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Table 3A 

 List of identified mouse brain proteins with the data from mass spectrometry analysis 

by MASCOT  

PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

O08553 Dihydropyrimidinase related protein-2 228 28 3 60 

O08599 Syntaxin binding protein 1 76 14 0 35 

O08709 Peroxiredoxin 6 167 23 0 78 
O08749 Dihydrolipoyl dehydrogenase, mitochondrial [Precursor] 76 12 2 29 
O08917 Flotillin-1 64 15 0 39 
O35098 Dihydropyrimidinase related protein-4 191 29 0 57 

O35129 BAP 97 15 0 53 
O35215 D-dopachrome tautomerase 193 15 3 85 

O35678 Monoglyceride lipase 111 16 1 55 

O55125 NipSnap1 protein 65 10 0 34 
O88342 WD-repeat protein 1 202 17 0 52 

O88544 COP9 signalosome complex subunit 4 169 26 0 59 

O88844 Isocitrate dehydrogenase [NADP] cytoplasmic 97 22 0 45 
O88848 ADP-ribosylation factor-like protein 6 72 10 0 58 
O88910 MAGUK p55 subfamily member 3      Similar to Membrane 

associated guanylate kinase-like protein ( Acc. No: Q6XE40) 
(mouse) ( 99% identity in 560)  

69 8 0 25 

O88935 Synapsin-1 155 25 0 51 
O89052 Alpha-tubulin [Fragment] 293 6 2 56 
P00493 Hypoxanthine-guanine phosphoribosyltransferase 140 18 3 70 
P00920 Carbonic anhydrase 2 196 17 0 76 
P01831 Thy-1 membrane glycoprotein [Precursor] 142 7 2 35 
P01942 Hemoglobin alpha chain 296 6 0 36 
P04370 Myelin basic protein 111 4 1 90 
P04370-6 Splice isoform 6 of P04370 [Mbp] 89 3 1 16 
P04370-7 Splice isoform 7 of P04370 [Mbp] 126 7 1 44 
P04370-8 Splice isoform 8 of P04370 [Mbp] 105 4 1 23 
P04768 Proliferin 2 [Precursor] 63 11 0 56 
P05063 Fructose-bisphosphate aldolase C 409 33 2 77 
P05064 Fructose-bisphosphate aldolase A 232 22 1 67 
P05201 Aspartate aminotransferase, cytoplasmic 228 21 3 52 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

P05202 Aspartate aminotransferase, mitochondrial [Precursor] 226 19 1 57 
P05213 Tubulin alpha-2 chain 260 11 3 23 
P06151 L-lactate dehydrogenase A chain 114 20 0 45 
P08228 Superoxide dismutase [Cu-Zn] 337 16 2 63 
P08249 Malate dehydrogenase, mitochondrial [Precursor] 204 17 2 56 
P09103 Protein disulfide-isomerase [Precursor] 110 14 1 36 
P09411 Phosphoglycerate kinase 1 331 28 3 63 
P09528 Ferritin heavy chain 280 24 2 73 
P09671 Superoxide dismutase [Mn], mitochondrial [Precursor] 247 17 2 67 
P10126 Elongation factor 1-alpha 1 185 12 2 37 
P10649 Glutathione S-transferase Mu 1 129 26 0 58 

P11404 Fatty acid-binding protein, heart 132 9 2 57 
P12658 Calbindin 87 8 2 32 

P12787 Cytochrome c oxidase polypeptide Va, mitochondrial 
[Precursor] 

91 11 0 49 

P13634 Carbonic anhydrase I 82 8 0 42 
P13707 Glycerol-3-phosphate dehydrogenase [NAD+], cytoplasmic 250 23 2 75 
P14152 Malate dehydrogenase, cytoplasmic 75 11 2 33 
P14211 Calreticulin [Precursor] 63 11 0 29 
P14733 Lamin B1 95 18 0 35 
P15532 Nucleoside diphosphate kinase A 186 17 2 84 
P16125 L-lactate dehydrogenase B chain 165 27 0 66 
P16330 2',3'-cyclic-nucleotide 3'-phosphodiesterase 158 18 1 55 
P16546 Spectrin alpha chain, brain [Fragment] 478 38 4 45 
P16858 Glyceraldehyde-3-phosphate dehydrogenase 129 16 1 43 
P17182 Alpha enolase 245 22 3 53 
P17183 Gamma enolase 407 24 3 62 
P17742 Peptidyl-prolyl cis-trans isomerase A 278 11 3 52 
P17751 Triosephosphate isomerase 218 16 3 60 
P19157 Glutathione S-transferase P 1 367 12 3 64 
P20029 78 kDa glucose-regulated protein [Precursor] 279 33 2 46 
P20108 Thioredoxin-dependent peroxide reductase, mitochondrial 

[Precursor] 
209 10 2 34 

P20152 Vimentin 143 26 0 47 
P23506 Protein-L-isoaspartate(D-aspartate) O-methyltransferase 217 16 0 60 
P23927 Alpha crystallin B chain 101 12 0 49 
P24369 Peptidyl-prolyl cis-trans isomerase B [Precursor] 187 16 3 40 
P24549 Retinal dehydrogenase 1 91 12 0 31 
P26443 Glutamate dehydrogenase 1, mitochondrial [Precursor]  283 31 2 50 
P26516 26S proteasome non-ATPase regulatory subunit 7 71 11 0 54 
P28663 Beta-soluble NSF attachment protein 116 17 2 69 
P29387 Guanine nucleotide-binding protein beta subunit 4 87 11 0 44 
P29391 Ferritin light chain 1 111 5 1 37 
P30275 Creatine kinase, ubiquitous mitochondrial [Precursor] 370 23 3 43 
P34884 Macrophage migration inhibitory factor 105 8 2 34 
P35278 Ras-related protein Rab-5C 67 6 0 47 
P35293 Ras-related protein Rab-18 77 11 0 53 
P35486 Pyruvate dehydrogenase E1 component alpha subunit, 167 18 0 39 
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somatic form, mitochondrial [Precursor] 
P35505 Fumarylacetoacetase 69 15 0 42 
P35700 Peroxiredoxin 1 85 9 1 46 
P37804 Transgelin 75 11 0 53 
P38647 Stress-70 protein, mitochondrial [Precursor] 492 30 3 47 
P39053 Dynamin-1 184 25 1 47 
P39053-3 Splice isoform 3 of P39053 [Dnm1]    P39053 : Dynamin-1 79 11 0 18 
P40124 Adenylyl cyclase-associated protein 1 86 13 0 44 
P42669 Transcriptional activator protein PUR-alpha 72 10 0 37 
P45376 Aldose reductase 61 7 0 32 
P45591 Cofilin-2 80 11 0 57 
P46425 Glutathione S-transferase P 2 245 19 2 65 
P46460 Vesicle-fusing ATPase 103 14 0 25 
P47738 Aldehyde dehydrogenase, mitochondrial [Precursor]  96 11 0 32 
P47753 F-actin capping protein alpha-1 subunit 70 6 0 33 
P47754 F-actin capping protein alpha-2 subunit 482 19 4 65 
P47941 Crk-like protein 96 12 0 54 
P48722 Heat shock 70 kDa protein 4L 98 12 0 24 
P48722-2 Splice isoform 2 of P48722 [Hspa4l] 64 10 0 18 
P49312 Heterogeneous nuclear ribonucleoprotein A1 139 15 1 50 
P49615 Cell division protein kinase 5 131 16 0 57 
P49722 Proteasome subunit alpha type 2 132 12 2 41 
P50149 Guanine nucleotide-binding protein G(t), alpha-2 subunit 62 7 0 23 
P50396 Rab GDP dissociation inhibitor alpha 169 21 0 58 
P50516 Vacuolar ATP synthase catalytic subunit A, ubiquitous 

