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y Table 1:

File MSn Reference MH+ DeltaM(abs) | z log(Prob) XC DeltaCn Sp RSp lons Count| D Ascore
IMAC_SDSPAGE_1.RAW 571 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 -1.68 2 -5.9 2.9 0.5 266.5 5 0.6 6 5.0 28.8
IMAC_SDSPAGE_1.RAW 572 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 -1.95 2 9.7 2.7 0.3 985.2 1 0.8 6 3.8 47.9
IMAC_SDSPAGE_10.RAW [ 340 [MS2 YRsPYSGPK Q14498|RBM39_HUMAN RNA-binding protein 39 (RNA-binding motif protein 39) (RNA-b 1134.5 0.25 2 0.0 1.9 0.2 416.7 1 0.7 4 2.7 6.5
IMAC_SDSPAGE_10.RAW [ 341 [MS3 YRsPYSGPK Q14498|RBM39_HUMAN RNA-binding protein 39 (RNA-binding motif protein 39) (RNA-b 1036.5 0.36 2 0.0 24 0.3 933.4 1 0.8 4 4.1 48.6
IMAC_SDSPAGE_10.RAW | 368 [MS2 RDYDDMsPR P61978|HNRPK_HUMAN Heterogeneous nuclear ribonucleoprotein K (hnnRNP K) (Transf 1234.5 0.89 2 2.4 1.3 0.1 527.2 2 0.8 6 0.2 37.0
IMAC_SDSPAGE_10.RAW | 369 [MS3 RDYDDMsPR P61978|HNRPK_HUMAN Heterogeneous nuclear ribonucleoprotein K (hnRNP K) (Transfo 1136.5 0.42 2 -8.5 2.0 0.1 865.3 1 0.9 6 2.2 29.7
IMAC_SDSPAGE_10.RAW [ 380 [MS2 ATAPQTQHVsPMR P29692|EF1D_HUMAN Elongation factor 1-delta (EF-1-delta) (Antigen NY-CO-4). 1503.7 0.21 2 -6.1 1.7 0.3 463.2 1 0.7 5 2.7 84.2
IMAC_SDSPAGE_10.RAW [ 381 [MS3 ATAPQTQHVsPMR P29692|EF1D_HUMAN Elongation factor 1-delta (EF-1-delta) (Antigen NY-CO-4). 1405.7 0.25 2 -13.9 2.0 0.2 488.5 1 0.7 5 2.7 60.3
IMAC_SDSPAGE_10.RAW [ 391 [MS2 KLsLSEGK Q49A26|NP60_HUMAN Nuclear protein NP60 (Nuclear protein of 60 kDa) (3-hydroxyis 941.5 0.51 2 0.0 1.5 0.4 258.1 1 0.7 0 3.8 11.1
IMAC_SDSPAGE_10.RAW [ 392 [MS3 KLsLSEGK Q49A26|NP60_HUMAN Nuclear protein NP60 (Nuclear protein of 60 kDa) (3-hydroxyi 843.5 0.62 2 0.0 1.9 0.0 334.6 5 0.8 0 1.4 13.1
IMAC_SDSPAGE_10.RAW | 420 [ms2 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1505.7 0.12 2 -0.1 19 0.2 474.7 1 0.8 3 26 1000.0
IMAC_SDSPAGE_10.RAW [ 421 [MS3 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1407.8 0.21 2 0.0 2.3 0.1 922.0 1 0.8 3 24 1000.0
IMAC_SDSPAGE_10.RAW [ 423 [MS2 RLSSTsLASGHSVR Q9BZL6|KPCD2_HUMAN Serine/threonine-protein kinase D2 (EC 2.7.11.13) (nPKC-D2) 1537.7 -0.19 3 -3.6 2.2 0.1 362.1 3 0.4 2 1.6 21.0
IMAC_SDSPAGE_10.RAW | 424 [MS3 RLSSTsLASGHSVR Q9BZL6|KPCD2_HUMAN Serine/threonine-protein kinase D2 (EC 2.7.11.13) (nPKC-D2). 1439.8 0.34 3 -8.0 2.6 0.0 1931.6 1 0.6 2 2.1 25.0
IMAC_SDSPAGE_10.RAW [ 432 [MS3 RISHEGSPVKPVAIR Q96118|LRCH3_HUMAN Leucine-rich repeat and calponin homology domain-containing 1628.0 -0.70 3 -9.4 4.3 0.2 2082.3 1 0.6 0 4.6 43.8
IMAC_SDSPAGE_10.RAW [ 434 [MS2 SGLTVPtSPKGR Q53EL6|PDCD4_HUMAN Programmed cell death protein 4 (Nuclear antigen H731-like)( 1279.6 0.22 2 0.0 1.9 0.1 998.7 1 0.6 1 1.4 0.0
IMAC_SDSPAGE_10.RAW | 435 [MS3 SGLTVPTsPKGR Q53EL6|PDCD4_HUMAN Programmed cell death protein 4 (Nuclear antigen H731-like) 1181.7 0.29 2 0.0 1.0 0.1 269.1 4 0.7 1 -1.0 9.8
IMAC_SDSPAGE_10.RAW | 437 [MS2 FLSHSTDsLNK QIY5TB|AKP13_HUMAN A-kinase anchor protein 13 (AKAP 13) (Protein kinase A-ancho 1328.6 0.13 2 -4.1 2.3 0.1 441.4 1 0.7 3 25 0.0
IMAC_SDSPAGE_10.RAW | 438 [MS3 FLSHsTDSLNK QIY5T6|AKP13_HUMAN A-kinase anchor protein 13 (AKAP 13) (Protein kinase A-ancho 1230.6 0.35 2 -7.4 1.4 0.1 247.6 1 0.7 3 0.9 9.1
IMAC_SDSPAGE_10.RAW | 486 [MS3 NSATFKsFEDR 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1283.6 0.25 2 9.4 2.3 0.3 600.1 1 0.8 9 3.6 49.8
IMAC_SDSPAGE_10.RAW | 487 [MS2 GRLsPVPVPR Q9UKMI|RALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1157.6 0.64 2 0.0 1.7 0.1 706.6 1 0.9 5 1.0 1000.0
IMAC_SDSPAGE_10.RAW | 488 [MS3 GRLsPVPVPR QYUKMIRALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1059.7 0.28 2 0.0 23 0.2 1215.3 1 0.8 5 3.4 1000.0
IMAC_SDSPAGE_10.RAW [ 518 [MS2 SStPLPTISSSAENTR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 1727.8 0.29 2 -7.6 3.3 0.4 826.5 2 0.6 3 4.9 16.0
IMAC_SDSPAGE_10.RAW [ 559 [MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 -1.81 2 -5.3 2.4 0.3 551.5 1 0.8 6 3.4 71.8
IMAC_SDSPAGE_10.RAW [ 560 [MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 -1.74 2 -15.1 2.4 0.3 655.7 1 0.8 6 34 54.6
IMAC_SDSPAGE_10.RAW [ 586 [MS2 SNsVEKPVSSILSR Q9UIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.8 0.07 2 -4.9 1.2 0.0 251.4 6 0.6 1 -0.7 11.5
IMAC_SDSPAGE_10.RAW | 587 [MS3 SNsVEKPVSSILSR Q9UI08|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 1484.8 0.12 2 -16.1 1.1 0.2 772.5 1 0.8 1 0.9 10.8
IMAC_SDSPAGE_10.RAW | 599 [Ms2 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1462.6 0.32 2 95 3.1 0.1 680.5 1 07 5 35 423
IMAC_SDSPAGE_10.RAW | 600 [Ms3 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP- 1364.6 0.24 2 6.0 29 0.3 1092.0 2 0.6 5 48 13.1
IMAC_SDSPAGE_10.RAW [ 639 [MS2 NSATFKsFEDRVGTIK 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1879.9 -1.17 3 -3.5 2.0 0.4 212.7 1 0.4 9 3.9 284
IMAC_SDSPAGE_10.RAW [ 640 [MS3 NSATFKSFEDRVGTIK 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1781.9 -0.09 3 -11.5 2.9 0.1 463.6 1 0.4 9 3.3 53.3
IMAC_SDSPAGE_10.RAW | 656 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.20 2 05 3.1 0.5 1149.4 1 07 8 6.0 347
IMAC_SDSPAGE_10.RAW [ 657 [MS2 AAARLSLtDPLVAER P13224|GP1BB_HUMAN Platelet glycoprotein Ib beta chain precursor (GP-Ib beta) 1662.9 0.12 2 -3.7 1.8 0.2 426.0 2 0.6 0 2.0 8.9
IMAC_SDSPAGE_10.RAW [ 658 [MS3 AAARLSLTDPLVAER P13224|GP1BB_HUMAN Platelet glycoprotein Ib beta chain precursor (GP-Ib beta) 1564.9 0.04 2 -9.9 1.7 0.0 454.2 2 0.6 0 0.4 8.6
IMAC_SDSPAGE_10.RAW [ 680 [MS3 GsPHYFSPFRPY Q13242|SFRS9_HUMAN Splicing factor, arginine/serine-rich 9 (Pre-mRNA-splicing f 1436.7 0.12 2 -7.5 2.8 0.3 1179.6 1 0.7 1 4.6 46.0
IMAC_SDSPAGE_10.RAW [ 688 [MS2 ASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyo 1812.8 0.12 2 0.0 3.5 0.4 596.1 2 0.6 0 5.3 39.2
IMAC_SDSPAGE_10.RAW | 689 [MS3 ASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1714.8 0.01 2 0.0 2.0 0.1 211.9 1 0.6 0 1.7 22.6
IMAC_SDSPAGE_10.RAW [ 708 [MS2 KKsPNELVDDLFK QYUNZ2|NSF1C_HUMAN NSFL1 cofactor p47 (p97 cofactor p47). 1612.8 0.12 2 0.0 3.0 0.4 845.6 1 0.8 5 5.4 1000.0
IMAC_SDSPAGE_10.RAW | 759 [ms2 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1462.6 1.14 2 -0.9 19 0.0 204.4 1 0.5 5 1.0 46
IMAC_SDSPAGE_10.RAW | 760 [MsS3 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1364.6 0.38 2 62 26 0.0 1009.5 1 07 5 23 13.1
IMAC_SDSPAGE_10.RAW | 785 [MS2 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2109.7 0.16 2 -8.6 3.1 0.6 941.3 1 0.5 5 6.5 1000.0
IMAC_SDSPAGE_11.RAW [ 240 [MS2 IDASKNEEDEGHSNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 2051.8 1.97 3 0.0 22 0.0 1017.9 2 0.4 0 0.8 8.1
IMAC_SDSPAGE_11.RAW | 241 [MS3 IDASKNEEDEGHSNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 1953.9 0.27 3 0.0 1.2 0.2 315.8 7 0.4 0 0.7 0.0
IMAC_SDSPAGE_11.RAW [ 355 [MS3 YRsPYSGPK Q14498|RBM39_HUMAN RNA-binding protein 39 (RNA-binding motif protein 39) (RNA-b 1036.5 0.29 2 0.0 24 0.3 905.0 1 0.8 4 4.2 42.1
