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Figure S1. Loading vectors related to the PCA score plots shown in Figures 6A (A; PC1 vs PC2
accounting for a variance of 46.1 and 12.0%, respectively), 6B (B; PC1 vs PC3 accounting for a
variance of 23.9 and 12.6%, respectively) and 6C (C; PC1 vs PC3 accounting for a variance of 37.6 and
7.8%, respectively). For each principal component plot, the intensities of loading vectors have been

proportionally scaled in such a way that the most intense vector corresponds to the value of 1 or -1,
depending on vector direction.