isoform 
184 28 1 42 

P51855 Glutathione synthetase 69 16 0 34 
P51880 Fatty acid-binding protein, brain 167 9 3 56 
P52196 Thiosulfate sulfurtransferase 68 11 0 39 
P52480 Pyruvate kinase, isozyme M2 143 24 1 6 
P53994 Ras-related protein Rab-2A 63 6 0 41 
P54227 Stathmin 83 5 2 18 
P56391 Cytochrome c oxidase polypeptide VIb 87 4 1 38 
P56395 Cytochrome b5 63 5 0 68 
P56480 ATP synthase beta chain, mitochondrial [Precursor] 495 37 4 72 
P57759 Endoplasmic reticulum protein ERp29 [Precursor] 82 14 0 43 
P60487 Pyridoxal phosphate phosphatase 76 12 0 77 
P60710 Actin, cytoplasmic 1 139 17 1 41 
P60879 Synaptosomal-associated protein 25 126 17 3 51 
P61082 Ubiquitin-conjugating enzyme E2 M 66 7 0 42 
P61089 Ubiquitin-conjugating enzyme E2 N 95 12 0 73 
P61148 Heparin-binding growth factor 1 [Precursor] 90 11 0 74 
P61164 Alpha-centractin 89 10 0 37 
P61922 4-aminobutyrate aminotransferase, mitochondrial [Precursor] 124 20 0 52 
P61965 WD-repeat protein 5 136 10 0 41 
P61979 Heterogeneous nuclear ribonucleoprotein K 149 16 1 43 
P61982 14-3-3 protein gamma 286 14 3 45 
P62141 Serine/threonine protein phosphatase PP1-beta catalytic 

subunit 
76 12 0 48 
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P62204 Calmodulin 245 19 2 45 
P62259 14-3-3 protein epsilon 67 16 0 43 
P62746 Rho-related GTP-binding protein RhoB 80 7 0 54 
P62748 Hippocalcin-like protein 1 80 11 0 54 
P62774 Myotrophin 85 6 1 58 
P62814 Vacuolar ATP synthase subunit B, brain isoform 286 40 3 67 
P62827 GTP-binding nuclear protein Ran 135 12 1 46 
P62874 Guanine nucleotide-binding protein G(I)/G(S)/G(T) beta 

subunit 1 
75 8 0 34 

P62880 Guanine nucleotide-binding protein G(I)/G(S)/G(T) beta 
subunit 2 

79 14 0 44 

P62897 Cytochrome c, somatic 62 10 0 52 
P62962 Profilin 1 130 15 2 35 
P63017 Heat shock cognate 71 kDa protein 369 34 3 41 
P63028 Translationally controlled tumor protein 151 7 1 34 
P63037 DnaJ homolog subfamily A member 1 65 5 0 24 
P63038 60 kDa heat shock protein, mitochondrial [Precursor] 127 21 0 48 
P63040 Complexin-1 64 7 2 40 
P63101 14-3-3 protein zeta/delta 197 17 2 52 
P63242 Eukaryotic translation initiation factor 5A 243 15 2 58 
P63260 Actin, cytoplasmic 2 379 26 3 62 
P67778 Prohibitin 338 10 2 38 
P68040 Guanine nucleotide-binding protein beta subunit 2-like 1 151 17 0 85 
P68368 Tubulin alpha-4 chain 290 14 2 31 
P68369 Tubulin alpha-1 chain 194 12 2 32 
P68372 Tubulin beta-? chain 192 30 1 54 
P68373 Tubulin alpha-6 chain 75 9 1 28 
P70296 Phosphatidylethanolamine-binding protein 262 17 3 76 
P70333 Heterogeneous nuclear ribonucleoprotein H' 84 19 0 46 
P70349 Histidine triad nucleotide-binding protein 1 178 12 2 79 
P80316 T-complex protein 1, epsilon subunit 202 28 2 56 
P80317 T-complex protein 1, zeta subunit 159 23 0 54 
P81105 Alpha-1-antitrypsin 1-6 [Precursor] 87 13 0 43 
P84078 ADP-ribosylation factor 1 77 11 0 56 
P84086 Complexin 2 113 10 2 38 
P97371 Proteasome activator complex subunit 1 64 10 0 53 
P97807 Fumarate hydratase, mitochondrial [Precursor] 103 22 0 47 
P99024 Tubulin beta-5 chain 377 26 3 52 
P99027 60S acidic ribosomal protein P2 74 6 0 73 
P99029 Peroxiredoxin 5, mitochondrial [Precursor] 126 17 3 80 
Q01768 Nucleoside diphosphate kinase B 248 14 2 76 
Q02053 Ubiquitin-activating enzyme E1 1 140 25 0 36 
Q02819 Nucleobindin 1 [Precursor] 73 13 0 35 
Q03265 ATP synthase alpha chain, mitochondrial [Precursor] 302 23 3 42 
Q04447 Creatine kinase B-type 455 26 4 58 
Q05816 Fatty acid-binding protein, epidermal 202 23 1 77 
Q08331 Calretinin 246 22 3 58 
Q13885 Tubulin, beta 2 446 30 3 60 
Q4FK44 Ywhag protein     Similar to 14-3-3 protein gamma (Acc. No: 217 15 2 51 
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P61982) (mouse) (96% identity in 246) 
Q542X7 Adult male kidney cDNA, RIKEN full-length enriched 

library, clone:0610010P14 product:chaperonin subunit 2 
(beta), full insert sequence 

163 23 2 52 

Q543P7 16 days embryo head cDNA, RIKEN full-length enriched 
library, clone:C130092K04 product:ADP-ribosylation factor-
like protein 3 

100 10 0 63 

Q544F6 Adult male spinal cord cDNA, RIKEN full-length enriched 
library, clone:A330077I17 product:CLP PROTEIN 
(COACTOSIN-LIKE PROTEIN) (SIMILAR TO 
COACTOSIN-LIKE PROTEIN) homolog 

84 7 2 49 

Q544Y7 13 days embryo head cDNA, RIKEN full-length enriched 
library, clone:3110001F06 product:cofilin 1, non-muscle, full 
insert sequence 

214 12 3 57 

Q545Y4 Adult male kidney cDNA, RIKEN full-length enriched 
library, clone:0610006N18 product:lactate dehydrogenase 2, 
B chain, full insert sequence 

237 25 1 57 

Q549D9 Hemoglobin beta minor 136 9 1 54 
Q54AI0 Beta-1-globin [Fragment] 382 22 3 85 
Q569N4 Heat-responsive protein 12 104 11 0 64 
Q58E70 Tpm3 protein 250 18 0 38 
Q58ET5 Glutathione S-transferase, mu 1 154 24 0 61 
Q5D0E8 Hbb-b1 protein 150 16 0 76 
Q5DQJ3 F-actin capping protein alpha-2 subunit 152 16 2 68 
Q5EBJ0 Fatty acid binding protein 3, muscle and heart 187 6 2 33 
Q5FWJ5 Hnrpk protein 176 17 2 39 
Q5NC81 Expressed in non-metastatic cells 1 protein 216 15 2 74 
Q5SX50 Profilin 1 89 9 2 51 
Q5XJE7 Phosphoglycerate kinase 1 72 9 0 31 
Q60631 Growth factor receptor-bound protein 2 102 18 0 68 
Q60692 Proteasome subunit beta type 6 [Precursor] 227 11 2 40 
Q60829 Dopamine- and cAMP-regulated neuronal phosphoprotein 92 12 1 73 
Q60864 Stress-induced-phosphoprotein 1 214 31 2 51 
Q60930 Voltage-dependent anion-selective channel protein 2 95 13 0 53 
Q60932 Voltage-dependent anion-selective channel protein 1 205 16 3 67 
Q61171 Peroxiredoxin 2 397 11 3 43 
Q61205 Platelet-activating factor acetylhydrolase IB gamma subunit 70 7 0 41 
Q61274 Alpha-cardiac actin [Fragment] 105 9 1 52 
Q61276 A-X actin 305 20 2 51 
Q61316 Heat shock 70 kDa protein 4 101 12 0 28 
Q61644 Protein kinase C and casein kinase substrate in neurons 

protein 1 
145 23 4 39 

Q61792 LIM and SH3 domain protein 1 73 9 1 30 
Q61990 Poly(rC)-binding protein 2 88 13 0 48 
Q62048 Astrocytic phosphoprotein PEA-15 177 8 3 36 
Q62188 Dihydropyrimidinase-related protein 3 155 25 1 50 
Q62433 NDRG1 protein 91 14 0 39 
Q62446 FK506-binding protein 3 125 13 2 43 
Q63810 Calcineurin B subunit isoform 1 273 13 2 16 
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Q64105 Sepiapterin reductase 224 17 2 55 
Q64139 CBP-140 [Fragment] 82 11 0 24 
Q64288 Olfactory marker protein 127 18 1 74 
Q64332 Synapsin-2 67 10 0 24 
Q64426 Histone H2A [Fragment] 63 4 1 47 
Q64433 10 kDa heat shock protein, mitochondrial 79 5 1 19 
Q64513 Triosephosphate isomerase [Fragment] 121 14 0 70 
Q64520 Guanylate kinase 83 9 0 63 
Q64523 Histone H2a(A)-613 82 3 1 51 
Q64531 Hypoxanthine-guanine phosphoribosyltransferase [Fragment] 80 10 0 46 
Q6P069 Sorcin         Similar to Grancalcin (Acc. No. : 

