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Figure S1. Excitation wavelength and emission wavelength spectra of 6-EC.
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Figure S2. UV spectra of 6-EC and metabolite 1-9 in HepG2 cells.
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Figure S3. Detection of 6-EC-dihydrodiols and monodehydrated 6-EC-dihydrodiols in human HepG2 cells. (A) Extracted ion
chromatogram of Orbitrap full scan for 6-EC-dihydrodiols at 0 h. (B) Extracted ion chromatogram of Orbitrap full scan for 6-EC-
dihydrodiols at 24 h and MS spectrum of the peak at 18.91 min. (C) Extracted ion chromatogram of Orbitrap full scan for
monodehydrated 6-EC-dihydrodiols at 0 h. (D) Extracted ion chromatogram of Orbitrap full scan for monodehydrated 6-EC-
dihydrodiols at 24 h and MS spectrum of the peak at 18.43 min.
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Figure S4. Detection of monodehydrated 6-EC-tetraol and bis-dehydrated 6-EC-tetraol in human HepG2 cells. (A) Extracted ion
chromatogram of Orbitrap full scan for monodehydrated 6-EC-tetraol at 0 h. (B) Extracted ion chromatogram of Orbitrap full scan for
monodehydrated 6-EC-tetraol at 24 h and MS spectrum of the peak at 14.78 min. (C) Extracted ion chromatogram of Orbitrap full
scan for bis-dehydrated 6-EC-tetraol at 0 h. (D) Extracted ion chromatogram of Orbitrap full scan for bis-dehydrated 6-EC-tetraol at

24 h and MS spectrum of the peak at 13.60 min.
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Figure S5. Detection of bis-tetraol in human HepG2 cells. (A) Extracted ion chromatogram of
Orbitrap full scan at 0 h. (B) Extracted ion chromatogram of Orbitrap full scan at 24 h and MS
spectrum of the peak at 14.66 min.
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Figure S6. Detection of O-monomethyl-catechol-6-EC-ortho-quinone in human HepG2 cells.
(A) Extracted ion chromatogram of Orbitrap full scan at 0 h. (B) Extracted ion chromatogram of
Orbitrap full scan at 24 h and MS spectrum of the peak at 19.68 min.
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Figure S7. Detection of 6-EC-bis-ortho-quinone in human HepG2 cells. (A) Extracted ion
chromatogram of Orbitrap full scan at 0 h. (B) Extracted ion chromatogram of Orbitrap full scan
at 24 h and MS spectrum of the peak at 17.08 min.
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