IMAC_SDSPAGE_11.RAW | 387 [MS2 EELRNQLLNVDLtK Q9Y592|CCD41_HUMAN Coiled-coil domain-containing protein 41 (Renal carcinoma a 1764.9 0.63 3 0.0 27 0.2 619.3 4 0.4 3 2.9 1000.0
IMAC_SDSPAGE_11.RAW [ 400 [MS2 MHEGDEGPGHHHKPGLGEG tP P06702|S10A9_HUMAN Protein S100-A9 (S100 calcium-binding protein A9) (Calgranul 2255.9 -0.63 3 -2.0 3.3 0.5 619.0 1 0.3 0 5.7 1000.0
IMAC_SDSPAGE_11.RAW [ 401 [MS3 MHEGDEGPGHHHKPGLGEG tP P06702|S10A9_HUMAN Protein S$100-A9 (S100 calcium-binding protein A9) (Calgranu 2158.0 -0.52 3 -11.2 3.1 0.4 521.4 2 0.3 0 4.8 1000.0
IMAC_SDSPAGE_11.RAW | 454 [MS2 YHGHSMSDPGVsYR P29803|ODPAT_HUMAN Pyruvate dehydrogenase E1 component subunit alpha, testis-sp 1672.7 0.15 2 0.0 1.9 0.0 487.5 1 0.7 8 1.1 15.5
IMAC_SDSPAGE_11.RAW [ 455 [MS3 YHGHSMsDPGVSYR P29803|ODPAT_HUMAN Pyruvate dehydrogenase E1 component subunit alpha, testis-sp 1574.7 0.79 2 0.0 2.4 0.5 289.4 1 0.5 8 5.0 18.0
IMAC_SDSPAGE_11.RAW [ 492 [MS2 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1738.8 0.38 2 0.0 2.1 0.4 286.9 1 0.5 0 3.8 55.1
IMAC_SDSPAGE_11.RAW [ 493 [MS3 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1640.8 0.15 2 0.0 0.9 0.2 97.6 12 0.3 0 -0.2 12.0
IMAC_SDSPAGE_11.RAW [ 553 [MS2 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1562.8 -0.29 3 -1.5 2.2 0.4 998.0 1 0.5 4 4.0 85.8
IMAC_SDSPAGE_11.RAW [ 554 [MS3 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1464.9 0.12 3 -10.3 2.8 0.4 1522.6 1 0.6 4 5.2 106.1
IMAC_SDSPAGE_11.RAW [ 583 [MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 -0.03 2 -2.8 3.2 0.4 576.1 1 0.8 6 5.4 66.0
IMAC_SDSPAGE_11.RAW | 584 [MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.12 2 -9.9 2.7 0.3 712.2 1 0.7 6 4.5 51.5
IMAC_SDSPAGE_11.RAW [ 606 [MS2 NRtPSDVKELVLDNSR P39687]AN32A_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member 1922.9 0.90 3 -7.9 29 0.4 1351.2 2 0.4 6 5.0 9.7
IMAC_SDSPAGE_11.RAW [ 607 [MS3 NRtPSDVKELVLDNSR P39687|AN32A_HUMAN Acidic leucine-rich nuclear phosphoprotein 32 family member 1825.0 0.07 3 -10.3 21 0.3 529.4 2 0.3 6 3.5 10.2
IMAC_SDSPAGE_11.RAW [ 683 [MS2 KsPRPAGPQLFLPDPDPQR Q9BUHG|CI142_HUMAN Uncharacterized protein C9orf142. 2196.1 -1.07 3 0.0 4.0 0.3 801.3 1 0.4 0 5.0 1000.0
IMAC_SDSPAGE_11.RAW | 692 [ms2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.12 2 -0.1 33 05 942.4 1 0.6 8 6.5 326
IMAC_SDSPAGE_11.RAW [ 741 [MS2 KKsPNELVDDLFK QYUNZ2|NSF1C_HUMAN NSFL1 cofactor p47 (p97 cofactor p47). 1612.8 0.02 2 0.0 2.2 0.5 219.7 1 0.6 5 5.1 1000.0
IMAC_SDSPAGE_11.RAW | 759 [ms2 KQsLGELIGTLNAAK P60174|TPIS_HUMAN Triosephosphate isomerase (EC 5.3.1.1) (TIM) (Triose-phosphat 1622.9 -0.93 2 111 40 0.6 748.7 1 0.8 2 7.4 741
IMAC_SDSPAGE_11.RAW [ 760 [MS3 KQsLGELIGTLNAAK P60174|TPIS_HUMAN Triosephosphate isomerase (EC 5.3.1.1) (TIM) (Triose-phosphat 1524.9 0.02 2 -21.0 3.1 0.4 1378.0 1 0.8 2 5.4 61.4
IMAC_SDSPAGE_11.RAW | 783 [MS3 LVSFHDDsDEDLLHI P11717|MPRI_HUMAN Cation-independent mannose-6-phosphate receptor precursor (Cl 1736.8 0.06 2 -14.4 3.0 0.5 584.9 1 0.6 1 6.1 33.6
IMAC_SDSPAGE_11.RAW [ 813 [MS2 RMssLVGPTQSFFMR P11836|CD20_HUMAN B-lymphocyte antigen CD20 (Membrane-spanning 4-domains subfam 1903.8 -0.08 2 -10.7 4.2 0.3 787.3 1 0.6 1 5.6 28.7
IMAC_SDSPAGE_11.RAW | 814 [MS3 RMssLVGPTQSFFMR P11836|CD20_HUMAN B-lymphocyte antigen CD20 (Membrane-spanning 4-domains subfa 1805.8 0.04 2 -4.1 23 0.1 154.1 2 0.4 1 2.4 25.9
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IMAC_SDSPAGE_11.RAW [ 826 [MS2 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2109.7 0.08 2 -9.2 2.8 0.6 507.8 1 0.5 5 6.5 1000.0
IMAC_SDSPAGE_11.RAW [ 881 [MS2 SIRLPETIDLGALYLSMKDTEK P08567|PLEK_HUMAN Pleckstrin (Platelet p47 protein). 2573.3 -0.67 3 -13.9 2.7 0.3 220.5 1 0.4 2 3.7 37.9
IMAC_SDSPAGE_11.RAW [ 882 [MS3 SIRLPETIDLGALYLSMKDTEK P08567|PLEK_HUMAN Pleckstrin (Platelet p47 protein). 2475.3 -0.93 3 -24.8 6.5 0.1 3657.4 1 0.5 2 4.3 64.1
IMAC_SDSPAGE_11.RAW [ 917 [MS2 AMGIMNSFVNDIFERIASEAsR Q99880|H2B1L_HUMAN Histone H2B type 1-L (H2B.c) (H2B/c). 2618.1 1.37 3 0.0 3.0 0.3 549.9 1 0.2 2 3.7 57.1
IMAC_SDSPAGE_12.RAW [ 315 [MS2 RLsQPESAEK Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1224.6 0.29 2 -8.0 1.6 0.2 616.1 1 0.8 1 2.0 39.7
IMAC_SDSPAGE_12.RAW | 316 [MS3 RLsQPESAEK QI9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1126.6 0.46 2 -6.6 1.9 0.2 710.5 1 0.8 1 2.8 38.0
IMAC_SDSPAGE_12.RAW [ 517 [MS2 GRLsPVPVPR QYUKMI|RALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1157.6 0.29 2 -0.2 1.7 0.1 514.5 1 0.8 5 1.2 1000.0
IMAC_SDSPAGE_12.RAW [ 518 [MS3 GRLsPVPVPR QYUKMIRALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1059.7 0.31 2 0.0 23 0.3 1226.6 1 0.8 5 4.0 1000.0
IMAC_SDSPAGE_12.RAW [ 533 [MS2 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripar 1444.6 0.25 2 0.0 21 0.3 335.2 1 0.7 0 3.2 17.7
IMAC_SDSPAGE_12.RAW [ 534 [MS3 SRSGEGEVsGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1346.7 0.07 2 0.0 2.4 0.0 771.8 2 0.8 0 2.0 19.1
IMAC_SDSPAGE_12.RAW | 547 [MS2 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1704.7 0.09 2 -10.8 21 0.3 547.8 1 0.7 3 34 55.0
IMAC_SDSPAGE_12.RAW | 548 [MS3 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1606.8 0.14 2 -8.0 14 0.2 446.5 1 0.6 3 1.6 18.2
IMAC_SDSPAGE_12.RAW [ 592 [MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 0.71 2 -3.6 3.2 0.4 560.1 1 0.8 6 5.3 75.8
IMAC_SDSPAGE_12.RAW [ 593 [MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.14 2 -11.6 2.5 0.3 737.3 1 0.7 6 4.1 58.8
IMAC_SDSPAGE_12.RAW [ 622 [MS2 SNsVEKPVSSILSR Q9UIO8|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.8 0.20 2 -3.3 1.4 0.0 226.0 10 0.6 1 -0.3 11.1
IMAC_SDSPAGE_12.RAW [ 623 [MS3 SNsVEKPVSSILSR QIUIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1484.8 0.54 2 -17.3 1.0 0.3 4701 2 0.7 1 0.7 9.7
IMAC_SDSPAGE_12.RAW [ 633 [MS2 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1271.6 0.09 2 -2.2 0.9 0.1 249.6 1 0.7 0 -0.5 2.1
IMAC_SDSPAGE_12.RAW | 634 [MS3 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid horm 1173.7 0.19 2 -7.7 2.0 0.0 529.2 2 0.8 0 1.2 19.1
IMAC_SDSPAGE_12.RAW | 693 |Ms2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.8 0.16 2 0.0 3.1 0.5 825.7 1 0.6 8 6.5 32,6
IMAC_SDSPAGE_2.RAW | 433 |MS2 RLsQPESAEK QI9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1224.6 0.32 2 -7.3 1.8 0.2 783.9 1 0.9 1 2.8 50.3
IMAC_SDSPAGE_2.RAW 434 |MS3 RLsQPESAEK Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1126.6 0.34 2 -6.7 2.0 0.2 761.4 1 0.8 1 3.0 25.7
IMAC_SDSPAGE_2.RAW | 589 |MS2 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1508.7 0.16 2 -4.2 0.9 0.2 337.6 1 0.6 0 0.1 1000.0
IMAC_SDSPAGE_2.RAW 590 |MS3 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1410.7 0.11 2 -7.2 1.7 0.1 333.3 1 0.6 0 1.4 1000.0
