking, integral to membrane
CYP51A1 6.25 | 0 6 IPI00295772.4 | Cytochrome P450, family 51 Oxidoreductase activity,integral to membrane
STX12 6.25 |0 6 IPI00329332.1 | Syntaxin-12 Vesicle trafficking, integral to membrane
ABCD3 625 |0 |6 | IPI00002372.1 | ATP-binding cassette, subfamily D, memper 3 | 2ty acid transport, peroxisomal, integral to
SYPL 6.25 | 0 6 IPI00009507.1 | Splice isoform 1 of pantophysin Transporter activity, integral to membrane
SLC25A6 6.25 |0 6 IPI00291467.2 | Solute carrier family 25, member A6 Transport, integral to membrane
ATP6VOD1 |6.25 |0 6 IPI00034159.1 | Vacuolar ATP synthase subunit D lon transporter, integral to membrane
ITGB1 6.25 |0 6 IPI00107540.1 | Integrin beta 1, isoform 1A Cell adhesion, integral to membrane
BSG 6.19 |4 28 IPI00019906.1 | Splice isoform 2 of basigin precursor ﬁilinsburgﬁge receptor-linked, integral to
Splice isoform 2 of sarcoplasmic/endoplasmic :
ATP2A2 6.04 |2 15 IPI00177817.4 reticulum calcium ATPase? lon transporter, integral to membrane
LMAN2 6.03 |1 10 IPI00009950.1 | Vesicular integral-membrane protein VIP36 Protein transport, integral to membrane
STOM 6.03 |1 10 IPI00219682.2 | Stomatin isoform A Mannose binding lectin, integral to membrane
SCAMP3 6.03 |1 10 IPI00453116.1 | SCAMP3 protein (fragment) Post Golgi transport, integral to membrane
DCP2 6.03 |0 5 IP100292382.3 | mRNA-decapping enzyme Hydrolase activity
VAMPS8 6.03 |0 5 IPI00030911.1 | Endobrevin Vesicle transport, endosome
RAP2B 6.03 |0 5 IPI00018364.2 | Ras-related protein RAP-2B Vesicle trafficking, prenylated
Splice isoform 4 of plasma membrane calcium- .
ATP2B1 6.03 |0 5 IP100216528.1 transporting ATPase 1 lon transporter, integral to membrane
NNT 6.03 |0 5 IPI00337541.3 | NAD(P) transhydrogenase Oxidoreductase activity, integral to membrane
LOC113251 |6.03 | O 5 IPI00166011.1 | KIAA0217 protein (fragment) RNA binding, cytoplasmic
LENG4 6.03 |0 5 IPI00170436.1 | Leukocyte receptor cluster member 4 protein Unknown function, transmembrane predicted
MGC5508 6.03 |0 5 IPI00031697.1 | Hypothetical protein MGC5508 Unknown function, transmembrane predicted
JAG2 6.03 |0 5 IPI00032416.6 | Splice isoform 1 of Jagged 2 precursor Transmembrane receptor
ATP synthase, H+ transporter, mitochondrial FO :
ATP5H 6.03 |0 5 IP100220487.1 complex. Subunit D isoform A lon transporter, integral to membrane
FLJ12994 6.03 |0 5 IPI00010250.4 | Hypothetical protein FLJ44115 Unknown function, soluble predicted
DHCR7 6.03 |0 5 IPI00294501.1 | 7-dehydrocholesterol reductase Oxidoreductase activity, integral to membrane
SSR1 6.03 |0 5 IPI00301021.1 g:ggs!:gcrm—assouated protein. Alpha subunit ER protein transport, integral to membrane
RAB2 594 |2 14 IPI00031169.1 | Ras-related protein RAB-2A Vesicle trafficking, prenylated
RPL10 594 |2 14 IPI00174903.3 | Similar to 60S ribosomal protein L10 Ribosome structure




