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INSULIN. Supplementary material: 

 

a) Insulin HPLC results 

b) MALDI-TOF-MS spectra 

c) Edman sequencing for iodinated insulin chain A 

d) Edman sequencing for iodinated insulin chain B 

 

LYSOZYME: Supplementary material. 

 

A) Tryptic digestion: calculated values  

B) MS/MS sequence analysis: 

 

 

GLUCANASE: Supplementary material 

 

A) Calculated values of recombinant 1,3-1,4-beta-D-

glucanohydrolase tryptic peptides 

B)  MALDI-TOF-MS spectrum of tryptically digested recombinant 

glucanase (after treatment with IPy2BF4) 

 



 

3 
 

 

 

INSULIN. Supplementary material: 

 

e) Insulin HPLC results 

f) MALDI-TOF-MS spectra 

g) Edman sequencing for iodinated insulin chain A 

h) Edman sequencing for iodinated insulin chain B 

 

 

INSULIN HPLC RESULTS: 

 

A) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

B) 
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A) Bovine insulin (retention time = 3.7 min) and B) Octaiodinated bovine 

insulin with 8.8 equiv. of IPy2BF4 (retention time = 4.7 min), using a 20 

to 52% gradient of acetonitrile (+0.036% trifluoroacetic acid) into water 

(0.045% trifluoroacetic acid) at 40oC over 8 min.  

 

C) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

C) Iodinated A and B insulin chains with retention times of 20.2 and 21.2 

min, respectively, using a 10 to 40% gradient of acetonitrile (+0.036% 

trifluoroacetic acid) into water (0.045% trifluoroacetic acid) at 40oC 

over 30 min. These peaks were isolated and Edman sequenced, and their 

masses were confirmed by MALDI-TOF mass spectrometry.  
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MALDI-TOF mass spectra of bovine insulin (top, m/z = 5,736.89), 

treated with 1.1, 2.2, 3.3, 4.4, 5.5, 6.6, 7.7 and 8.8 equivalents 

(bottom, m/z = 6,744.62) of IPy2BF4. 
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Edman sequencing for iodinated Insulin A chain in a Procise sequencer 

(Applied Biosystems). 

 

The results indicate diiodination of both Tyr14 and Tyr19. 
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Edman sequencing for iodinated Insulin B chain in a Procise sequencer 

(Applied Biosystems). 

 

The results indicate diiodination of both Tyr16 and Tyr26. 



 

18 
 

 



 

19 
 



 

20 
 



 

21 
 



 

22 
 

 



 

23 
 

 



 

24 
 



 

25 
 



 

26 
 

 



 

27 
 

 



 

28 
 

 



 

29 
 

 



 

30 
 

 



 

31 
 

LYSOZYME: Supplementary material. 

 

A) Tryptic digestion: calculated values  

B) MS/MS sequence analysis 
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A) Tryptic digestion: calculated values  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

LYSOZYME. 
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Supplementary material (continued) 

B) MS/MS sequence analysis: 
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GLUCANASE: Supplementary material 

 

B) Calculated values of recombinant 1,3-1,4-beta-D-glucanohydrolase 

TRYPTIC peptides 

C) MALDI-TOF-MS spectrum of tryptically digested recombinant glucanase 
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GLUCANASE: MALDI-TOF-MS spectrum of tryptically digested recombinant 

glucanase 
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GLUCANASE: MALDI-TOF-MS spectrum of tryptically digested recombinant 

glucanase treated with IPy2BF4  

 

1,1 equiv 

 

 

2.2 equiv 
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3.3 equiv 

 

 

7.7 equiv 

 