P28676)(mouse)(64% identity in 164) 
134 6 2 28 

Q6P716 Hras1 protein [Fragment] 87 11 0 53 
Q6PB74 Sept5 protein [Fragment] 118 21 0 45 
Q6PDM5 Dnm1 protein 202 32 1 34 
Q6PFA7 Hnrpa3 protein [Fragment]     Similar to Heterogeneous 

nuclear ribonucleoprotein A3 (Acc. No: Q8BG05) (mouse) ( 
100% identity in 187) 

85 14 0 37 

Q6PHC1 Eno1 protein 63 12 0 37 
Q6ZWM3 Mus musculus 2 days neonate thymus thymic cells cDNA, 

RIKEN full-length enriched library, clone:E430023M04 
product:ACTIN, CYTOPLASMIC 1 (BETA-ACTIN), full 
insert sequence 

127 16 0 45 

Q6ZWY7 Mus musculus adult male testis cDNA, RIKEN full-length 
enriched library, clone:1700006M17 product:prefoldin 5, full 
insert sequence. [Fragment] 

108 11 3 4 

Q76LV5 C-Ha-ras p21 protein 110 11 0 48 
Q76MZ3 Serine/threonine protein phosphatase 2A, 65 kDa regulatory 

subunit A, alpha isoform 
123 22 0 41 

Q78MH6 Voltage-dependent anion channel 2 69 7 0 35 
Q78ZJ8 RAB11B protein 80 8 0 39 
Q7TMM9 Tubulin, beta 2 446 30 3 60 
Q7TMX2 Alpha isoform of regulatory subunit A, protein phosphatase 2 104 19 0 41 
Q7TNP3 Platelet-activating factor acetylhydrolase, isoform 1b, alpha2 

subunit 
181 6 1 27 

Q7TNT7 Sept3 protein 74 13 0 44 
Q7TPE1 Carbonic anhydrase 79 7 0 47 
Q7TQD2 Tubulin polymerization-promoting protein 74 8 0 32 
Q7TQF7 Amphiphysin 88 15 0 36 
Q80UH0 5-aminoimidazole-4-carboxamide ribonucleotide 

formyltransferase/IMP cyclohydrolase 
138 16 0 37 

Q80V75 Fscn1 protein [Fragment] 193 25 0 58 
Q80X87 Glia maturation factor, beta 64 7 0 50 
Q80Y54 Tubulin, beta 4 374 31 3 56 
Q80YU9 Rbbp9 protein 88 11 0 69 
Q811L7 Heterogeneous nuclear ribonucleoprotein H1 97 15 0 44 
Q8BFR5 Elongation factor Tu, mitochondrial [Precursor] 344 26 3 60 
Q8BG73 SH3 domain-binding glutamic acid-rich-like protein 2 238 11 3 65 
Q8BGS2 BolA-like protein My016 homolog 74 7 0 67 
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Q8BGZ7 Mus musculus 10 days neonate skin cDNA, RIKEN full-
length enriched library, clone:4732475I03 
product:CYTOKERATIN homolog 

106 6 1 11 

Q8BH95 Enoyl-CoA hydratase, mitochondrial [Precursor] 69 12 0 41 
Q8BJX0 Mus musculus 12 days embryo female mullerian duct 

includes surrounding region cDNA, RIKEN full-length 
enriched library, clone:6820413H11 product:proteasome 
(prosome, macropain) subunit, beta type 2, full insert 
sequence 

138 11 0 60 

Q8BK11 Mus musculus 8 days embryo whole body cDNA, RIKEN 
full-length enriched library, clone:5730456K11 
product:UBIQUINOL-CYTOCHROME C REDUCTASE 
COMPLEX CORE PROTEIN 2, MITOCHONDRIAL (EC 
1.10.2.2) (COMPLEX III SUBUNIT II) homolog 

112 19 0 44 

Q8BK64 Activator of 90 kDa heat shock protein ATPase homolog 1 108 13 1 49 
Q8BKZ9 Pyruvate dehydrogenase protein X component, mitochondrial 

[Precursor] 
76 11 0 28 

Q8BL66 Early endosome antigen 1 [Fragment] 60 10 0 17 
Q8BMD3 Mus musculus 12 days embryo male wolffian duct includes 

surrounding region cDNA, RIKEN full-length enriched 
library, clone:6720460A04 product:ELECTRON 
TRANSFER FLAVOPROTEIN ALPHA-SUBUNIT, 
MITOCHONDRIAL (ALPHA-ETF) homolog 

220 23 0 30 

Q8BME2 Mus musculus 12 days embryo male wolffian duct includes 
surrounding region cDNA, RIKEN full-length enriched 
library, clone:6720434K17 product:NADH-UBIQUINONE 
OXIDOREDUCTASE SUBUNIT B17.2 (EC 1.6.5.3) (EC 
1.6.99.3) (COMPLEX I-B17.2) (CI-B17.2) (CIB17.2) 
homolog 

214 14 2 80 

Q8BMF4 Mus musculus adult male medulla oblongata cDNA, RIKEN 
full-length enriched library, clone:6332404G05 
product:DIHYDROLIPOAMIDE ACETYLTRANSFERASE 
(EC 2.3.1.12) homolog 

186 28 2 41 

Q8BMS1 Mus musculus 10 days neonate skin cDNA, RIKEN full-
length enriched library, clone:4732482C21 
product:TRIFUNCTIONAL ENZYME ALPHA SUBUNIT, 
MITOCHONDRIAL 

76 13 0 19 

Q8BMU7 Mus musculus adult male small intestine cDNA, RIKEN full-
length enriched library, clone:2010200I21 
product:ELECTRON TRANSFER FLAVOPROTEIN 
ALPHA-SUBUNIT, MITOCHONDRIAL (ALPHA-ETF) 
homolog 

96 14 0 48 

Q8BNF8 Mus musculus 12 days embryo spinal ganglion cDNA, 
RIKEN full-length enriched library, clone:D130015G23 
product:valosin containing protein, full insert sequence 

141 31 2 45 

Q8BNL2 Mus musculus 7 days embryo whole body cDNA, RIKEN 
full-length enriched library, clone:C430045D17 
product:laminin receptor 1 (67kD, ribosomal protein SA), full 
insert sequence 

111 17 0 57 
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Q8BP92 Reticulocalbin 2 [Precursor] 100 13 0 47 
Q8BPI0 Mus musculus 18-day embryo whole body cDNA, RIKEN 

full-length enriched library, clone:1110048P03 
product:RHOGDI-1, full insert sequence. [Fragment] 

131 13 1 56 

Q8BQ20 Mus musculus 12 days embryo spinal ganglion cDNA, 
RIKEN full-length enriched library, clone:D130066A21 
product:neurofilament, medium polypeptide, full insert 
sequence 

91 11 0 19 

Q8BQ64 Dynamin 1-like protein 74 17 0 32 
Q8BQL7 Mus musculus 7 days embryo whole body cDNA, RIKEN 

full-length enriched library, clone:C430003I18 product:toll 
interacting protein, full insert sequence 

129 11 1 46 

Q8BSR6 Mus musculus 8 days embryo whole body cDNA, RIKEN 
full-length enriched library, clone:5730519N02 
product:valosin containing protein, full insert sequence 

101 18 0 31 

Q8BTA2 Mus musculus 10 days embryo whole body cDNA, RIKEN 
full-length enriched library, clone:2610511I01 
product:hypothetical protein, full insert sequence 

92 6 1 39 

Q8BTJ1 Mus musculus skin RCB-1283 B16 melanoma cDNA, 
RIKEN full-length enriched library, clone:G430132L06 
product:PHOSPHOSERINE AMINOTRANSFERASE (EC 
2.6.1.52) (PSAT) (ENDOMETRIAL PROGESTERONE-
INDUCED PROTEIN) (EPIP), full insert sequence 