GENE IPI
SYMBOL Rsc® | SCs | SCy | ACCESSION GENE NAME GENE ONTOLOGY
IMMT 592 |4 23 IPI00009960.4 | Mitochondrial inner membrane protein Integral to membrane
RPL18A 591 |8 41 IPI00026202.1 | 60S ribosomal protein L18a Ribosome structure
Large neutral amino acid transporter small
SLC7A5 590 |1 9 IPI00008986.1 | subunit 1 Transporter activity, integral to membrane
Leucine zipper-EF-hand containing
LETM1 590 |1 9 IPI00017592.1 | transmembrane protein 1 Integral to membrane
RPL35A 590 |1 9 IPI00029731.6 | 60S ribosomal protein L35a Ribosome structure
TFR2 590 |1 9 IP100219900.1 | Splice isoform 2 of transferrin receptor protein 2 | Transmembrane receptor
NADH-ubiquinone oxidoreductase 30 kDa
NDUFS3 590 |1 9 IPI00025796.1 | subunit. Mitochondrial precursor Oxidoreductase activity
FLJ22169 590 |1 9 IPI00383396.4 | Hypothetical protein DKFZP686G18201 Unknown function, transmembrane predicted
RPS5 589 |7 36 IPI00008433.2 | 40S ribosomal protein S5 Ribosome structure
Splice isoform 1 of sodium/potassium-
ATP1A1 5.85 |10 48 IPI00006482.1 | transporting ATPase alpha-1 chain precursor lon transporter, integral to membrane
SLC16A1l 585 |2 13 IPI00024650.1 | Monocarboxylate transporter 1 lon transporter, integral to membrane
MTCH2 575 |1 8 IPI00003833.1 | Mitochondrial carrier homolog 2 Unknown function, integral to membrane
ITGAS 575 |1 8 IPI00306604.3 | Integrin alpha-5 precursor Transmembrane receptor
RPS15A 574 |2 12 IPI00221091.1 | Ribosomal protein S15a Ribosome structure
IFITM1 573 | 4 20 IPI00300620.1 | Interferon-induced transmembrane protein 1 Integral to membrane
ARL10C 563 |2 11 IPI00018871.1 | ADP ribosylation function-like 10C Chromosome segregation, cytoplasmic
RAB21 559 |1 7 IPI00007755.1 | RAS-related protein RAB-21 Membrane trafficking, prenylated
ATP5F1 559 |1 7 IPI00029133.2 | ATP synthase B chain. Mitochondrial precursor | Transporter activity, integral to membrane
TMP21 559 |1 7 IPI00028055.2 | 21 kDa transmembrane trafficking protein Vesicular trafficking, integral to membrane
RPL14 556 | 15 57 IPI00002821.1 | 60S ribosomal protein L14 Ribosome structure
Dolichyl-diphosphooligosaccharide-protein
DDOST 556 |3 14 IPI00297084.2 | glycosyltransferase Transferase activity, integral to membrane
VDAC1 552 | 6 24 IPI00216308.1 | Voltage-dependent anion channel 1 lon transporter, integral to membrane
RPL18 551 |23 82 IPI00215719.1 | 60S ribosomal protein L18 Ribosome structure
RPL4 550 | 39 135 | IP100003918.2 | 60S ribosomal protein L4 Ribosome structure
RPL7A 547 |31 106 | IP100299573.6 | Ribosomal protein L7A Ribosome structure
Dolichyl-diphosphooligosaccharide--protein
RPN2 5.46 |12 43 IPI00301271.3 | glycosyltransferase 63 kDa subunit precursor Transferase activity, integral to membrane
RPS18 542 |18 61 IPI00013296.1 | 40S ribosomal protein S18 Ribosome structure
Alkyl dihydroxyacetonephosphate synthase.
