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Figure S1. Fluorescence spectra from Hepes buffer solutions (25 mM, pH 8.0) containing (a)
CCP-1 (0.25 pM), (b) CCP-1 (0.25 uM), SAP (0.17 U/mL), (c) CCP-1 (0.25 uM), Taq (0.21
U/mL), (d) CCP-1 (0.25 uM), SAP (0.17 U/mL) and Taq (0.21 U/mL). The excitation
wavelength was 380 nm.
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Figure S2. Fluorescence spectra (a-c) from solutions containing CCP-1 and single nucleotide
base extension products of methylated plasmid and unmethylated plasmid using
unmethylation-specific probes in 1 mL of HEPES buffer solution (25 mM, pH 8). The probes
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used in extension reactions were p16-1n for site 1, p16-2n for site 2 and p16-3n for site 3. The
amount: 0.67 pmol probe, 1.67 pmol dGTP-FI, [CCP-1] = 0.25 uM in RUs. The excitation
wavelength is 380 nm.

1 attcaagage taacaggtat tagettagga tgtgtggeac tgticttaag gettatatgt
61 attaatacat catttaasact cacaacaacc cctataaagc agggggeact catattccct
121 teccecctta taattacgaa aaatgcaagg tattttcagt aggaaagaga aatgtgagaa
181 gtgtgaagga gacaggacag tatttigaage tggtctttgg atcactgtge aactctgett
241 ctagaacact gagcactttt tctggtctag gaattatgac tttgagaatg gagtccgtce
301 ttccaatgac tcccteccca ttttectate tgectacagg cagaattete cccegtecgt
361 attaaatasa ccteatettt tcagagtetg ctcttatace aggeaatgta cacgtctgag
421 aaacccttge cccagacage cgttttacac geaggaggee aagggpageg gaaggagaga
481 gcagtccgac tctccaaaag gaatccttig aactagggtt tctgacttag tgaacccege
541 gctcctgaaa atcaagggtt gagggegtag geggacactt tcttagtcgt acaggtgatt
601 tegatticte ggiggeecte Toaceacial gasagastag Littgetitt tettatgatt
661 aaaageagaa gccatacttt ccctatgaca ccaaacacce cgattcaatt tggeagttag
721 gaaggttgta tcgeggagga aggaaacggy gcgEgggcgg atttcttttt aacagagtga
781 acgcactcaa acacgccttt gectggecagge gggggagege ggoctgggage agggaggecg
841 gagggcggte tggggEgEcag gtgEggagga geccagtcet ccttccttge caacgetgge
901 tetggegage gctgctmagccc ccgegggaga cecaacctgg ggegacttea
961 ggegtgecac attllctaag tgetcggagt taatagcace tcctcegage actegeteac
1021 agegteceet tgectggaaa gataclGegg tecctecaga ggatttgage gacagegt(G
1081 gagggggctc ttccgecage accggaggas gaaagaggag gggctggctg gtcaccagag
1141 ggtggzeceg accgagtgcg ctcggcgget gepgagagge gtagagcagg CAECEEECEE
lzﬂlmﬂg catggagecg geEgCEERRA geageatgga gecttegget gactggetgy
1261 ccacggecge gg -
Scheme-S1. The sequence of the p/6 promoter region of human colon cancer cell line HT29
containing the three methylated CpG sites and the positions of first and second rounds of PCR.
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