IMAC_SDSPAGE_2.RAW 615 |MS2 GRLsPVPVPR QYUKMZIRALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1157.6 0.21 2 0.0 1.7 0.1 662.1 1 0.8 5 1.5 1000.0
IMAC_SDSPAGE_2.RAW 616 |MS3 GRLsPVPVPR QYUKMI|RALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1059.7 0.26 2 0.0 2.4 0.3 1209.9 1 0.8 5 4.2 1000.0
IMAC_SDSPAGE_2.RAW 641 |MS2 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1704.7 0.10 2 -1.7 1.9 0.2 571.0 1 0.7 3 2.6 50.5
IMAC_SDSPAGE_2.RAW 642 |MS3 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1606.8 0.13 2 -12.1 1.3 0.2 417.0 1 0.7 3 1.2 19.7
IMAC_SDSPAGE_2.RAW | 646 |MS2 KPSGLNGEASKsQEMVHLVNK Q16208/CD44_HUMAN CD44 antigen precursor (Phagocytic glycoprotein 1) (PGP-1) (H 2333.1 0.15 3 3.7 43 0.2 780.8 1 04 6 4.4 34.8
IMAC_SDSPAGE_2.RAW | 647 [ms3 KPSGLNGEASKsQEMVHLVNK Q16208|CD44_HUMAN CD44 antigen precursor (Phagocytic glycoprotein I) (PGP-1) (H 2235.2 -0.68 3 82 3.9 0.1 12015 1 0.4 6 34 44.2
IMAC_SDSPAGE_2.RAW 670 |MS3 LPDFKLYyKANQNtYR QB6ZVF4|Q6ZVF4_HUMAN cDNA FLJ42639 fis, clone BRACE3024662. 2194.0 -1.66 3 0.0 2.7 0.2 315.5 4 0.2 0 24 7.7
IMAC_SDSPAGE_2.RAW 682 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.01 2 -11.6 2.8 0.3 923.5 1 0.8 6 4.4 54.6
IMAC_SDSPAGE_2.RAW | 784 |Ms2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.17 2 0.0 2.7 04 941.1 1 07 8 4.8 443
IMAC_SDSPAGE_3.RAW 157 |MS2 KRSPsPSPtPEAK Q8TAQ2|SMRC2_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator 1541.7 0.16 2 0.0 2.1 0.0 227.3 9 0.6 2 1.2 7.3
IMAC_SDSPAGE_3.RAW 158 |MS3 KRsPSPsPTPEAK QB8TAQ2|SMRC2_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator 1443.7 0.38 2 0.0 14 0.1 231.1 3 0.6 2 0.1 7.0
IMAC_SDSPAGE_3.RAW 282 |MS2 RLsQPESAEK Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1224.6 0.34 2 -7.7 1.6 0.2 664.0 1 0.8 1 1.9 37.0
IMAC_SDSPAGE_3.RAW | 283 |MS3 RLsQPESAEK QI9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1126.6 0.43 2 -7.7 2.0 0.2 745.3 1 0.8 1 2.7 30.4
IMAC_SDSPAGE_3.RAW 361 |MS2 RDSELGPGVK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated ant 1137.5 0.21 2 -2.6 2.3 0.4 193.3 10 0.7 1 4.3 1000.0
IMAC_SDSPAGE_3.RAW 362 |MS3 RDSELGPGVK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 1039.6 0.35 2 -6.9 1.9 0.4 900.8 1 0.9 1 4.2 1000.0
IMAC_SDSPAGE_3.RAW | 401 [ms2 KSQAKIVIGLDNVAGVsVTsLK Q9UBC5|MYO1A_HUMAN Myosin-la (Brush border myosin I) (BBM-I) (BBMI) (Myosin | 2387.2 -1.04 3 0.0 25 0.4 195.5 4 0.2 0 3.5 5.0
IMAC_SDSPAGE_3.RAW 431 |MS2 SGPKPFSAPKPQTsPSPK Q01518|CAP1_HUMAN Adenylyl cyclase-associated protein 1 (CAP 1). 1917.9 -1.18 3 0.0 2.9 0.0 610.7 1 0.3 1 2.1 15.8
IMAC_SDSPAGE_3.RAW 460 |MS2 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1508.7 0.17 2 -1.7 1.2 0.2 363.8 1 0.7 0 0.7 1000.0
IMAC_SDSPAGE_3.RAW | 461 |MS3 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1410.7 0.16 2 -7.9 1.7 0.1 218.6 5 0.5 0 1.1 1000.0
IMAC_SDSPAGE_3.RAW 463 | MS2 SKtPTGPELDTSYK Q9UJO7|SYNE1_HUMAN Nesprin-1 (Nuclear envelope spectrin repeat protein 1) (Syna 1603.7 -1.64 2 0.0 24 0.0 706.2 1 0.6 5 1.3 18.1
IMAC_SDSPAGE_3.RAW | 464 |MS3 SK{PTGPELDTSYK Q9UJO7|SYNE1_HUMAN Nesprin-1 (Nuclear envelope spectrin repeat protein 1) (Syn 1505.8 -1.78 2 -0.1 1.8 0.3 248.6 16 0.4 5 1.6 4.7
IMAC_SDSPAGE_3.RAW 488 |MS2 GRLsPVPVPR Q9UKMI|RALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yello 1157.6 0.66 2 0.0 1.7 0.1 269.0 4 0.6 5 0.8 1000.0
IMAC_SDSPAGE_3.RAW 489 |Ms3 GRLsPVPVPR QYUKMIRALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1059.7 0.29 2 0.0 24 0.2 860.0 1 0.8 5 3.4 1000.0
IMAC_SDSPAGE_3.RAW | 491 [ms2 SQEMVHLVNK Q16208|CD44_HUMAN CD44 antigen precursor (Phagocytic glycoprotein I) (PGP-1) (H 1264.6 0.23 2 7.0 238 0.5 317.9 1 0.8 6 6.5 1000.0
IMAC_SDSPAGE_3.RAW | 492 |MS3 SQEMVHLVNK Q16208/CD44_HUMAN CD44 antigen precursor (Phagocytic glycoprotein 1) (PGP-1) (H 1166.6 0.23 2 7.6 24 0.3 992.7 1 0.8 6 4.3 1000.0
IMAC_SDSPAGE_3.RAW 557 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.14 2 -11.6 2.7 0.3 11171 1 0.8 6 4.3 59.7
IMAC_SDSPAGE_3.RAW 564 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 0.15 2 -6.6 3.2 0.4 457.9 1 0.8 6 5.4 70.6
IMAC_SDSPAGE_3.RAW 565 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.14 2 -11.6 2.7 0.3 923.2 1 0.8 6 4.4 55.8
IMAC_SDSPAGE_3.RAW | 582 |MS2 sLVISPPVR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 1047.6 0.11 2 0.0 1.6 0.1 486.7 4 0.6 0 1.3 42.0
IMAC_SDSPAGE_3.RAW 583 |MS3 sLVISPPVR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 949.6 0.52 2 0.0 1.1 0.2 308.5 8 0.6 0 0.5 65.1
IMAC_SDSPAGE_3.RAW | 620 |MS2 IDIsPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1115.5 0.17 2 -8.4 2.1 0.2 1184.0 1 0.9 0 3.1 33.0
IMAC_SDSPAGE_3.RAW 621 |MS3 IDIsPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid horm 1017.6 0.71 2 -5.3 1.5 0.1 376.1 3 0.8 0 0.8 17.6
IMAC_SDSPAGE_3.RAW | 657 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.11 2 52 3.1 05 11435 1 07 8 6.1 36.8
IMAC_SDSPAGE_3.RAW | 658 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1514.8 0.18 2 9.9 18 0.4 720.9 1 0.7 8 3.6 84.1
IMAC_SDSPAGE_4.RAW 413 |MS3 AsDLEDEESAAR Q86VM9|ZCH18_HUMAN Zinc finger CCCH domain-containing protein 18 (Nuclear prote 1274.6 -1.92 2 -7.2 3.0 0.4 11567.7 1 0.8 0 4.9 66.7
IMAC_SDSPAGE_4.RAW 466 | MS2 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1508.7 -0.05 2 -2.2 0.9 0.4 326.2 1 0.6 0 1.4 1000.0
IMAC_SDSPAGE_4.RAW | 467 |MS3 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1410.7 -0.14 2 -8.7 1.7 0.1 2379 9 0.5 0 1.4 1000.0
IMAC_SDSPAGE_4.RAW 564 | MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 0.07 2 -9.0 3.3 0.4 695.6 1 0.8 6 5.7 70.3
IMAC_SDSPAGE_4.RAW 565 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 -0.19 2 -17.5 2.8 0.3 1037.2 1 0.8 6 4.8 52.8
IMAC_SDSPAGE_4 RAW | 664 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.8 0.02 2 6.0 3.1 0.5 1097.7 1 0.7 8 6.0 454
IMAC_SDSPAGE_4.RAW | 665 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 -0.05 2 -15.9 1.8 0.2 964.5 1 08 8 23 956
IMAC_SDSPAGE_5.RAW 338 |MS2 RDSELGPGVK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated ant 1137.5 0.18 2 0.0 2.4 0.5 280.4 2 0.7 1 5.4 1000.0
IMAC_SDSPAGE_5.RAW 339 |Ms3 RDSELGPGVK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 1039.6 0.26 2 0.0 2.2 0.4 1048.0 1 0.9 1 4.5 1000.0
IMAC_SDSPAGE_5.RAW 379 |MSs2 RYsPPIQR Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-relate 1096.5 0.61 2 -1.2 1.7 0.5 309.6 20 0.8 1 3.7 22.6

Pagina 2 de 15




Supplementarylnformation_TABLE.xls

Carrascal et al. 2008

IMAC_SDSPAGE_5.RAW 380 |MS3 RYsPPIQR Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-related 998.6 0.20 2 -4.7 1.9 0.3 7721 1 0.9 1 3.5 10.2
IMAC_SDSPAGE_5RAW | 405 |MS2 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1505.7 0.07 2 43 23 0.2 478.1 1 08 3 34 1000.0
IMAC_SDSPAGE_5.RAW | 406 |MS3 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1407.8 0.08 2 7.2 24 0.1 988.9 1 0.8 3 27 1000.0