AGPS 537 |2 9 IPI00010349.1 | Peroxisomal precursor Oxidoreductase activity, peroxisomal, soluble




GENE IPI
SYMBOL Rsc SCs | SCy | ACCESSION GENE NAME GENE ONTOLOGY
RPL13 535 | 14 46 IPI00465361.1 | Ribosomal protein L13 Ribosome structure
GSN 533 |7 24 IPI00026314.1 | Gelsolin precursor Actin binding, cytoskeleton
EPB41 5.28 |11 35 IPI00003921.1 | Splice isoform 1 of protein 4.1 Actin binding, cytoskeleton
Splice isoform 1 of voltage-dependent anion- .
VDAC3 524 |3 11 IPI00031804.1 selective channel protein 3 lon transporter, integral to membrane
NSEP1 524 |3 11 IPI00395440.2 | Nuclease sensitive element binding protein 1 Y box transcription factor, nuclear
- DNA synthesis, mitochondrial inner membrane-
PHB 522 |2 8 IPI00017334.1 | Prohibitin associated
GNAI2 522 |2 8 IPI00217906.1 | Heterotrimeric G protein alpha i2 Signal transduction, membrane associated
RPS6 5.20 |11 33 IPI00021840.1 | 40S ribosomal protein S6 Ribosome structure
RPL12 519 | 14 41 IPI00024933.3 | 60S ribosomal protein L12 Ribosome structure
KIF27 518 |1 5 IPI00399121.2 | Similar to kinesin 27c Motor activity, cytoskeleton
KIAA1228 518 |1 5 IPI00409635.1 | KIAA1228 protein Unknown function, transmembrane predicted
ATP7A 518 |1 5 IP100028610.2 fpllce isoform 1 of copper-transporting ATPase mg%eb?gﬂee} ion transporter, integral to
GYS1 518 |1 5 IPI00157144.1 | Glycogen synthase 1 Carbohydrate metabolism, cytoplasmic
Splice isoform 1 of probable mitochondrial ,
TOMMA40 518 |1 5 IPI00014053.1 import receptor subunit TOM40 homolog lon transport, integral to membrane
CYC1 518 |1 5 IPI00029264.3 | Cytochrome c1, mitochondrial precursor Electron transport, membrane-associated
CSDA 509 |5 15 IPI00073183.1 | Cold shock DEAD box protein A Nucleic acid binding, cytoplasmic
RPL7 506 |2 7 IPI00398699.1 | 60S ribosomal protein L7 Ribosome structure
Splice isoform 1 of prolyl 4-hydroxylase alpha-1 : -
P4HAL 506 |2 7 IP100009923.1 subunit precursor Oxidoreductase activity, ER
RPL34 5.06 |2 7 IPI00219160.1 | Ribosomal protein L34 Ribosome structure
HSPC121 505 |6 17 IPI00008998.1 | Butyrate-induced transcript 1 Racl regulator, integral to membrane
RPL28 502 |9 24 IPI00182533.1 | 60S ribosomal protein L28 Ribosome structure
MBC2 497 |14 |35 |IPI00022143.1 | Sequences in family 62 ;g'fj?&"e"g function, C2 domain, transmembrane
RAB7 495 |12 30 IPI00016342.1 | RAS-related protein RAB-7 Membrane trafficking, prenylated
RPL32 490 |5 13 IPI00005589.1 | 60S ribosomal protein L32 Ribosome structure
RPL9 488 | 14 33 IPI00031691.1 | 60S ribosomal protein L9 Ribosome structure
RAB10 488 |6 15 IPI00016513.1 | RAS-related protein RAB10 Membrane trafficking, prenylated
NADH-ubiquinone oxidoreductase 75 kDa . o . .