105 17 0 41 

Q8BTU5 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:E430023E03 
product:proteasome (prosome, macropain) subunit, alpha type 
1, full insert sequence 

63 9 0 34 

Q8BTZ3 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:E430013F21 
product:NADH dehydrogenase (ubiquinone) Fe-S protein 3 
(30kD) (NADH-coenzyme Q reductase), full insert sequence 

71 10 0 38 

Q8BVI4 Dihydropteridine reductase 132 20 1 57 
Q8BWM5 Mus musculus 2 days neonate thymus thymic cells cDNA, 

RIKEN full-length enriched library, clone:C920001L03 
product:similar to GLYCEROL-3-PHOSPHATE 
DEHYDROGENASE 

76 13 0 50 

Q8BWT1   132 21 0 65 
Q8BWX0 Mus musculus 12 days embryo spinal cord cDNA, RIKEN 

full-length enriched library, clone:C530043L06 
product:similar to HCDI PROTEIN 

61 7 0 35 

Q8BXS6 Mus musculus adult retina cDNA, RIKEN full-length 
enriched library, clone:A930009L24 product:SH3 DOMAIN 
PROTEIN 2A homolog 

154 9 2 26 

Q8BXU5 Mus musculus 7 days neonate cerebellum cDNA, RIKEN 
full-length enriched library, clone:A730094K14 product:SH3 
DOMAIN PROTEIN 2A homolog 

83 8 2 26 

Q8C1B7 Septin-11 154 15 2 40 
Q8C273 Mus musculus 10 days neonate olfactory brain cDNA, 

RIKEN full-length enriched library, clone:E530017G09 
195 32 0 50 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

product:glutamate dehydrogenase, full insert sequence 
Q8C2A0 Mus musculus 2 days neonate thymus thymic cells cDNA, 

RIKEN full-length enriched library, clone:E430035K14 
product:heterogeneous nuclear ribonucleoprotein A2/B1, full 
insert sequence 

132 17 2 44 

Q8C2A3 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:E430034N22 
product:septin 7, full insert sequence 

88 15 0 47 

Q8C2C7 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:E430028C20 
product:heat shock protein, 60 kDa, full insert sequence 

303 27 3 51 

Q8C2F4 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:E430024F21 
product:glucose regulated protein, 58 kDa, full insert 
sequence 

385 25 3 42 

Q8C2K3 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:E430018A04 
product:polyubiquitin 4, full insert sequence 

128 6 1 49 

Q8C338 Mus musculus 0 day neonate lung cDNA, RIKEN full-length 
enriched library, clone:E030024J03 product:isocitrate 
dehydrogenase 1 (NADP+), soluble, full insert sequence 

104 19 0 43 

Q8C3R2 Mus musculus 13 days embryo lung cDNA, RIKEN full-
length enriched library, clone:D430035B05 product:N-
ethylmaleimide sensitive fusion protein, full insert sequence 

113 24 0 35 

Q8C5R8 Mus musculus adult male testis cDNA, RIKEN full-length 
enriched library, clone:4933430D15 product:ribose-phosphate 
pyrophosphokinase (EC 2.7.6.1) catalytic chain I homolog  

108 15 0 46 

Q8C5W3 Mus musculus adult male testis cDNA, RIKEN full-length 
enriched library, clone:4932411F01 product:hypothetical 
RNI-like structure containing protein, full insert sequence 

90 15 0 39 

Q8C6F6 Mus musculus 10 day old male pancreas cDNA, RIKEN full-
length enriched library, clone:1810063O13 
product:serine/threonine kinase receptor associated protein, 
full insert sequence 

74 10 0 43 

Q8C7C3 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:C920030J24 
product:tropomyosin 3, gamma, full insert sequence 

113 16 0 41 

Q8C7C7 Mus musculus 2 days neonate thymus thymic cells cDNA, 
RIKEN full-length enriched library, clone:C920028B14 
product:albumin 1, full insert sequence. [Fragment] 

535 34 4 57 

Q8C7H3 Mus musculus adult male liver tumor cDNA, RIKEN full-
length enriched library, clone:C730030P03 product:albumin 
1, full insert sequence 

209 28 1 51 

Q8C845 Mus musculus 16 days embryo head cDNA, RIKEN full-
length enriched library, clone:C130064C02 
product:SWIPROSIN 1, full insert sequence 

93 14 0 43 

Q8CAQ8 Mitochondrial inner membrane protein 125 25 0 37 
Q8CBX6 Mus musculus adult male diencephalon cDNA, RIKEN full-

length enriched library, clone:9330181J03 product:glycerol 
104 12 0 28 
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phosphate dehydrogenase 1, mitochondrial, full insert 
sequence 

Q8CDN6 Thioredoxin-like protein 1 74 12 0 49 
Q8CEG4 13 days embryo head cDNA, RIKEN full-length enriched 

library, clone:3110001E05 product:valosin containing 
protein, full insert sequence 

64 17 0 16 

Q8CEV2 Mus musculus 12 days embryo head cDNA, RIKEN full-
length enriched library, clone:3000002C10 
product:glyceraldehyde-3-phosphate dehydrogenase (EC 
1.2.1.12) homolog 

447 19 3 43 

Q8CG74 Albumin [Fragment] 107 10 1 44 
Q8CGB1 Lmnb2 protein 73 16 0 25 
Q8CGR9 NDR2 [Fragment] 103 14 2 34 
Q8CHH9 Septin-8 133 20 0 55 
Q8CHX2 ATPase, H+ transporting, V1 subunit A, isoform 1 195 41 3 60 
Q8CI65 Atp5b protein [Fragment] 240 23 2 41 
Q8CIB4 Aldehyde dehydrogenase family 6, subfamily A1 133 19 0 49 
Q8CIE8 Dlst protein             Similar to Dihydrolipoyllysine-residue 

succinyltransferase component of 2-oxoglutarate 
dehydrogenase complex, mitochondrial [Precursor](Acc. No : 
Q9D2G2) (mouse) (99% identity in 198) 

90 13 3 38 

Q8CJ71 Heterogeneous nuclear ribonucleoprotein A2/B1/B0 102 16 0 43 
Q8JZQ8 Aflatoxin B1 aldehyde reductase member 2 162 17 1 49 
Q8JZR2 Crk protein 140 18 0 82 
Q8JZR8 Acetyl-Coenzyme A acyltransferase 2 77 8 0 31 
Q8K0V8 RIKEN cDNA B430104H02 95 16 0 50 
Q8K0Z0 Neurofilament, light polypeptide 166 23 1 40 
Q8K183 Pyridoxal kinase 212 20 3 44 
Q8K1M6 Dynamin 1-like protein 62 9 0 19 
Q8K2G8 Dihydrolipoamide S-acetyltransferase 249 25 3 39 
Q8K2L0 Mus musculus 10 days neonate cerebellum cDNA, RIKEN 

full-length enriched library, clone:6530404K08 
product:NADH dehydrogenase (ubiquinone) flavoprotein 2, 
full insert sequence 

212 14 1 51 

Q8K2T1 RIKEN cDNA 1110025F24 93 15 0 52 
Q8K4Z3 ApoA-I binding protein 75 7 0 43 
Q8QZS1 Mus musculus 10 days embryo whole body cDNA, RIKEN 

full-length enriched library, clone:2610509I15 
product:similar to 3-HYDROXYISOBUTYRYL-
COENZYME A HYDROLASE 

68 8 0 29 

Q8QZS9 Psmc6 protein [Fragment] 87 19 0 52 
Q8QZT1 Acetyl-CoA acetyltransferase, mitochondrial [Precursor] 76 15 0 44 
Q8R013 C1-tetrahydrofolate synthase 95 15 0 20 
Q8R081 Heterogeneous nuclear ribonucleoprotein L+ 

Dihydropyrimidinase related protein-5 
127 16 0 36 

Q8R086 Sulfite oxidase, mitochondrial [Precursor] 126 12 0 42 
Q8R1P0 Malate dehydrogenase 2, NAD 386 18 3 53 
Q8R317 Ubiquilin-1 335 16 0 34 
Q8R3V5 SH3 domain GRB2-like protein B2 81 13 0 40 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