IMAC_SDSPAGE_5.RAW 410 |Ms2 TPtPEPAEVETR QYUHY1|NRBP_HUMAN Nuclear receptor-binding protein. 1406.6 1.05 2 0.0 1.9 0.1 331.2 2 0.6 0 1.7 18.3
IMAC_SDSPAGE_5.RAW 411 |MS3 TPtPEPAEVETR Q9UHY1|NRBP_HUMAN Nuclear receptor-binding protein. 1308.7 0.49 2 0.0 1.8 0.0 561.8 1 0.7 0 1.0 8.0
IMAC_SDSPAGE_5.RAW | 421 |MS2 ASAVSELsPR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1096.5 0.15 2 -4.1 2.0 0.3 985.8 1 0.7 4 3.7 57.3
IMAC_SDSPAGE_5.RAW 422 |MS3 ASAVSELsPR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid horm 998.5 0.32 2 -7.3 1.4 0.2 667.1 2 0.9 4 1.7 43.8
IMAC_SDSPAGE_5.RAW | 447 |MS2 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1508.7 0.05 2 -3.2 1.1 0.1 302.9 1 0.6 0 0.3 1000.0
IMAC_SDSPAGE_5.RAW 448 |MS3 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1410.7 0.07 2 -12.9 1.5 0.2 296.9 1 0.6 0 2.0 1000.0
IMAC_SDSPAGE_5.RAW 471 |MS2 AQGEPVAGHEsPKIPYEK Q8I1ZH4|SC31A_HUMAN Protein transport protein Sec31A (SEC31-related protein A) 2016.9 -0.79 3 0.0 2.3 0.4 218.9 17 0.2 0 3.7 9.5
IMAC_SDSPAGE_5.RAW 473 |MS2 VPKPEPIPEPKEPsPEK Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-related 1978.0 -0.88 3 -12.2 3.2 0.3 572.7 1 0.4 1 4.7 1000.0
IMAC_SDSPAGE_5.RAW 474 |MS3 VPKPEPIPEPKEPsPEK Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-relate 1880.0 -0.41 3 -10.3 2.8 0.1 732.7 8 0.4 1 24 1000.0
IMAC_SDSPAGE_5.RAW 483 |MS3 NPEDKSPQLSLSPRPAsPK Q9BURS|WIZ_HUMAN Protein Wiz (Widely-interspaced zinc finger-containing protei 2030.1 -1.27 3 -8.3 3.0 0.2 540.3 5 0.3 1 2.8 16.9
IMAC_SDSPAGE_5.RAW 493 |MS2 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripar 1444.6 0.06 2 -0.3 2.2 0.2 238.4 1 0.7 0 3.2 18.5
IMAC_SDSPAGE_5.RAW 494 |MS3 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1346.7 0.03 2 -0.2 2.5 0.0 949.9 2 0.8 0 21 9.3
IMAC_SDSPAGE_5.RAW 506 | MS2 SStPLPTISSSAENTR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 1727.8 -0.03 2 -7.5 24 0.4 477.6 2 0.5 3 4.2 16.6
IMAC_SDSPAGE_5.RAW 516 |MS3 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1464.9 -0.03 3 -9.7 2.8 0.4 1387.2 1 0.5 4 4.9 123.4
IMAC_SDSPAGE_5.RAW 519 |MS3 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1464.9 -0.05 2 -5.0 2.6 0.3 589.1 1 0.7 4 4.1 57.3
IMAC_SDSPAGE_5.RAW 545 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 0.45 2 -5.7 2.5 0.3 540.0 1 0.8 6 4.0 83.0
IMAC_SDSPAGE_5.RAW 546 | MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.07 2 -11.4 2.6 0.3 889.9 1 0.8 6 4.4 44.3
IMAC_SDSPAGE_5.RAW 549 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 -0.08 2 -3.8 2.8 0.3 544.5 1 0.8 6 4.8 51.5
IMAC_SDSPAGE_5.RAW 550 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.04 2 -13.0 2.8 0.2 884.3 1 0.8 6 3.7 52.8
IMAC_SDSPAGE_5.RAW | 565 |MS2 QASIELPSmAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1628.8 0.25 2 3.1 27 0.5 506.8 1 0.5 8 5.4 23.0
IMAC_SDSPAGE_5.RAW 577 |MS2 sNSVEKPVSSILSR Q9UIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.8 -0.04 2 -3.3 14 0.2 264.4 4 0.6 1 1.2 10.4
IMAC_SDSPAGE_5.RAW 578 |MS3 sNSVEKPVSSILSR Q9UIO8|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1484.8 0.02 2 -16.0 1.4 0.2 758.5 2 0.7 1 1.0 10.3
IMAC_SDSPAGE_5RAW | 593 |MSs2 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1462.6 0.79 2 0.0 23 0.0 2794 1 06 5 17 15.7
IMAC_SDSPAGE_5.RAW | 594 |MS3 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP- 1364.6 0.30 2 0.2 27 0.3 994.3 2 0.6 5 41 106
IMAC_SDSPAGE_5.RAW 626 | MS2 TGsYGALAEITASK 014974|MYPT1_HUMAN Protein phosphatase 1 regulatory subunit 12A (Myosin phosph 1448.7 0.64 2 -1.7 28 0.1 577.7 2 0.6 0 29 6.4
IMAC_SDSPAGE_5.RAW 627 |MS3 TGsYGALAEITASK 014974|MYPT1_HUMAN Protein pt 1 regulatory subunit 12A (Myosin phospha 1350.7 0.58 2 -14.2 2.3 0.0 1415.2 1 0.8 0 1.8 19.1
IMAC_SDSPAGE_5RAW | 643 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.08 2 6.4 3.1 0.5 1048.8 1 06 8 6.2 347
IMAC_SDSPAGE_5.RAW | 644 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1514.8 0.12 2 118 18 0.3 856.5 1 0.7 8 27 112.0
IMAC_SDSPAGE_5RAW | 653 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.08 2 438 3.0 0.4 1144.8 1 07 8 5.6 443
IMAC_SDSPAGE_5.RAW | 654 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1514.8 0.09 2 122 17 0.2 640.7 1 0.7 8 17 57.2
IMAC_SDSPAGE_5.RAW | 663 |MS2 RP{LTTFFGR P16150|LEUK_HUMAN Leukosialin precursor (Leukocyte sialoglycoprotein) (Sialopho 1275.6 -0.21 2 0.0 14 0.2 343.1 1 0.6 1 1.7 12.5
IMAC_SDSPAGE_5.RAW 664 |MS3 RPtLTTFFGR P16150|LEUK_HUMAN Leukosialin precursor (Leukocyte sialoglycoprotein) (Sialopho 1177.7 0.03 2 -0.4 1.8 0.3 255.5 1 0.8 1 3.5 33.0
IMAC_SDSPAGE_5.RAW 737 _|MS2 DLLSDLQDIsDSER QINZS5|CD2L1_HUMAN PITSLRE serine/threonine-protein kinase CDC2L1 (EC 2.7.11.22 1685.7 0.26 2 -0.1 28 0.1 561.7 1 0.5 5 2.6 19.1
IMAC_SDSPAGE_6.RAW | 420 |MS2 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1505.7 0.02 2 36 21 0.1 396.5 1 0.7 3 23 1000.0
IMAC_SDSPAGE_6.RAW 421 |MS3 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1407.8 0.44 2 -6.9 2.6 0.1 1197.9 1 0.8 3 25 1000.0
IMAC_SDSPAGE_6.RAW 422 |MS2 AEQsLHDLQER Q13586|STIM1_HUMAN Stromal interaction molecule 1 precursor. 1405.6 -0.03 2 -7.0 21 0.5 310.2 1 0.7 1 5.0 1000.0
IMAC_SDSPAGE_6.RAW 423 |MsS3 AEQsLHDLQER Q13586|STIM1_HUMAN Stromal interaction molecule 1 precursor. 1307.6 0.07 2 -8.6 2.9 0.3 637.6 1 0.8 1 5.2 1000.0
IMAC_SDSPAGE_6.RAW 440 |MS2 ASAVSELsPR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1096.5 0.11 2 -3.4 2.0 0.1 812.3 1 0.7 4 23 61.5
IMAC_SDSPAGE_6.RAW | 441 |MS3 ASAVSELsPR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid horm 998.5 0.11 2 -2.8 1.3 0.1 449.7 4 0.7 4 0.8 26.4
IMAC_SDSPAGE_6.RAW 483 |MS2 KEKtPELPEPSVK Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-related 1561.8 -0.40 3 0.0 3.2 0.3 1277.9 1 0.5 1 5.1 132.6
IMAC_SDSPAGE_6.RAW 487 |MS2 AQGEPVAGHEsPKIPYEK Q8I1ZH4|SC31A_HUMAN Protein transport protein Sec31A (SEC31-related protein A) 2016.9 0.08 3 0.0 2.0 0.5 286.9 5 0.3 0 4.5 10.8
IMAC_SDSPAGE_6.RAW 497 |MS3 NSATFKsFEDR 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1283.6 0.08 2 -7.2 2.3 0.4 423.0 1 0.8 9 4.8 34.8
IMAC_SDSPAGE_6.RAW 516 |MS2 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1444.6 0.05 2 0.0 2.0 0.3 195.6 8 0.5 0 2.8 14.7
IMAC_SDSPAGE_6.RAW 517 |MS3 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1346.7 0.38 2 0.0 2.3 0.3 697.2 2 0.8 0 3.5 27.7
IMAC_SDSPAGE_6.RAW | 518 |MS2 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type I-alpha regulatory subunit 2057.0 0.03 3 -2.6 26 0.1 696.3 1 0.4 3 2.7 19.6
IMAC_SDSPAGE_6.RAW 519 |MS3 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type |-alpha regulatory subuni 1959.0 -0.21 3 -10.1 2.9 0.1 855.7 2 0.4 3 3.0 17.7
IMAC_SDSPAGE_6.RAW 529 |MsS3 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1464.9 -0.12 3 -10.0 3.1 0.3 1778.7 1 0.6 4 4.6 134.8
IMAC_SDSPAGE_6.RAW 569 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 -0.03 2 -10.0 2.6 0.3 511.6 1 0.8 6 4.3 70.3