NDUFS1 487 |2 6 IPI00178677.3 subunit. Mitochondrial precursor Oxidoreductase activity, mitochondrial
SEC221L.1 483 |3 8 IPI00006865.1 | Vesicle trafficking protein SEC22B Membrane trafficking, integral to membrane
C100rf70 483 |3 8 IPI00166865.2 | Hypothetical protein DKFZP686A1586 Unknown function, transmembrane predicted




GENE a IPI
SYMBOL Rsc SCs | SCy ACCESSION GENE NAME GENE ONTOLOGY
SSR4 4.83 8 IPI00019385.1 g::gjgg?n-assouated protein. delta subunit Protein transport, integral to membrane
FLJ20625 481 |4 10 IPI00016670.1 | Hypothetical protein FLJ20625 Unknown function, soluble predicted
LMAN1 480 |5 12 IPI00026530.2 | ERGIC-53 protein precursor ER cargo receptor, integral to membrane
RPL3 4.76 | 32 67 IPI00464972.1 | 60S ribosomal protein L3 Ribosome structure
Splice isoform 1 of voltage-dependent anion- ,
VDAC2 476 | 12 26 IP100024145.1 selective channel protein 2 lon transport, integral to membrane
RPL19 471 | 17 35 IPI00025329.1 | 60S ribosomal protein L19 Ribosome structure
RCD-8 471 | 40 80 IPI00376317.3 | Autoantigen RCD8 Unknown function, cytoplasmic
CANX 4.70 | 36 72 IPI00020984.1 | Calnexin precursor Protein folding, integral to membrane
C190rf32 467 |3 7 IPI00063220.1 | Receptor expression enhancer protein 6 GPCR expression, integral to membrane
MLP 455 |9 17 IP100220803.3 | MARCKS-like protein Calmodulin binding, cytoplasmic
KRT8 448 |3 6 IPI00418411.1 | Cytokeratin 8 (fragment) Cytoskeleton
Splice isoform 2 of 2'.3'-cyclic-nucleotide 3'- - .
CNP 448 |3 6 IP100220993.1 phosphodiesterase Hydrolase activity, membrane associated
RPL6 447 | 43 73 IPI00329389.3 | 60S ribosomal protein L6 Ribosome structure
Ubiquinol-cytochrome-c reductase complex core | Electron transport, inner mitochondrial
UQCRC2 444 | 11 19 IP100305383.1 protein 2, mitochondrial precursor membrane
RAB11B 443 |5 9 IPI00020436.2 | RAS-related protein RAB11B Membrane trafficking, prenylated
RPL30 437 |11 18 IPI00219156.1 | Ribosomal protein L30 Ribosome structure
RPL10 436 |4 7 IPI00375788.1 | Similar to 60S ribosomal protein L10 Ribosome structure
Dolichyl-diphosphooligosaccharide--protein Glycosyl transferase activity, integral to
RPN1 434 |8 13 IP100025874.1 glycosyltransferase 67 kDa subunit precursor membrane
C3 416 |7 10 IPI00164623.2 | Complement C3 precursor Protease inhibitor, extracellular
RPL36 4.15 |10 14 IPI00216237.1 | Ribosomal protein L36 Ribosome structure
RPL15 414 | 25 34 IPI00375511.1 | 60S ribosomal protein L15 Ribosome structure
IMP-1 411 | 34 45 IPI00008557.2 | mRNA-binding protein CRDBP RNA binding
RPL10A 4.09 |43 56 IP100294181.4 | 60S ribosomal protein L10a Ribosome structure
RPL17 3.99 |28 34 IPI00413324.3 | Ribosomal protein L17 Ribosome structure
CDC42 393 |11 13 IPI00016786.1 igl'hcgn'%?gzrm 2 of cell division control protein Signal transduction, prenylated
RPS8 3.75 |43 44 IP100216587.1 | 40S ribosomal protein S8 Ribosome structure
RPL27 3.71 |13 13 IPI00219155.1 | Ribosomal protein L27 Ribosome structure
RPL8 3.71 |12 12 IPI00012772.3 | Ribosomal protein L8 Ribosome structure
NSEP1 3.71 |8 8 IPI00031812.1 | Nuclease sensitive element binding protein 1 Transcription, nuclear
LYRIC 371 |7 7 IPI00328715.3 | LYRIC/3D3, metadherin Tight junctions, integral to membrane
HBD 371 |6 6 IPI00473011.1 | Hemoglobin delta subunit Erythrocyte marker, cytoplasmic




GENE a IPI
SYMBOL Rsc SCs | SCwm ACCESSION GENE NAME GENE ONTOLOGY
RPL29 3.71 IP100019208.4 | 60S ribosomal protein L29 RNA binding
Splice isoform 2 of adapter-related protein : .