Q8R3V5-2 Splice isoform 2 of Q8R3V5 [Sh3glb2] 106 12 2 31 
Q8VBV1 SH3 domain protein 2A 219 9 2 26 
Q8VC72 NADH dehydrogenase (Ubiquinone) Fe-S protein 8 171 13 2 53 
Q8VC94 Rpl11 protein 131 9 1 39 
Q8VCW5 Ina protein 400 22 3 40 
Q8VDQ1 Zinc-binding alcohol dehydrogenase domain containing 

protein 1 
186 15 1 60 

Q8VDQ8 NAD-dependent deacetylase sirtuin-2 182 18 1 48 
Q8VED4 Ppp2cb protein     Similar to Serine/threonine protein 

phosphatase 2A, catalytic subunit, beta isoform (Acc. No: 
P62715) (mouse) (89% identity in 309) 

93 14 0 52 

Q8WTY4 Anamorsin 70 8 0 39 
Q91V12 Cytosolic acyl coenzyme A thioester hydrolase 68 10 0 35 
Q91V31 Mus musculus 13 days embryo liver cDNA, RIKEN full-

length enriched library, clone:2510038E09 product:laminin 
receptor 1 (67kD, ribosomal protein SA), full insert sequence 

76 13 0 44 

Q91V41 Ras-related protein Rab-14 80 7 0 46 
P62492 Ras-related protein Rab-11A 62 6 0 39 
Q91VA7 Tumor-related protein 200 30 2 52 
Q91VB8 Mus musculus 13 days embryo liver cDNA, RIKEN full-

length enriched library, clone:2500002C06 
product:hemoglobin, beta adult major chain, full insert 
sequence 

370 12 2 86 

Q91VC6 Glutamine synthetase 148 22 0 54 
Q91VD9 NADH-ubiquinone oxidoreductase 75 kDa subunit, 

mitochondrial [Precursor] 
212 20 1 32 

Q91VV7 Proteasome beta 4 subunit 63 9 0 41 
Q91WC8 Asrgl1 protein 76 8 1 34 
Q91X28 Carbonyl reductase 1 111 20 0 59 
Q91X97 Neurocalcin delta 81 13 0 54 
Q91XT3 Stathmin  123 4 1 18 
Q91YT0 NADH-ubiquinone oxidoreductase 51 kDa subunit, 

mitochondrial [Precursor] 
163 24 0 56 

Q91Z53 Glyoxylate reductase/hydroxypyruvate reductase 96 10 0 42 
Q91ZB1 Dihydrolipoamide S-acetyltransferase [Fragment] 309 25 4 47 
Q91ZR9 Heterogeneous nuclear ribonucleoprotein A2/B1 142 18 0 49 
Q91ZZ3 Beta-synuclein 202 5 1 30 
Q921P5 Sdha protein [Fragment] 118 20 0 38 
Q922B0 Ubc protein 98 5 2 50 
Q923C6 N-ethylmaleimide sensitive fusion protein 313 41 2 52 
Q923G3 Capping protein (Actin filament) muscle Z-line, beta 208 23 1 63 
Q925K2 Glial fibrillary acidic protein 297 27 3 57 
Q99J99 3-mercaptopyruvate sulfurtransferase 166 19 2 62 
Q99JI6 Ras-related protein Rap-1b 78 11 0 46 
Q99JY9 Actin-like protein 3 69 7 0 31 
Q99JZ4 SAR1a gene homolog 79 9 0 58 
Q99JZ6 Tubulin, beta, 2 275 22 2 41 
Q99KA2 Tuba2 protein [Fragment] 167 10 3 25 
Q99KI0 Aconitate hydratase, mitochondrial [Precursor] 278 36 2 48 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

Q99KJ8 Dynactin subunit 2 152 16 3 41 
Q99L13 3-hydroxyisobutyrate dehydrogenase, mitochondrial 

[Precursor] 
87 19 0 44 

Q99L75 Heat shock protein 4 194 28 2 47 
Q99L98 Voltage-dependent anion channel 2 106 14 0 57 
Q99LD0 ATPase, H+ transporting, V1 subunit E isoform 1 172 26 2 59 
Q99LD3 Dihydrolipoamide dehydrogenase 276 18 3 46 
Q99LD8 NG,NG-dimethylarginine dimethylaminohydrolase 2 66 12 0 42 
Q99LF4 Hypothetical protein D10Wsu52e 94 13 0 32 
Q99LF6 Glucose regulated protein 104 14 2 29 
Q99LS3 Phosphoserine phosphatase 86 13 0 66 
Q99LW9 Pdhb protein [Fragment] 81 9 0 47 
Q99LX0 DJ-1 protein 102 18 0 72 
Q99LY9 NADH-ubiquinone oxidoreductase 15 kDa subunit 83 9 1 48 
Q99N15 17beta-hydroxysteroid dehydrogenase type 10/short chain L-

3-hydroxyacyl-CoA dehydrogenase 
167 19 0 86 

Q9CPU0 Lactoylglutathione lyase 206 14 3 62 
Q9CPV4 Mus musculus 10, 11 days embryo whole body cDNA, 

RIKEN full-length enriched library, clone:2810431D20 
product:hypothetical Glyoxalase/Bleomycin resistance 
protein/Dihydroxybiphenyl dioxygenase structure containing 
protein, full insert sequence 

237 18 3 55 

Q9CPY7 Cytosol aminopeptidase 95 14 0 39 
Q9CQ60 6-phosphogluconolactonase 166 15 2 63 
Q9CQ92 Tetratricopeptide repeat protein 11 107 10 1 38 
Q9CQE8 Protein C14orf166 homolog 155 8 1 39 
Q9CQI3 Glia maturation factor beta 89 13 0 69 
Q9CQM9 Thioredoxin-like protein 2 136 13 1 39 
Q9CR16 40 kDa peptidyl-prolyl cis-trans isomerase 327 20 2 59 
Q9CR68 Ubiquinol-cytochrome c reductase iron-sulfur subunit, 

mitochondrial [Precursor] 
123 14 1 37 

Q9CRB9 Coiled-coil-helix-coiled-coil-helix domain containing protein 
3 

86 13 0 47 

Q9CRC1 Mus musculus adult male testis cDNA, RIKEN full-length 
enriched library, clone:4933425L11 product:fructose-
bisphosphate aldolase (EC 4.1.2.13) A homolog 

403 29 2 80 

Q9CRZ2 Mus musculus 13 days embryo liver cDNA, RIKEN full-
length enriched library, clone:2510040N07 
product:hemoglobin, beta adult major chain, full insert 
sequence. [Fragment] 

249 10 2 50 

Q9CTI7 Mus musculus 18-day embryo whole body cDNA, RIKEN 
full-length enriched library, clone:1110005D21 product:ATP 
synthase, H+ transporting mitochondrial F1 complex, beta 
subunit, full insert sequence. [Fragment] 

89 8 1 40 

Q9CV72 Mus musculus adult male tongue cDNA, RIKEN full-length 
enriched library, clone:2310008N03 product:keratin complex 
2, basic, gene 6b, full insert sequence. [Fragment] 

95 4 1 11 

Q9CVK7 Mus musculus 10 day old male pancreas cDNA, RIKEN full-
length enriched library, clone:1810031O04 

97 22 0 43 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

product:UBIQUINOL-CYTOCHROME C REDUCTASE 
COMPLEX CORE PROTEIN 2, MITOCHONDRIAL (EC 
1.10.2.2) (COMPLEX III SUBUNIT II) homolog [Fragment] 

Q9CVR0 Mus musculus adult male testis cDNA, RIKEN full-length 
enriched library, clone:1700069N23 product:TUBULIN, 
BETA 5 homolog [Fragment] 

85 8 1 32 

Q9CW19 Mus musculus adult male cerebellum cDNA, RIKEN full-
length enriched library, clone:1500041B16 
product:hypothetical protein, full insert sequence [Fragment] 

113 4 1 25 

Q9CWF2 Mus musculus ES cells cDNA, RIKEN full-length enriched 
library, clone:2410129E14 product:tubulin beta-4 chain 
homolog 

94 15 0 32 

Q9CWJ9 Bifunctional purine biosynthesis protein PURH 108 11 0 33 
Q9CWS0 NG,NG-dimethylarginine dimethylaminohydrolase 1 489 30 4 65 
Q9CX34 Suppressor of G2 allele of SKP1 homolog 72 11 0 37 
Q9CXF8 Mus musculus 14 days embryo liver cDNA, RIKEN full-

length enriched library, clone:4430402N11 product:synuclein, 
alpha, full insert sequence 