IMAC_SDSPAGE_6.RAW 570 |MsS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.00 2 -15.9 2.5 0.3 880.8 1 0.8 6 4.1 49.7
IMAC_SDSPAGE_6.RAW 583 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 0.01 2 -11.5 2.9 0.4 249.4 2 0.6 6 5.5 51.4
IMAC_SDSPAGE_6.RAW 584 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.05 2 -10.9 2.7 0.3 835.7 1 0.8 6 4.8 65.1
IMAC_SDSPAGE_6.RAW | 611 |MS2 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1462.6 0.14 2 8.9 29 0.1 664.5 1 0.7 5 29 192
IMAC_SDSPAGE_6.RAW | 612 |MS3 GsVSDEEMMELR P13796]PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP- 1364.6 0.09 2 6.8 29 0.3 1073.0 2 06 5 4.6 13.1
IMAC_SDSPAGE_6.RAW | 632 [ms2 DKEDPQEMPHsPLGSMPEIR Q9HB58|SP110_HUMAN Sp110 nuclear body protein (Speckled 110 kDa) (Transcription 2373.0 0.52 3 0.0 3.5 0.2 584.2 1 0.3 2 3.6 7.3
IMAC_SDSPAGE_6.RAW 642 |MS3 SRsVPVSFYEIR A8MV62|A8MV62_HUMAN Uncharacterized protein ENSP00000381108 (Fragment). 1421.8 -0.08 2 -9.5 27 0.3 849.8 2 0.8 0 4.1 222
IMAC_SDSPAGE_6.RAW | 664 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.8 0.01 2 47 33 0.5 1005.2 1 0.6 8 6.1 347
IMAC_SDSPAGE_6.RAW | 665 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 0.03 2 111 19 0.3 706.3 1 06 B 3.2 84.1
IMAC_SDSPAGE_6.RAW | 674 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.8 0.03 2 53 32 0.5 1135.0 1 0.7 8 6.4 4738
IMAC_SDSPAGE_6.RAW | 675 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 0.01 2 7.8 19 0.2 659.1 1 06 8 2.7 84.1
IMAC_SDSPAGE_6.RAW 700 |MS2 ASLGSLEGEAEAEASSPK. Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1812.8 0.21 2 -0.2 3.3 0.1 346.2 1 0.6 0 3.1 17.4
IMAC_SDSPAGE_7.RAW | 298 |MS2 RLsQPESAEK QI9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1224.6 1.56 2 0.0 1.6 0.1 407.2 1 0.6 1 1.0 8.0
IMAC_SDSPAGE_7.RAW 299 |MS3 RLsQPESAEK Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1126.6 1.67 2 0.0 1.8 0.1 456.4 1 0.7 1 1.2 35.0
IMAC_SDSPAGE_7.RAW 365 |MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hRFBP17 1259.5 -0.12 2 -8.7 24 0.3 500.4 1 0.8 3 3.9 19.1
IMAC_SDSPAGE_7.RAW 366 |MS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1161.6 -0.07 2 -7.2 2.5 0.1 713.4 1 0.8 3 2.8 16.2
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IMAC_SDSPAGE_7.RAW 399 |MS2 KLsLSEGK Q49A26|NP60_HUMAN Nuclear protein NP60 (Nuclear protein of 60 kDa) (3-hydroxyis 941.5 -0.26 2 0.0 2.3 0.5 255.1 1 0.7 0 5.5 8.0
IMAC_SDSPAGE_7.RAW 400 |Ms3 KLsLSEGK Q49A26|NP60_HUMAN Nuclear protein NP60 (Nuclear protein of 60 kDa) (3-hydroxyis 843.5 0.19 2 0.0 1.6 0.2 541.1 1 0.9 0 2.3 6.7
IMAC_SDSPAGE_7.RAW 414 |MS3 AsDLEDEESAAR Q86VM9|ZCH18_HUMAN Zinc finger CCCH domain-containing protein 18 (Nuclear prote 1274.6 -1.91 2 -9.3 3.2 0.5 891.2 1 0.8 0 6.0 91.5
IMAC_SDSPAGE_7.RAW 420 |Ms3 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1407.8 -0.18 2 -8.7 2.8 0.2 1336.1 1 0.8 3 3.5 1000.0
IMAC_SDSPAGE_7.RAW 423 |MS2 AEQsLHDLQER Q13586|STIM1_HUMAN Stromal interaction molecule 1 precursor. 1405.6 -0.20 2 -7.2 2.8 0.5 251.7 1 0.7 1 6.2 1000.0
IMAC_SDSPAGE_7.RAW 424 |MS3 AEQsLHDLQER Q13586|STIM1_HUMAN Stromal interaction molecule 1 precursor. 1307.6 -0.19 2 -8.7 3.2 0.3 645.3 1 0.8 1 4.8 1000.0
IMAC_SDSPAGE_7.RAW | 428 |MS2 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1505.7 0.32 3 34 25 0.2 1006.7 1 0.5 3 3.6 1000.0
IMAC_SDSPAGE_7.RAW 509 |Ms2 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripar 1444.6 -0.24 2 -9.2 2.6 0.2 236.1 1 0.7 0 3.8 18.9
IMAC_SDSPAGE_7.RAW 510 |MS3 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1346.7 -0.23 2 -7.2 2.8 0.3 936.0 2 0.8 0 4.4 21.6
IMAC_SDSPAGE_7.RAW | 555 |MS3 RIDISPSTFRK Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid horm 1301.7 -0.31 3 -3.9 2.3 0.3 896.6 3 0.6 0 4.0 28.0
IMAC_SDSPAGE_7.RAW 566 | MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 -0.29 2 -9.3 3.7 0.2 515.0 1 0.8 6 4.9 60.8
IMAC_SDSPAGE_7.RAW 567 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 -0.20 2 -16.4 2.9 0.3 971.1 1 0.8 6 4.4 57.9
IMAC_SDSPAGE_7.RAW | 587 |MS2 QASIELPSmAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1628.8 0.35 2 9.3 29 0.4 406.6 1 0.5 8 49 174
IMAC_SDSPAGE_7.RAW | 588 |MS3 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phospho 1530.8 -0.01 2 6.4 14 0.2 261.9 9 04 8 0.9 17.4
IMAC_SDSPAGE_7.RAW 593 |MS2 sNSVEKPVSSILSR Q9UIO8|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.8 -0.28 2 -3.4 1.8 0.0 372.9 2 0.7 1 0.6 9.7
IMAC_SDSPAGE_7.RAW 594 |MS3 SNsVEKPVSSILSR Q9UI08|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 1484.8 -0.27 2 -17.4 1.7 0.1 733.6 1 0.7 1 1.1 10.1
IMAC_SDSPAGE_7.RAW | 608 |MS2 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1462.6 0.1 2 77 35 0.1 703.7 1 0.8 5 37 192
IMAC_SDSPAGE_7.RAW | 609 |MS3 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP- 1364.6 0.16 2 8.6 33 0.0 1043.6 2 06 5 28 13.1
IMAC_SDSPAGE_7.RAW 610 |MS2 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1271.6 -0.38 2 -5.6 0.9 0.1 253.9 1 0.7 0 -0.9 6.0
IMAC_SDSPAGE_7.RAW | 611 |MS3 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1173.7 -0.25 2 -10.8 3.0 0.0 7711 1 0.8 0 3.2 16.4
IMAC_SDSPAGE_7.RAW 614 |MS3 KTGsYGALAEITASK 014974|MYPT1_HUMAN Protein pt 1 regulatory subunit 12A (Myosin phospha 1478.8 0.29 2 -8.8 2.6 0.2 978.5 1 0.7 0 3.0 23.8
IMAC_SDSPAGE_7.RAW 625 |MS3 SsVGWDATEDLR P42331|RHG25_HUMAN Rho GTPase-activating protein 25 (Rho-type GTPase-activating 1317.6 -0.47 2 -1.7 2.9 0.0 856.1 1 0.7 2 24 0.0
IMAC_SDSPAGE_7.RAW 641 | MS3 AsVGsLPGLRITHSNAGHLR Q86YR5|GPSM1_HUMAN G-protein-signaling modulator 1 (Activator of G-protein sig 2203.1 0.28 3 0.0 2.5 0.3 305.4 21 0.2 2 3.0 11.9
IMAC_SDSPAGE_7.RAW 648 |MS2 NSATFKsFEDRVGTIK 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1879.9 -1.29 3 -6.4 1.9 0.4 160.4 21 0.3 9 3.2 12.4
IMAC_SDSPAGE_7.RAW 649 |MS3 NSATFKSsFEDRVGTIK 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1781.9 -0.75 3 -10.2 3.3 0.5 426.0 3 0.3 9 6.1 23.1
IMAC_SDSPAGE_7.RAW | 667 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 -0.30 2 6.7 3.7 05 917.8 1 07 8 6.6 429
IMAC_SDSPAGE_7.RAW | 668 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1514.8 0.16 2 16.7 23 0.3 773.9 1 0.7 8 39 54.4
IMAC_SDSPAGE_7.RAW | 680 |MS3 RP{LTTFFGR P16150|LEUK_HUMAN Leukosialin precursor (Leukocyte sialoglycoprotein) (Sialoph 1177.7 -0.34 2 0.0 24 0.3 2701 2 0.8 1 4.0 27.6
IMAC_SDSPAGE_7.RAW | 683 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.8 0.1 2 3.0 34 0.4 866.9 1 0.6 8 58 477
IMAC_SDSPAGE_7.RAW | 684 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 -0.09 2 -16.9 19 05 584.3 1 06 8 45 87.1
IMAC_SDSPAGE_7.RAW 744 |MS2 SSsPAPADIAQTVQEDLR Q13283|G3BP1_HUMAN Ras GTPase-activating protein-binding protein 1 (EC 3.6.1.-) 1964.9 -0.17 2 -12.4 4.3 0.0 1235.8 1 0.6 4 3.2 16.8
