
Supplementary Table 1. MALDI-TOF-MS analysis of horse PSP alkylated under 

denaturing/reducing conditions and subjected to digestion with trypsin or endoprotease 

AspN. The assignment of each signal to the corresponding peptide was obtained on the basis of its 

mass value, protease specificity and protein sequence. aPeptide occurring as 

carboxamidomethylated species. 

 

Trypsin Endoprotease AspN 

MH+ (m/z) Peptide MH+ (m/z) Peptide 

690.37 171-176 701.42 5-10 

857.46 196-202 a 718.36 136-141 

859.48 188-195 1074.6 11-19 

879.45 1-7 1103.61 126-135 

891.45 31-38 1134.61 157-167 

1034.56 8-16 1273.71 168-178 

1117.59 129-138 1418.83 29-41 

1212.73 73-84 1635.84 48-60 

1298.68 95-107 1667.95 214-228 

1446.74 45-56 1835.94 48-62 

1605.87 24-38 or 59-72 2031.1 11-28 

1862.02 57-72 2652.47 100-125 a 

1936.02 203-219 3294.89 179-208 a 

2210.26 108-128 a 3471.02 48-77 

2381.24 85-107 3489.88 92-125 a 

2429.33 17-38   

3175.69 203-230   

3362.65 139-170 a   

3489.86 95-128   

 

 

 