340 9 2 56 

Q9CXI0 Mus musculus 17 days embryo head cDNA, RIKEN full-
length enriched library, clone:3300001H17 product:weakly 
similar to UBIQUINONE/MENAQUINONE 
BIOSYNTHESIS METHYLTRANSFERASE-LIKE  

97 13 0 51 

Q9CXZ1 NADH-ubiquinone oxidoreductase 18 kDa subunit, 
mitochondrial [Precursor] 

84 7 0 45 

Q9CY06 Mus musculus 13 days embryo liver cDNA, RIKEN full-
length enriched library, clone:2510040P05 
product:hemoglobin, beta adult major chain, full insert 
sequence 

65 4 0 61 

Q9CY10 Mus musculus 13 days embryo liver cDNA, RIKEN full-
length enriched library, clone:2510040B16 
product:hemoglobin, beta adult major chain, full insert 
sequence 

331 10 2 78 

Q9CY12 Mus musculus 13 days embryo liver cDNA, RIKEN full-
length enriched library, clone:2510039D09 
product:hemoglobin, beta adult major chain, full insert 
sequence 

196 13 2 65 

Q9CY26 Mus musculus 13 days embryo liver cDNA, RIKEN full-
length enriched library, clone:2510022L21 
product:hypothetical Glyoxalase/Bleomycin resistance 
protein/Dihydroxybiphenyl dioxygenase structure containing 
protein, full insert sequence 

154 15 0 55 

Q9CZ13 Ubiquinol-cytochrome-c reductase complex core protein I, 
mitochondrial [Precursor] 

461 22 3 42 

Q9CZ30 Putative GTP-binding protein PTD004 homolog 120 16 0 62 
Q9CZ44 NSFL1 cofactor p47 84 15 0 43 
Q9CZC8 Secernin 1 83 9 0 34 
Q9CZP1 Mus musculus 11 days embryo whole body cDNA, RIKEN 

full-length enriched library, clone:2700038L12 
product:MEIOTIC RECOMBINATION PROTEIN REC14 

74 8 0 38 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

(2810418I05RIK PROTEIN) homolog 
Q9CZY3 Ubiquitin-conjugating enzyme E2 variant 1 71 11 0 66 
Q9D051 Pyruvate dehydrogenase E1 component beta subunit, 

mitochondrial [Precursor] 
250 17 2 55 

Q9D0K2 Succinyl-CoA:3-ketoacid-coenzyme A transferase 1, 
mitochondrial [Precursor] 

145 18 1 4 

Q9D0M3 Cytochrome c1, heme protein, mitochondrial [Precursor] 71 7 0 36 
Q9D114  Mus musculus 18-day embryo whole body cDNA, RIKEN 

full-length enriched library, clone:1110033O09 
product:hypothetical protein, full insert sequence 

75 10 0 40 

Q9D172 ES1 protein homolog, mitochondrial [Precursor] 243 17 1 67 
Q9D1A2 Cytosolic nonspecific dipeptidase 175 26 0 50 
Q9D1K2 Vacuolar ATP synthase subunit F 225 16 4 88 
Q9D2W1 Mus musculus adult male kidney cDNA, RIKEN full-length 

enriched library, clone:0610007O13 product:cytochrome c 
oxidase, subunit Va, full insert sequence 

128 11 2 49 

Q9D358 Low molecular weight phosphotyrosine protein phosphatase 75 10 0 64 
Q9D3D9 ATP synthase delta chain, mitochondrial [Precursor] 247 16 2 79 
Q9D6F9 Tubulin beta-4 chain 273 24 1 57 
Q9D6J6 NADH-ubiquinone oxidoreductase 24 kDa subunit, 

mitochondrial [Precursor] 
329 17 2 57 

Q9D6R2 Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial 
[Precursor] 

431 24 4 41 

Q9D6Y7 Peptide methionine sulfoxide reductase 82 8 0 46 
Q9D7G0 Ribose-phosphate pyrophosphokinase I 95 17 0 44 
Q9D7I5 Mus musculus adult male tongue cDNA, RIKEN full-length 

enriched library, clone:2310007H09 
product:PHOSPHOLYSINE PHOSPHOHISTIDINE 
INORGANIC PYROPHOSPHATE PHOSPHATASE 
homolog 

62 7 0 56 

Q9D7X3 Dual specificity protein phosphatase 3 73 9 0 59 
Q9D819 Inorganic pyrophosphatase 133 17 0 55 
Q9D855 Ubiquinol-cytochrome c reductase complex 14 kDa protein 171 8 1 45 
Q9D892 Inosine triphosphate pyrophosphatase 73 6 0 5 
Q9D898 Mus musculus adult male small intestine cDNA, RIKEN full-

length enriched library, clone:2010015J01 product:weakly 
similar to ARP2/3 COMPLEX 16 kDa SUBUNIT 

76 9 0 51 

Q9D8B3 Charged multivesicular body protein 4b 121 5 1 27 
Q9D8W6 Mus musculus 10 day old male pancreas cDNA, RIKEN full-

length enriched library, clone:1810027K10 product:adenylate 
kinase 3 alpha like, full insert sequence 

74 7 0 47 

Q9D967 Mus musculus 10 day old male pancreas cDNA, RIKEN full-
length enriched library, clone:1810003A02 product:Mus 
musculus magnesium-dependent phosphatase-1 

76 13 0 59 

Q9DAK9 14 kDa phosphohistidine phosphatase 125 10 1 63 
Q9DB20 ATP synthase O subunit, mitochondrial [Precursor] 150 12 3 44 
Q9DB77 Ubiquinol-cytochrome-c reductase complex core protein 2, 

mitochondrial [Precursor] 
76 9 0 28 

Q9DBG5 Mannose-6-phosphate receptor binding protein 1         62 9 0 31 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

(mascot) 
Q9DBJ1 Phosphoglycerate mutase 1 372 16 3 56 
Q9DBP5 UMP-CMP kinase 116 11 3 49 
Q9DC41 Mus musculus adult male lung cDNA, RIKEN full-length 

enriched library, clone:1200003L05 product:heat shock 70kD 
protein 5 (glucose-regulated protein, 78kD), full insert 
sequence 

126 23 0 36 

Q9DCJ5 NADH-ubiquinone oxidoreductase 19 kDa subunit 240 14 3 61 
Q9DCM0 ETHE1 protein, mitochondrial [Precursor] 111 15 0 66 
Q9DCS9 NADH-ubiquinone oxidoreductase PDSW subunit 307 17 3 56 
Q9EQ20 Methylmalonate-semialdehyde dehydrogenase 110 21 0 54 
Q9EQF6 Dihydropyrimidinase related protein-5 104 18 0 43 
Q9EQK1 NADP+-specific isocitrate dehydrogenase 84 11 0 26 
Q9ERD7 Tubulin beta-3 chain 396 26 3 50 
Q9ESA0 Transketolase [Fragment] 121 21 0 50 
Q9JHW2 Nit protein 2 96 12 0 55 
Q9JIA6 Galactokinase 1 75 9 0 33 
Q9JII6 Alcohol dehydrogenase [NADP+] 179 19 2 47 
Q9JJU8 SH3 domain-binding glutamic acid-rich-like protein 134 6 1 65 
Q9JJV2 Profilin-2 264 12 3 56 
Q9JKB1 Ubiquitin carboxyl-terminal hydrolase isozyme L3 136 13 1 60 
Q9JKK7 Tropomodulin-2 232 22 3 48 
Q9JLZ3 Methylglutaconyl-CoA hydratase, mitochondrial [Precursor] 67 8 0 33 
Q9JM14 5'(3')-deoxyribonucleotidase, cytosolic type 132 17 0 60 
Q9NTK5-3 Splice isoform 3 of Q9NTK5 [PTD004] [Homo sapiens 68 6 0 39 
Q9QUI0 Transforming protein RhoA 70 6 0 54 
Q9QUM9 Proteasome subunit alpha type 6 67 7 0 36 
Q9QWJ3 Alpha-1-globin [Fragment] 139 5 1 50 
Q9QWV7 Synapsin IIb 216 26 2 63 
Q9QYG0 NDRG2 protein 94 11 0 40 
Q9QYR6-2 Splice isoform Short of Q9QYR6  (Q9QYR6 :Microtubule-