IMAC_SDSPAGE_7.RAW 756 |MS2 DLLSDLQDIsDSER QIYNZS5|CD2L1_HUMAN PITSLRE serine/threonine-protein kinase CDC2L1 (EC 2.7.11.22 1685.7 -0.10 2 -20.2 4.3 0.1 1881.3 1 0.8 5 4.5 26.2
IMAC_SDSPAGE_7.RAW 757 |MS3 DLLSDLQDIsDSER QINZS5|CD2L1_HUMAN PITSLRE serine/threonine-protein kinase CDC2L1 (EC 2.7.11.22 1587.8 0.29 2 -10.8 2.4 0.1 535.5 1 0.5 5 24 5.9
IMAC_SDSPAGE_8.RAW 337 |MsS3 SSDRRNSLEGYSR Q8NDT2|RB15B_HUMAN Putative RNA-binding protein 15B (RNA-binding motif protein 1508.7 0.36 3 0.0 21 0.4 429.5 1 0.4 1 4.4 36.8
IMAC_SDSPAGE_8.RAW 343 |MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1259.5 0.29 2 -5.0 1.6 0.3 515.4 1 0.7 3 2.7 19.1
IMAC_SDSPAGE_8.RAW 344 |MS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hRFBP17 1161.6 0.40 2 -11.1 22 0.2 838.0 1 0.9 3 3.4 17.2
IMAC_SDSPAGE_8.RAW 383 |MS2 IEsPKLER Q92598|HS105_HUMAN Heat shock protein 105 kDa (Heat shock 110 kDa protein) (An 1051.5 0.60 2 0.0 1.1 0.2 248.5 14 0.8 2 0.1 1000.0
IMAC_SDSPAGE_8.RAW 384 |MS3 IEsPKLER Q92598|HS105_HUMAN Heat shock protein 105 kDa (Heat shock 110 kDa protein) (An 953.6 0.47 2 0.0 14 0.0 423.6 9 0.8 2 -0.1 1000.0
IMAC_SDSPAGE_8.RAW | 409 |MS2 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1505.7 0.18 2 23 2.0 0.2 4757 1 0.8 3 238 1000.0
IMAC_SDSPAGE_8.RAW | 410 |MS3 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1407.8 0.28 2 6.4 24 0.1 863.2 1 07 3 28 1000.0
IMAC_SDSPAGE_8.RAW | 411 |MS2 AGDLLEDsPKRPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1505.7 0.32 3 111 238 0.2 1253.7 1 0.5 3 39 1000.0
IMAC_SDSPAGE_8.RAW 417 _|MS2 TPtPEPAEVETR QYUHY1|NRBP_HUMAN Nuclear receptor-binding protein. 1406.6 1.28 2 0.0 1.9 0.1 499.8 1 0.6 0 1.3 24.1
IMAC_SDSPAGE_8.RAW 418 |MS3 TPtPEPAEVETR Q9UHY1|NRBP_HUMAN Nuclear receptor-binding protein. 1308.7 0.22 2 0.0 1.3 0.1 249.3 12 0.5 0 0.3 6.7
IMAC_SDSPAGE_8.RAW | 422 |MS3 RISHEGSPVKPVAIR Q96118|LRCH3_HUMAN Leucine-rich repeat and calponin homology domain-containing 1628.0 -0.62 3 -7.5 3.4 0.2 1474.7 1 0.6 0 3.7 34.1
IMAC_SDSPAGE_8.RAW | 438 |MS2 RAGDLLEDsPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1280.6 0.35 2 16 24 0.3 388.4 1 0.7 4 39 1000.0
IMAC_SDSPAGE_8.RAW | 439 |MS3 RAGDLLEDsPK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 1182.6 0.79 2 7.6 24 0.2 919.3 1 0.8 4 29 1000.0
IMAC_SDSPAGE_8.RAW | 476 |MS3 sAASREDLVGPEVGASPQSGRK Q86X27|RGPS2_HUMAN Ras-specific guanine nucleotide-releasing factor RalGPS2 (R 2180.1 -0.11 3 0.0 2.9 0.4 939.2 2 0.3 1 4.6 0.0
IMAC_SDSPAGE_8.RAW 481 |MS2 GRLsPVPVPR QYUKMIRALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1157.6 0.26 2 -0.1 1.7 0.1 649.5 1 0.9 5 1.3 1000.0
IMAC_SDSPAGE_8.RAW 482 |MS3 GRLsPVPVPR QYUKMI|RALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1059.7 0.33 2 0.0 2.4 0.1 1209.4 1 0.8 5 3.0 1000.0
IMAC_SDSPAGE_8.RAW 484 |MsS3 NSATFKsFEDR 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1283.6 0.25 2 -10.5 2.2 0.4 482.7 1 0.8 9 4.7 38.2
IMAC_SDSPAGE_8.RAW 494 |MS2 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1444.6 0.11 2 0.0 2.0 0.2 247.2 3 0.7 0 23 16.4
IMAC_SDSPAGE_8.RAW 495 |MsS3 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1346.7 0.20 2 0.0 2.5 0.0 1192.0 2 0.8 0 2.0 9.3
IMAC_SDSPAGE_8.RAW 546 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.25 2 -12.3 2.8 0.4 705.5 1 0.7 6 4.9 68.7
IMAC_SDSPAGE_8.RAW 560 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.27 2 -13.5 2.6 0.3 693.4 1 0.8 6 4.5 60.8
IMAC_SDSPAGE_8.RAW 590 |MS2 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid horm 1271.6 0.13 2 -2.3 0.8 0.2 196.2 18 0.6 0 -1.1 4.3
IMAC_SDSPAGE_8.RAW | 591 |MS3 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1173.7 0.21 2 -11.0 2.0 0.3 742.7 1 0.8 0 3.5 12.9
IMAC_SDSPAGE_8.RAW | 606 |MS3 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1364.6 0.38 2 6.6 27 0.0 1066.4 1 0.7 5 25 13.1
IMAC_SDSPAGE_8.RAW 625 |MS3 SRsVPVSFYEIR A8MV62|A8MV62_HUMAN Uncharacterized protein ENSP00000381108 (Fragment). 1421.8 0.17 2 -12.6 27 0.3 957.3 2 0.8 0 4.0 11.0
IMAC_SDSPAGE_8.RAW 635 |MS2 NSATFKSsFEDRVGTIK 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1879.9 -0.47 3 -3.5 2.2 0.3 181.8 14 0.4 9 3.1 61.5
IMAC_SDSPAGE_8.RAW 636 |MS3 NSATFKsFEDRVGTIK 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1781.9 0.01 3 -5.6 3.8 0.1 869.1 1 0.5 9 3.9 36.7
IMAC_SDSPAGE_8.RAW | 647 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.8 0.26 2 33 3.0 0.5 973.8 1 0.6 8 58 32,6
IMAC_SDSPAGE_8.RAW | 648 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 0.19 2 9.7 2.0 04 659.0 1 06 8 4.2 66.9
IMAC_SDSPAGE_8.RAW | 657 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.8 0.24 2 58 3.0 0.5 1008.7 1 0.6 8 6.2 36.8
IMAC_SDSPAGE_8.RAW | 658 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 0.19 2 46 17 0.2 497.0 1 06 8 17 62.3
IMAC_SDSPAGE_8.RAW 680 |MS2 ASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1812.8 0.13 2 -9.9 4.3 0.1 1030.2 1 0.7 0 4.0 42.3
IMAC_SDSPAGE_8.RAW 681 |MS3 ASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1714.8 0.13 2 -12.5 27 0.1 1239.8 1 0.7 0 2.3 4.7
IMAC_SDSPAGE_8.RAW 700 |MS3 SPtMEQAVQTASAHLPAPAAVGR Q8ND56|LS14A_HUMAN LSM14 protein homolog A (Protein SCD6 homolog) (Protein FAM 2272.2 0.34 3 -11.1 2.5 0.3 473.4 2 0.4 0 3.2 0.0
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IMAC_SDSPAGE_9.RAW 220 |Ms2 RQsPLPPQK Q01105|SET_HUMAN Protein SET (Pt 2A inhibitor I2PP2A) (I-2PP2A) (Templ 1130.6 -0.35 2 0.0 1.7 0.2 402.4 1 0.6 1 23 1000.0
IMAC_SDSPAGE_9.RAW 221 |MsS3 RQsPLPPQK Q01105|SET_HUMAN Protein SET (Pt 2A inhibitor I2PP2A) (I-2PP2A) (Temp 1032.6 0.63 2 0.0 1.6 0.2 405.4 1" 0.6 1 1.5 1000.0
IMAC_SDSPAGE_9.RAW 381 |MS2 ATAPQTQHVsPMR P29692|EF1D_HUMAN Elongation factor 1-delta (EF-1-delta) (Antigen NY-CO-4). 1503.7 0.37 2 -6.3 21 0.2 459.8 1 0.7 5 29 70.1
IMAC_SDSPAGE_9.RAW 382 |MS3 ATAPQTQHVsPMR P29692|EF1D_HUMAN Elongation factor 1-delta (EF-1-delta) (Antigen NY-CO-4). 1405.7 0.27 2 -14.5 2.0 0.2 535.0 1 0.7 5 29 70.4
IMAC_SDSPAGE_9.RAW 390 |MS2 KLsLSEGK Q49A26|NP60_HUMAN Nuclear protein NP60 (Nuclear protein of 60 kDa) (3-hydroxyis 941.5 0.35 2 0.0 1.2 0.4 275.1 1 0.7 0 25 11.1
IMAC_SDSPAGE_9.RAW 391 |MS3 KLsLSEGK Q49A26|NP60_HUMAN Nuclear protein NP60 (Nuclear protein of 60 kDa) (3-hydroxyis 843.5 0.73 2 0.0 1.5 0.1 434.7 1 0.9 0 1.1 13.1
IMAC_SDSPAGE_9.RAW 486 |MS3 NSATFKsFEDR 043399|TPD54_HUMAN Tumor protein D54 (hD54) (Tumor protein D52-like 2). 1283.6 0.33 2 -9.5 2.3 0.3 494.4 1 0.8 9 3.8 41.5
IMAC_SDSPAGE_9.RAW 487 |Ms2 GRLsPVPVPR QYUKMIRALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1157.6 0.30 2 0.0 1.7 0.0 474.4 1 0.8 5 1.1 1000.0
IMAC_SDSPAGE_9.RAW 488 |MS3 GRLsPVPVPR QYUKMI|RALY_HUMAN RNA-binding protein Raly (hnRNP associated with lethal yellow 1059.7 0.35 2 0.0 2.4 0.2 834.0 1 0.8 5 3.5 1000.0
IMAC_SDSPAGE_9.RAW 522 |MS3 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1464.9 -0.04 3 -10.8 3.1 0.4 1594.7 1 0.6 4 5.8 119.3
