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This document contains the following information in support of the primary article:

Figure S-1
GC-MS chromatogram of hydrolyzed algae.

Table S-2
Mass isotopomer distributions of biomass carbohydrates for C. vulgaris UTEX 395
grown in batch cultures.
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Figure S-1. GC-MS chromatogram of hydrolyzed algae. The identities of all peaks were

validated with *C-labeled standards.
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Table S-2. Mass isotopomer distributions of biomass carbohydrates for C. vulgaris
UTEX 395 grown in batch cultures.
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