associated protein 1A [Fragment]) 
74 9 0 55 

Q9QZM0 Ubiquilin-2 65 9 0 21 
Q9R0P5 Destrin 177 13 3 55 
Q9R0P9 Ubiquitin carboxyl-terminal hydrolase isozyme L1 348 16 3 58 
Q9R0Y5 Adenylate kinase isoenzyme 1 237 12 3 52 
Q9R111 Guanine deaminase 187 26 0 57 
Q9R1P0 Proteasome subunit alpha type 4 74 11 0 60 
Q9R1P3 Proteasome subunit beta type 2 85 8 1 45 
Q9R1Q8 Transgelin-3 203 20 2 73 
Q9R1T2 Ubiquitin-like 1 activating enzyme E1A 72 13 0 54 
Q9R257 Heme binding protein 1 86 14 0 76 
Q9WTP7 GTP:AMP phosphotransferase mitochondrial 62 6 0 38 
Q9WTT4 Vacuolar ATP synthase subunit G 2 66 10 0 64 
Q9WVJ2 26S proteasome non-ATPase regulatory subunit 13 63 7 0 29 
Q9Z0F7 Gamma-synuclein 67 6 1 52 
Q9Z0S1 3'(2'),5'-bisphosphate nucleotidafse 1 75 8 0 38 
Q9Z105 Protein phosphatase-1 regulatory subunit 7 81 16 0 49 
Q9Z130 JKTBP 66 12 0 36 



PM 
Acc. No Protein Name Score 

MS MSMS 

SC 
(%) 

Q9Z2I8 Succinyl-CoA ligase [GDP-forming] beta-chain, 
mitochondrial [Precursor] [Fragment] 

109 17 0 45 

Q9Z2I9 Succinyl-CoA ligase [ADP-forming] beta-chain, 
mitochondrial [Precursor] 

132 27 0 44 

Q9Z2Q6 Septin-5 [Fragment] 91 10 0 41 
Q9Z2U0 Proteasome subunit alpha type 7 119 8 1 36 
Q9Z2U1 Proteasome subunit alpha type 5 65 9 1 45 
Q9Z2Y3 Homer protein homolog 1 90 13 0 36 

 

Abbreviations used: Acc. No, Swissprot accession number; P.M: The number of peptides 

matched for MS and MSMS; S.C: Sequence coverage (%) 



Table 3B 

B. List of identified mouse brain proteins with the data from mass spectrometry analysis 

by PROFOUND 

 

Acc. No Protein Name Est’d Z P.M S.C(%) 

O35435 Dihydroorotate dehydrogenase, mitochondrial [Precursor] 1.69 6 27 

O88821 Oncostatin M receptor beta 1.71 6 14 

O88935-3 Splice isoform 3 of O88935 [Syn1] 1.76 7 16 
P02088 Hemoglobin beta-1 subunit 1.74 6 43 
P23198 Chromobox protein homolog 3 1.81 6 30 
P28271 Iron-responsive element binding protein 1 2.03 8 15 
P40142 Transketolase 1.89 7 23 

P52760 Ribonuclease UK114 2.01 5 44 
P60766 Cell division control protein 42 homolog 1.80 5 42 

P61226 Ras-related protein Rap-2b 1.67 7 51 

P61971 Nuclear transport factor 2 2.37 8 63 

P61922-2 Splice isoform 2 of P61922 2.00 7 29 

P68033 Actin, alpha cardiac 2.34 7 39 
Q3TFR6 16 days embryo kidney cDNA, RIKEN full-length enriched 

library, clone:I920076L19 product:guanine monphosphate 
synthetase, full insert sequence 

2.01 6 14 

Q3TPK2 12 days embryo spinal ganglion cDNA, RIKEN full-length 
enriched library, clone:D130039J24 product:neurofilament 3, 
medium, full insert sequence. [Fragment] 

2.29 10 21 

Q3TQ70 16 days embryo head cDNA, RIKEN full-length enriched library, 
clone:C130077H07 product:guanine nucleotide binding protein, 
beta 1, full insert sequence 

2.39 7 32 

Q3TRK3 Adult female vagina cDNA, RIKEN full-length enriched library, 
clone:9930032O15 product:drebrin 1, full insert sequence 

1.70 5 17 

Q3TRW1 12 days embryo embryonic body between diaphragm region and 
neck cDNA, RIKEN full-length enriched library, 
clone:9430026L08 product:Putative C3orf6 protein, full insert 
sequence 

1.68 5 34 

Q3TVS6 Osteoclast-like cell cDNA, RIKEN full-length enriched library, 
clone:I420042O20 product:cathepsin B, full insert sequence 

1.82 5 25 

Q3U0V1 Activated spleen cDNA, RIKEN full-length enriched library, 
clone:F830029A18 product:KH-type splicing regulatory protein, 
full insert sequence 

2.19 15 28 

Q3U7Z6 Bone marrow macrophage cDNA, RIKEN full-length enriched 
library, clone:I830072G20 product:phosphoglycerate mutase 1, 
full insert sequence 

1.98 6 38 

Q3UAD6 Bone marrow macrophage cDNA, RIKEN full-length enriched 
library, clone:I830029H08 product:tumor rejection antigen gp96, 
full insert sequence 

2.39 10 14 



Acc. No Protein Name Est’d Z P.M S.C(%) 

Q3UAE3 Bone marrow macrophage cDNA, RIKEN full-length enriched 
library, clone:I830029D08 product:NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 10, full insert sequence 

2.14 5 34 

Q3UAF7 Bone marrow macrophage cDNA, RIKEN full-length enriched 
library, clone:I830028N19 product:actin, beta, cytoplasmic, full 
insert sequence 

2.15 8 48 

Q3UC04 Bone marrow macrophage cDNA, RIKEN full-length enriched 
library, clone:I830014K06 product:triosephosphate isomerase, 
full insert sequence 

2.15 6 48 

Q3UFD6 2 days neonate sympathetic ganglion cDNA, RIKEN full-length 
enriched library, clone:7120424H12 product:3-
monooxgenase/tryptophan 5-monooxgenase activation protein, 
gamma polypeptide, full insert sequence. [Fragment] 

1.82 6 21 

Q3UNI8 CDNA, RIKEN full-length enriched library, clone:G430090B05 
product:D-dopachrome tautomerase, full insert sequence 

1.90 6 64 

Q3V1V5 Adult male brain cDNA, RIKEN full-length enriched library, 
clone:3526403B12 product:Spectrin alpha chain, brain (Spectrin, 
non-erythroid alpha chain) (Alpha-II spectrin) (Fodrin alpha 
chain) homolog [Fragment] 

2.36 12 33 

Q4FJK4 Fabp7 protein 2.15 5 46 
Q4FJP3 Nras protein 1.65 5 45 
Q4FZH4 Lectin, galactose binding, soluble 1 1.92 5 39 
Q4V783 Glyceraldehyde-3-phosphate dehydrogenase 1.72 5 30 
Q4VC20 Pyruvate kinase 3 2.19 9 25 
Q4W4C9 Neural visinin-like type 1 protein 1.77 6 28 
Q505P4 Aconitase 2, mitochondrial 2.38 11 25 
Q540D7 Aldehyde reductase 1.98 7 32 
Q542H1 2 days neonate thymus thymic cells cDNA, RIKEN full-length 

enriched library, clone:E430021K14 product:H+-transporting 
ATP synthase (EC 3.6.1.34) chain d homolog 

1.68 39 5 

Q543S2 10 days neonate cerebellum cDNA, RIKEN full-length enriched 
library, clone:B930034N24 product:guanine nucleotide binding 
protein, alpha o, full insert sequence 

2.14 8 24 

Q544B1 3 days neonate thymus cDNA, RIKEN full-length enriched 
library, clone:A630082J17 product:aldehyde dehydrogenase 2, 
mitochondrial, full insert sequence 

2.36 6 17 

Q545V3 Adult male brain cDNA, RIKEN full-length enriched library, 
clone:0710008M22 product:enolase 2, gamma neuronal, full 
insert sequence 

2.31 12 35 

Q569X2 Similar to glyceraldehyde-3-phosphate dehydrogenase 1.97 8 37 
Q569X5 Glyceraldehyde-3-phosphate dehydrogenase (16 days embryo 

head cDNA, RIKEN full-length enriched library, 
clone:C130021D09 product:glyceraldehyde-3-phosphate 
dehydrogenase, full insert sequence) (CRL-1722 L5178Y-R 
cDNA, RIKEN full-length enriched library, clone:I730090K19 
product:glyceraldehyde-3-phosphate dehydrogenase, full insert 
sequence) (Melanocyte cDNA, RIKEN full-length enriched 
library, clone:G270015C01 product:glyceraldehyde-3-phosphate 
dehydrogenase, full insert sequence) (Melanocyte cDNA, RIKEN 
full-length enriched library, clone:G270083H09 