AP2A1 3.71 IP100256684.1 complex 2 alpha 1 subunit Vesicle transport, Golgi
LOC113251 | 3.71 IPI00395347.1 | c-Mpl binding protein isoform A Nucleic acid binding, soluble
Vesicle-associated membrane protein-
VAPA 3.64 |20 19 IPI00170692.1 associated protein A Integral to membrane
RPL24 3.63 |16 15 IPI00306332.3 | 60S ribosomal protein L24 Ribosome structure
RPL21 3.60 |12 11 IPI00398915.1 | Similar to 60S ribosomal protein L21 Ribosome structure
FXRL 357 |20 |18 |IPI00016249.1 Errgtge':ﬁ X mental retardation syndrome related | pna binding, 60S ribosome associated
RPS11 3.52 | 46 40 IPI00025091.1 | 40S ribosomal protein S11 Ribosome structure
RPL5 3.49 |59 50 IPI00000494.1 | 60S ribosomal protein L5 Ribosome structure
RAB14 3.48 | 12 10 IPI00291928.1 | RAS-related protein RAB14 Membrane trafficking, prenylated
, Erythrocyte, cytoskeleton to plasma membrane
ANK1 346 |5 4 IPI00033429.1 | Ankyrin 1 attachment. membrane associated
Ubiquinol-cytochrome-c reductase complex core . s
UQCRC1 342 |15 12 IPI00013847.1 protein I, mitochondrial precursor lon transporter, mitochondrial inner membrane
Amino acid metabolism, soluble and
COMT 332 |32 24 IPI00011284.1 | Catechol O-methyltransferase transmembrane
RPS17 331 |7 5 IPI00414603.2 | Similar to 40S ribosomal protein S17 Ribosome structure
RPS4X 3.31 | 102 |76 IPI00412219.1 | 40S ribosomal protein S4, X isoform Ribosome structure
RTN4 3.30 | 23 17 IPI00298289.1 | Splice isoform 2 of reticulon 4 Protein binding, integral to membrane
ATP synthase oligomycin sensitivity conferral L
ATP50 324 |6 4 IPI00007611.1 protein. Mitochondrial precursor Transporter activity, integral to membrane
RAP1B 324 |6 4 IPI00015148.3 | RAS-related protein RAP-1B Signal transduction, prenylated
LOC284861 | 3.15 |5 3 IP100186448.4 | KIAA1856 protein Unknown function, soluble predicted
HBXIP 3.15 |5 3 IP100012831.2 | Hepatitis B virus X-interacting protein Apoptosis, cytoplasmic
BAG2 3.09 |13 8 IPI00000643.1 | BAG-family molecular chaperone regulator-2 Unfolded protein binding, soluble
RAB35 3.06 |7 4 IPI00300096.3 | RAS-related protein RAB-35 Membrane trafficking, prenylated
RPS13 3.05 |34 21 IP100221089.1 | Ribosomal protein S13 Ribosome structure

& All proteins with Rsc greater than 3.0 are shown. Rgc = loga[(n, + f)/(ny + )] + loga[(ts - ny + D/(t; - n, + )], where n; and n, are spectral counts for
proteins from soluble and membrane samples, respectively, t; and t, are summed spectral counts for all proteins in soluble and membrane
samples, respectively, and f is a correction factor equal to 1.25 (ref. 32). Rsc was calculated for all proteins where n; or n, was greater than or
equal to 5, and ranked in order of highest positive value, which indicates enrichment in the membrane sample.

® Total number of spectra for proteins in the soluble sample (n;)

¢ Total number of spectra

for proteins in the membrane sample (n,)
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