IMAC_SDSPAGE_9.RAW 524 |MS3 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1464.9 0.60 2 -1.6 2.5 0.3 699.4 1 0.7 4 3.8 54.6
IMAC_SDSPAGE_9.RAW 548 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.7 0.62 2 -74 3.2 0.4 478.6 1 0.8 6 5.4 66.0
IMAC_SDSPAGE_9.RAW 549 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.8 0.23 2 -14.7 2.8 0.3 850.1 1 0.8 6 4.3 88.0
IMAC_SDSPAGE_9.RAW 550 |MsS2 RLSESQLSFR Q96PK6|RBM14_HUMAN RNA-binding protein 14 (RNA-binding motif protein 14) (RRM- 1302.6 0.15 2 -0.9 14 0.4 133.8 10 0.7 0 2.6 14.2
IMAC_SDSPAGE_9.RAW 551 | MS3 RLSESQLSFR Q96PK6|RBM14_HUMAN RNA-binding protein 14 (RNA-binding motif protein 14) (RRM-c 1204.7 0.25 2 -11.1 2.5 0.3 519.1 1 0.9 0 4.5 44.4
IMAC_SDSPAGE_9.RAW | 589 |Ms2 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP-1 1462.6 0.25 2 9.7 27 0.0 875.7 1 0.8 5 25 19.2
IMAC_SDSPAGE_9.RAW | 590 |MS3 GsVSDEEMMELR P13796|PLSL_HUMAN Plastin-2 (L-plastin) (Lymphocyte cytosolic protein 1) (LCP- 1364.6 0.16 2 6.4 3.0 0.3 1079.8 2 0.6 5 47 111
IMAC_SDSPAGE_9.RAW | 591 |MS2 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid horm 1271.6 0.15 2 -2.7 1.0 0.3 187.9 17 0.6 0 0.8 3.2
IMAC_SDSPAGE_9.RAW 592 |MS3 RIDISPSTFR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1173.7 0.16 2 -10.3 24 0.4 826.8 1 0.9 0 4.7 17.4
IMAC_SDSPAGE_9.RAW 595 |MS2 FVAFSGEGQsLR Q92890]UFD1_HUMAN Ubigquitin fusion degradation protein 1 homolog (UB fusion pro 1377.6 0.85 2 0.0 1.3 0.2 533.1 1 0.6 2 1.3 23.5
IMAC_SDSPAGE_9.RAW 596 |MS3 FVAFSGEGQsLR Q92890|UFD1_HUMAN Ubiquitin fusion degradation protein 1 homolog (UB fusion pr 1279.7 0.86 2 0.0 1.6 0.2 276.7 4 0.6 2 1.5 9.5
IMAC_SDSPAGE_9.RAW | 645 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.71 2 5.9 28 05 884.4 1 06 8 5.9 37.3
IMAC_SDSPAGE_9.RAW | 646 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 0.32 2 95 18 0.4 644.0 1 0.6 8 41 70.1
IMAC_SDSPAGE_9.RAW 650 |MS3 SPTGPSNsFLANMGGTVAHK Q96125|SPF45_HUMAN Splicing factor 45 (45 kDa-splicing factor) (RNA-binding mot 1955.0 -0.17 3 -0.2 4.0 0.0 1365.0 1 0.4 3 29 7.6
IMAC_SDSPAGE_9.RAW | 656 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.8 0.14 2 4.0 238 0.5 992.8 1 0.6 8 57 40.4
IMAC_SDSPAGE_9.RAW | 657 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.8 0.74 2 8.9 15 0.3 508.0 1 06 8 23 485
IMAC_SDSPAGE_9.RAW 670 |MS3 GsPHYFSPFRPY Q13242|SFRS9_HUMAN Splicing factor, arginine/serine-rich 9 (Pre-mRNA-splicing f 1436.7 0.15 2 -0.2 2.7 0.3 1181.4 1 0.7 1 4.5 42.4
IMAC_SDSPAGE_9.RAW | 680 |MS2 SSPFKVsPLTFGR 095810|SDPR_HUMAN Serum deprivation-response protein (Phosphatidylserine-bindin 1502.7 0.20 2 -8.4 3.2 0.2 1045.1 1 0.8 1 42 51.4
IMAC_SDSPAGE_9.RAW 691 |MS2 sIEVENDFLPVEK Q96B97|SH3K1_HUMAN SH3 domain-containing kinase-binding protein 1 (Cbl-interact 1598.7 0.10 2 -0.1 3.3 0.4 1267.5 1 0.8 6 5.7 1000.0
IMAC_SDSPAGE_9.RAW 692 |MS3 sIEVENDFLPVEK Q96B97|SH3K1_HUMAN SH3 domain-containing kinase-binding protein 1 (Cbl-interact 1500.8 0.19 2 -1.2 24 0.4 691.6 1 0.7 6 4.4 1000.0
IMAC_SDSPAGE_9.RAW | 712 |MS3 KQsLGELIGTLNAAK P60174|TPIS_HUMAN Triosephosphate isomerase (EC 5.3.1.1) (TIM) (Triose-phosphat 1524.9 0.19 2 125 26 0.3 965.1 1 0.8 2 43 56.1
IMAC_SDSPAGE_9.RAW 714 |MS3 AsGEMASAQYITAALR P54578|UBP14_HUMAN Ubiquitin carboxyl-terminal hydrolase 14 (EC 3.1.2.15) (Ubiq 1621.8 0.24 2 -11.1 25 0.3 1263.9 1 0.6 3 4.0 37.8
IMAC_SDSPAGE_9.RAW 768 |MS2 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2109.7 0.16 2 -7.3 3.1 0.6 894.7 1 0.5 5 6.6 1000.0
IMAC_SDSPAGE_9.RAW 791 |MS3 KGsLAALYDLAVLK Q6P4R8|NFRKB_HUMAN Nuclear factor related to kappa-B-binding protein (DNA-bindi 1443.9 0.95 2 -10.1 23 0.5 511.3 1 0.5 0 5.1 6.5
TiO2_SDSPAGE_1.RAW 407 |MS3 RDSELGPGVK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 1039.57 0.13 2 -11.73 3.35 0.40 900.86 1 0.83 1 6.2 1000.0
TiO2_SDSPAGE_1.RAW 452 |MS2 RYsPPIQR Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-relate 1096.53 -0.47 2 0.00 2.80 0.28 311.71 2 0.71 1 4.7 226
TiO2_SDSPAGE_1.RAW 453 | MS3 RYsPPIQR Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-related 998.57 -0.56 2 -2.58 2.74 0.32 1224.20 1 0.93 1 5.1 10.2
TiO2_SDSPAGE_1.RAW 484 |MS2 ASAVSELsPR Q9Y2W1|TR150_HUMAN Thyroid hormone receptor-associated protein 3 (Thyroid hormo 1096.50 -0.47 2 -0.09 2.61 0.38 501.85 1 0.56 4 5.1 38.8
TiO2_SDSPAGE_1.RAW 549 |MS2 TDLyQKQMEVLETRMNVNEDK Q8NELO|CCD54_HUMAN Coiled-coil domain-containing protein 54 (Testis developmen 2664.20 0.34 3 0.00 3.38 0.07 452.73 8 0.23 0 24 0.0
TiO2_SDSPAGE_1.RAW 558 |MS2 NKPLEQsVEDLSK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 1566.74 -0.49 2 -6.71 3.82 0.37 743.86 1 0.72 1 5.9 71.2
TiO2_SDSPAGE_1.RAW 559 |MS3 NKPLEQsVEDLSK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 1468.78 0.12 2 -5.56 3.19 0.24 642.06 1 0.75 1 4.5 41.4
TiO2_SDSPAGE_1.RAW 606 | MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.57 2 -7.74 4.88 0.44 449.87 2 0.67 6 7.0 36.3
TiO2_SDSPAGE_1.RAW 607 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.56 2 -11.36 3.43 0.36 1298.04 1 0.75 6 5.4 61.8
TiO2_SDSPAGE_1.RAW 625 |MS2 SNsVEKPVSSILSR QIUIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.78 -0.60 2 0.00 2.85 0.36 287.63 2 0.62 1 4.6 7.9
TiO2_SDSPAGE_1.RAW 626 |MS3 SNsVEKPVSSILSR Q9UIO8|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1484.82 -0.59 2 -1.23 2.85 0.31 861.87 2 0.77 1 4.3 9.7
TiO2_SDSPAGE_1.RAW 635 |MS2 sPSPAHLPDDPKVAEK Q92615|LARP5_HUMAN La-related protein 5 (La ribonucleoprotein domain family me 1669.87 0.27 2 717 3.16 0.42 750.86 1 0.63 4 5.5 0.0
TiO2_SDSPAGE_1.RAW 644 |MS2 sPSPAHLPDDPKVAEK Q92615|LARP5_HUMAN La-related protein 5 (La ribonucleoprotein domain family me 1669.87 -0.33 2 -5.62 3.50 0.37 654.26 1 0.63 4 5.4 0.5
TiO2_SDSPAGE_1.RAW | 690 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 -0.55 2 424 4.80 051 114545 1 0.71 8 74 36.5
Ti02_SDSPAGE_1.RAW | 691 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.80 043 2 -10.85 3.31 0.52 1056.67 1 0.71 8 6.4 82.6
TiO2_SDSPAGE_1.RAW 772 _|MS3 ILsDVTHSAVFGVPASK Q2M2I8]AAK1_HUMAN AP2-associated protein kinase 1 (EC 2.7.11.1) (Adaptor-associ 1709.94 -0.39 2 -10.09 3.19 0.10 889.30 1 0.53 0 3.0 32.4
TiO2_SDSPAGE_10.RAW 394 |MS2 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnnRNP C1/h 2019.66 -0.10 2 -4.53 3.99 0.33 694.84 1 0.45 3 5.4 1000.0
TiO2_SDSPAGE_10.RAW | 412 [MS2 IDASKNEEDEGHSNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 2051.83 -0.16 2 -12.70 3.32 0.21 559.84 2 0.59 0 3.8 10.4
TiO2_SDSPAGE_10.RAW 413 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -0.23 2 -12.49 3.19 0.07 573.03 1 0.56 0 2.8 25.0
TiO2_SDSPAGE_10.RAW | 414 [MS2 QAQAQESEEEEESR QINVM6|DJC17_HUMAN DnaJ homolog subfamily C member 17. 1729.65 -0.05 2 -0.11 3.12 0.50 345.31 1 0.46 0 6.2 45.3
TiO2_SDSPAGE_10.RAW 416 |MS2 IDASKNEEDEGHsNsSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 2131.80 -1.16 2 -5.30 3.29 0.21 482.74 2 0.53 0 3.5 9.4