1.69 9 35 



Acc. No Protein Name Est’d Z P.M S.C(%) 

product:glyceraldehyde-3-phosphate dehydrogenase, full insert 
sequence) (Adult male cerebellum cDNA, RIKEN full-length 
enriched library, clone:1500001O05 product:glyceraldehyde-3-
phosphate dehydrogenase, full insert sequence) (12 days embryo 
eyeball cDNA, RIKEN full-length enriched library, 
clone:D230015A01 product:glyceraldehyde-3-phosphate 
dehydrogenase, full insert sequence) (16 days embryo head 
cDNA, RIKEN full-length enriched library, clone:C130014J06 
product:glyceraldehyde-3-phosphate dehydrogenase, full insert 
sequence) (Novel protein similar to glyceraldehyde-3-phosphate 
dehydrogenase Gapd). Glyceraldehyde 3-phosphate 
dehydrogenase 

Q5D0F0 Septin 11 1.94 6 23 
Q5EBP8 Hnrpa1 protein 2.30 8 31 
Q5FW97 Hypothetical protein LOC433182 2.32 13 40 
Q5FWB7 Aldolase 1, A isoform 2.36 6 31 

Q5SUH2 NADH dehydrogenase (Ubiquinone) Fe-S protein 1 2.40 11 24 
Q5SVY2 Peptidylprolyl isomerase A (ES cells cDNA, RIKEN full-length 

enriched library, clone:2410017M08 product:peptidylprolyl 
isomerase A, full insert sequence) (Adult male diencephalon 
cDNA, RIKEN full-length enriched library, clone:9330013L19 
product:peptidylprolyl isomerase A, full insert sequence) (Bone 
marrow macrophage cDNA, RIKEN full-length enriched library, 
clone:I830031O18 product:peptidylprolyl isomerase A, full insert 
sequence) (Bone marrow macrophage cDNA, RIKEN full-length 
enriched library, clone:I830119G22 product:peptidylprolyl 
isomerase A, full insert sequence) (11 days embryo whole body 
cDNA, RIKEN full-length enriched library, clone:2700078M16 
product:peptidylprolyl isomerase A, full insert sequence) (14, 17 
days embryo head cDNA, RIKEN full-length enriched library, 
clone:3200005M09 product:peptidylprolyl isomerase A, full 
insert sequence) (CRL-1722 L5178Y-R cDNA, RIKEN full-
length enriched library, clone:I730048F13 product:peptidylprolyl 
isomerase A, full insert sequence). Peptidyl-prolyl cis-trans 
isomerase 

1.92 6 36 

Q5SYM1 Fructose-bisphosphate aldolase 1.72 5 31 
Q5U410 Similar to glyceraldehyde-3-phosphate dehydrogenase 1.82 6 32 
Q60597 2-oxoglutarate dehydrogenase E1 component, mitochondrial 

[Precursor] 
1.92 8 10 

Q60847-2 Splice isoform XIIA-2 of Q60847  (Q60847:Collagen alpha 
1(XII) chain [Precursor]) 

1.67 7 3 

Q60C17 Nascent polypeptide-associated complex alpha subunit 1.82 5 32 
Q61699 Heat-shock protein 105 kDa 2.37 8 17 
Q642K0 Myl6 protein 1.90 6 50 
Q64332-2 Splice isoform IIb of Q64332 [Syn2] [Mus musculus (Q64332: 

Synapsin-2) 
2.15 11 32 

Q6NY00 Aldolase 1, A isoform 1.73 6 31 
Q6P069-2 Splice isoform 2 of Q6P069 (Q6P069: Sorcin) 1.85 7 32 
Q6P5D0 Dihydropyrimidinase-like 2 2.37 9 26 
Q6PDK2 Mll2 protein [Fragment] 1.76 7 5 



Acc. No Protein Name Est’d Z P.M S.C(%) 

Q6PKE6 Platelet-activating factor acetylhydrolase, isoform 1b, alpha2 
subunit 

1.93 6 24 

Q7TN32 Fscn1 protein 1.33 7 24 
Q7TSZ0 Heat shock protein 9A 2.01 6 15 
Q80TH4 MKIAA1221 protein [Fragment] 1.44 4 5 
Q80UL3 Galactokinase 1 2.02 6 16 
Q80VP1 Epsin-1 1.96 6 21 
Q80Y52 Heat shock protein 1, alpha 1.93 7 15 
Q8BFR5-2 Splice isoform 2 of Q8BFR5 (Q8BFR5 :Elongation factor Tu, 

mitochondrial [Precursor]) 
2.35 8 30 

Q8BL41 Adult male corpora quadrigemina cDNA, RIKEN full-length 
enriched library, clone:B230386M10 
product:calcium/calmodulin-dependent protein kinase II, beta, 
full insert sequence 

1.96 7 22 

Q8BX18 ES cells cDNA, RIKEN full-length enriched library, 
clone:C330013C14 product:Hermansky-Pudlak syndrome 3 
homolog (human), full insert sequence 

1.71 7 17 

Q8C1A5 10 days neonate skin cDNA, RIKEN full-length enriched library, 
clone:4732416D19 product:THIMET OLIGOPEPTIDASE (EC 
3.4.24.15) homolog 

1.69 5 10 

Q8C1T5 16 days neonate male diencephalon cDNA, RIKEN full-length 
enriched library, clone:G630068N11 product:N-ethylmaleimide 
sensitive fusion protein attachment protein gamma, full insert 
sequence 

2.37 7 20 

Q8C2Q3 RNA-binding protein 14 1.74 6 11 
Q8C7B8 Zinc finger SWIM domain containing protein 4 1.73 6 10 
Q8CHP8 RIKEN cDNA 1700012G19 2.19 8 31 
Q8CHT0 Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial 

[Precursor] 
2.21 5 17 

Q8K1K2 Psmc5 protein 1.74 7 23 
Q8K310 Matrin-3 2.29 6 12 
Q8R4I8 Fibrous sheath-interacting protein 2 [Fragment] 2.23 14 2 
Q8VBV7 COP9 signalosome complex subunit 8 2.35 6 43 
Q8VED9 RIKEN cDNA 1110067D22 2.12 5 44 
Q920Z2 B7 olfactory receptor 1.82 5 21 
Q924B0 Myo-inositol monophosphatase 1 2.35 6 32 
Q96DP7 Hypothetical protein FLJ30999 1.86 5 59 
Q9CQA3 Succinate dehydrogenase [ubiquinone] iron-sulfur protein, 

mitochondrial [Precursor] 
2.07 9 27 

Q9CQR4 Thioesterase superfamily member 2 1.95 8 49 
Q9CTR3 Adult male spinal cord cDNA, RIKEN full-length enriched 

library, clone:A330104H05 product:hypothetical protein, full 
insert sequence. [Fragment] 

1.97 5 36 

Q9D9Y2 Adult male testis cDNA, RIKEN full-length enriched library, 
clone:1700025I19 product:tubulin alpha 7, full insert sequence 

1.67 5 18 

Q9DB27 Mus musculus adult male cerebellum cDNA, RIKEN full-length 
enriched library, clone:1500019M23 product:MULTIPLE 
COPIES IN A T-CELL MALIGNANCIES (MCT-1 PROTEIN) 
homolog 

2.13 7 41 

Q9DCR1 Adult male kidney cDNA, RIKEN full-length enriched library, 2.22 8 29 



Acc. No Protein Name Est’d Z P.M S.C(%) 

clone:0610011P07 product:tubulin, beta, 2 [Fragment] 
Q9JKR6 170 kDa glucose regulated protein GRP170 [Precursor] 2.38 9 16 
Q9R0Q7 Telomerase-binding protein p23 1.71 5 39 
Q9WV92 Band 4.1-like protein 3 2.28 7 12 

Abbreviations used: Acc. No, Swissprot accession number ; Est’d Z : Estimated Z score that 

shows the calculation of probability  ; P.M: The number of peptides matched for MS ; S.C : 

Sequence coverage (%) 

 


