
Supplemental Material

Figure S-1 illustrates the changes in the primary sequence of chicken mPEPCK suggested by the structural
data and confirmed by primary sequence determination and mass spectrometry.
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     110    #P†

Chim     TVLVTPEQSDAVPPPPPSGGSPQLGNWMSPNAFQAAVQERFPGCMAGRPLYVIPFSMG

Humm     TVIVTPSQRDTVPLPP-GGACGQLGNWMSPADFQRAVDERFPGCMQGRTMYVLPFSMG

Humc     TVIVTQEQRDTVPIPK-TGLS-QLGRWMSEEDFEKAFNARFPGCMKGRTMYVIPFSMG

Ratc     TVIITQEQRDTVPIPK-SGQS-QLGRWMSEEDFEKAFNARFPGCMKGRTMYVIPFSMG

Chic     TVIITQEQRDTIPIPK-TGSS-QLGRWMSEEDFEKAFNTRFPGCMQGRTMYVIPFSMG

  182                 P*

Chim     DSPYVVLSMRIMTRVGPAVLQRLDD-DFVRCLHSVGRPLPLTEPLVSSWPCDRSRVLV

Humm     DSAYVVASMRIMTRLGTPVLQALGDGDFVKCLHSVGQPLTGQGEPVSQWPCNPEKTLI

Humc     DSPYVVASMRIMTRMGTPVLEALGDGEFVKCLHSVGCPLPLQKPLVNNWPCNPELTLI

Ratc     DSPYVVASMRIMTRMGTSVLEALGDGEFIKCLHSVGCPLPLKKPLVNNWACNPELTLI

Chic     DSPYVVASMRMMTRMGTAALKALGNGEFVKCLHSVGCPLPLKEPLINNWPCNPELTLI

  239              R*

Chim     AHIPSERRIVSFGSGYGGNSLLGKKCFALAIASRMAQQQGWLAEHMLILGVTSPSGEK

Hum      GHVPDQREIISFGSGYGGNSLLGKKCFALRIASRLARDEGWLAEHMLILGITSPAGKK

Hmc      AHLPDRREIISFGSGYGGNSLLGKKCFALRNASRLAKEEGWLAEHMLILGITNPEGEK

Rtc      AHLPDRREIISFGSGYGGNSLLGKKCFALRIASRLAKEEGWLAEHMLILGITNPEGKK

Chic     AHLPDRREIISFGSGYGGNSLLGKKCFALRIASRIAKEEGWLAEHMLILGITNPEGEK

  

       299               E*        

Chim     MAAAFPSACGKTNLAMMTPSLPGWRIHCVGDDIAWMKFDDRGRLRAINPERGFFGVAP

Humm     MAAAFPSACGKTNLAMMRPALPGWKVECVGDDIAWMRFDSEGRLRAINPENGFFGVAP

Humc     MAAAFPSACGKSNLAMMNPSLPGWKVECVGDDIAWMKFDAQGHLRAINPENGFFGVAP

Ratc     LAAAFPSACGKTNLAMMNPTLPGWKVECVGDDIAWMKFDAQGNLRAINPENGFFGVAP

Chic     FAAAFPSACGKTNLAMMNPSRPGWKIECVGDDIAWMKFDELGNLRAINPENGFFGVAP
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   478              R*

Chim     AMRSEATAAAEHKGGRLMHDPFAMSPFFGYNAGRYLEHWLSTGLRSNARLPRLFHVNWFL

Humm     AMRSESTAAAEHKGKIIMHDPFAMRPFFGYNFGHYLEHWLSMEGRKGAQLPRIFHVNWFR

Humc     AMRSEATAAAEHKGKIIMHDPFAMRPFFGYNFGKYLAHWLSMAQHPAAKLPKIFHVNWFR

Ratc     AMRSEATAAAEHKGKVIMHDPFAMRPFFGYNFGKYLAHWLSMAHRPAAKLPKIFHVNWFR

Chic     AMRSEATAAAEHKGKIIMHDPFAMRPFFGYNFGKYLAHWLSMAHRPAAKLPRIFHVNWFR

Figure S-1:  Sequence alignment showing the changes in the primary sequence of mPEPCK from that

initially deduced from the sequencing of the mPEPCK gene (1).  The numbering shown is that for the

chicken mPEPCK isozyme.  The changes suggested by resequencing of the gene and confirmed by the

determination of the structure and primary sequence mapping are indicated with an *.   The insertion of

G129 and the change of S130 to P, as suggested by the structural work are marked with a # and a †

respectively.  Shown are the sequences for Chicken mitochondrial (Chim), Human mitochondrial (Humm),

Human cytosolic (Humc), Rat cytosolic (Ratc) and Chicken cytosolic (Chic) isoforms.  Sequence

numbering is that for the immature chicken mPEPCK isoform.
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