TiO2_SDSPAGE_10.RAW | 417 [MS3 IDASKNEEDEGHsNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 2033.84 -0.05 2 -4.60 3.90 0.06 453.35 1 0.55 0 3.3 10.8
TiO2_SDSPAGE_10.RAW 418 |MS2 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnnRNP C1/h 2019.66 -0.37 2 -15.07 3.68 0.48 575.02 1 0.45 3 6.2 1000.0
TiO2_SDSPAGE_10.RAW | 419 [MS3 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1/h 1921.70 -0.19 2 -7.64 2.66 0.18 383.81 1 0.44 3 3.1 1000.0
TiO2_SDSPAGE_10.RAW 424 |MS2 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 2051.83 -0.88 2 -6.57 2.46 0.04 417.02 1 0.57 0 1.6 19.1
TiO2_SDSPAGE_10.RAW | 425 [MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -1.09 2 -15.59 246 0.10 958.40 1 0.62 0 2.0 27.0
TiO2_SDSPAGE_10.RAW | 436 [MS2 KKEPAITsQNSPEAR P23193|TCEA1_HUMAN Transcription elongation factor A protein 1 (Transcription e 1735.84 0.13 2 -2.97 3.28 0.05 344.45 1 0.62 2 3.0 6.9
TiO2_SDSPAGE_10.RAW | 437 [MS3 KKEPAITsQNSPEAR P23193|TCEA1_HUMAN Transcription elongation factor A protein 1 (Transcription e 1637.88 0.01 2 -10.62 2.75 0.01 805.49 1 0.68 2 2.2 8.1
TiO2_SDSPAGE_10.RAW 446 |MS2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -0.06 2 -24.88 1.97 0.25 563.04 1 0.67 2 2.8 44.2
TiO2_SDSPAGE_10.RAW | 447 [MS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -0.37 2 -7.53 3.59 0.10 1235.87 1 0.69 2 3.4 29.1
TiO2_SDSPAGE_10.RAW 448 |MS2 DDEKEAEEGEDDRDsSANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1/h 2506.85 -0.22 2 -12.32 4.20 0.16 223.59 1 0.35 3 4.0 1000.0
TiO2_SDSPAGE_10.RAW | 449 [MS3 DDEKEAEEGEDDRDSANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1/h 2408.89 -0.22 2 -14.04 3.13 0.14 712.16 1 0.50 3 3.0 1000.0
TiO2_SDSPAGE_10.RAW 451 |MS2 ESLKEEDEsDDDNm P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1751.58 -0.05 2 -11.38 4.14 0.41 641.06 1 0.67 0 6.3 24.2
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TiO2_SDSPAGE_10.RAW 461 | MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1259.53 0.03 2 -6.01 2.64 0.24 671.07 1 0.77 3 4.1 20.7
TiO2_SDSPAGE_10.RAW | 462 [MS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hRFBP17 1161.57 -0.01 2 -13.73 3.00 0.14 853.81 1 0.80 3 3.8 15.3
TiO2_SDSPAGE_10.RAW 465 |MS2 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1817.70 1.94 2 -6.60 3.66 0.36 682.86 1 0.78 2 5.0 96.1
TiO2_SDSPAGE_10.RAW | 466 [MS3 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1719.73 1.52 2 -8.53 2.98 0.15 988.90 1 0.70 2 3.0 65.8
TiO2_SDSPAGE_10.RAW 475 |MS2 RGAEEEEEEEDDDsGEEMK Q08495|DEMA_HUMAN Dematin (Erythrocyte membrane protein band 4.9). 2292.80 -0.26 2 -5.66 3.46 0.54 163.97 3 0.41 2 6.2 1000.0
TiO2_SDSPAGE_10.RAW | 476 [MS3 RGAEEEEEEEDDDsGEEMK Q08495|DEMA_HUMAN Dematin (Erythrocyte membrane protein band 4.9). 2194.84 -0.18 2 -21.14 3.86 0.42 1185.32 1 0.56 2 5.9 1000.0
TiO2_SDSPAGE_10.RAW 479 |MS2 RPDPDsDEDEDYER Q96125|SPF45_HUMAN Splicing factor 45 (45 kDa-splicing factor) (RNA-binding mot 1817.65 -0.18 2 0.00 2.87 0.29 353.99 1 0.51 5 4.4 413
TiO2_SDSPAGE_10.RAW | 483 [MS3 VQEHEDsGDsEVENEAK Q9Y5J1|UTP18_HUMAN U3 small nucleolar RNA-associated protein 18 homolog (WD re 1963.77 0.05 3 -0.11 3.29 0.38 960.92 2 0.44 0 5.1 1000.0
TiO2_SDSPAGE_10.RAW 485 |MS2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 -0.22 2 -8.03 4.64 0.54 528.22 1 0.55 2 7.0 1000.0
TiO2_SDSPAGE_10.RAW | 486 [MS3 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -0.85 2 -15.96 4.75 0.42 1354.50 1 0.55 2 6.0 1000.0
TiO2_SDSPAGE_10.RAW | 497 |MS2 KLEKEEEEGISQEsSEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2316.96 0.16 2 14.36 5.10 0.12 828.51 1 0.59 3 45 17.0
TiO2_SDSPAGE_10.RAW | 498 [MS3 KLEKEEEEGISQESSEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mo 2219.00 -0.95 2 -22.60 5.30 0.01 1312.70 2 0.64 3 3.4 11.2
TiO2_SDSPAGE_10.RAW 509 |MS2 ESLKEEDEsDDDNm P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1751.58 -0.19 2 -7.50 4.62 0.23 681.43 1 0.67 0 5.4 16.3
TiO2_SDSPAGE_10.RAW | 512 [MS2 KLEKEEEEGISQEssEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2396.93 0.00 2 -10.03 4.49 0.28 565.73 1 0.49 3 5.2 47.0
TiO2_SDSPAGE_10.RAW | 513 |MS3 KLEKEEEEGISQEssEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2298.97 0.1 2 1153 3.97 0.03 474.06 1 0.50 3 3.0 10.1
TiO2_SDSPAGE_10.RAW | 515 [MS2 AETSEGSGSAPAVPEAsASPK P51608|MECP2_HUMAN Methyl-CpG-binding protein 2 (MeCP-2 protein) (MeCP2). 2009.87 1.89 2 0.00 2.94 0.37 283.68 1 0.37 2 4.2 7.4
TiO2_SDSPAGE_10.RAW 544 |MS2 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1738.78 0.65 2 -2.47 3.05 0.29 278.18 1 0.44 0 4.3 41.6
TiO2_SDSPAGE_10.RAW | 545 [MS3 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1640.81 -0.15 2 -15.72 271 0.30 381.15 1 0.60 0 4.1 65.0
TiO2_SDSPAGE_10.RAW 559 |MS2 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2113.87 -0.13 2 -9.06 3.82 0.34 338.14 1 0.48 4 5.3 78.3
TiO2_SDSPAGE_10.RAW | 560 [MS3 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2015.91 -0.14 2 -12.02 3.67 0.41 556.39 1 0.56 4 5.7 66.3
TiO2_SDSPAGE_10.RAW 583 |MS2 SStPLPTISSSAENTR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 1727.78 -0.07 2 -16.97 3.79 0.01 1397.24 1 0.64 3 3.1 17.9
TiO2_SDSPAGE_10.RAW | 588 [MS2 GDQPAASGDsDDDEPPPLPR 000264|PGRC1_HUMAN N\ le- progesterone receptor component 1 (mPR). 2115.85 -0.01 2 -6.50 3.74 0.07 689.43 1 0.49 1 3.2 48.5
TiO2_SDSPAGE_10.RAW | 589 [MS3 GDQPAASGDsDDDEPPPLPR 000264|PGRC1_HUMAN Membrane-associated progesterone receptor component 1 (mPR). 2017.89 0.65 2 -9.60 2.82 0.04 796.76 1 0.53 1 2.0 36.9
TiO2_SDSPAGE_10.RAW | 594 [MS2 SSsVGSSSSYPISPAVSR Q15149|PLEC1_HUMAN Plectin-1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1) (Ple 1834.82 -0.07 2 -10.31 3.81 0.01 933.47 1 0.53 8 29 8.1
TiO2_SDSPAGE_10.RAW | 604 [ms2 SASADNLTLPR Q96P45|CCNY_HUMAN Cyclin-Y (Cyclin fold protein 1) (Cyclin box protein 1). 1224.56 018 2 258 3.23 0.09 1320.95 1 0.83 0 3.7 16.7
TiO2_SDSPAGE_10.RAW | 605 [MS3 SASADNLTLPR Q96P45|CCNY_HUMAN Cyclin-Y (Cyclin fold protein 1) (Cyclin box protein 1). 1126.60 -0.02 2 -9.78 3.06 0.03 1216.97 1 0.85 0 3.0 15.4
TiO2_SDSPAGE_10.RAW | 621 |MS2 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2204.90 -0.07 2 0.03 3.82 0.35 331.16 1 0.38 3 52 1000.0
TiO2_SDSPAGE_10.RAW | 622 [MS3 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2106.94 -0.90 2 -0.28 4.44 0.03 386.49 1 0.49 3 3.1 1000.0
TiO2_SDSPAGE_10.RAW 626 | MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.25 2 -8.37 3.20 0.28 593.45 1 0.78 6 4.8 65.3
TiO2_SDSPAGE_10.RAW | 627 [MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.18 2 -9.91 2.69 0.20 1273.79 1 0.75 6 3.6 54.4
TiO2_SDSPAGE_10.RAW 642 |MS2 KVVDYSQFQEsDDADEDYGR Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subs 2445.97 -1.57 2 -0.21 2.90 0.31 155.29 2 0.33 2 3.6 41.1
TiO2_SDSPAGE_10.RAW | 660 [MS2 DWEDDsDEDMSNFDR Q15185|TEBP_HUMAN Prostaglandin E synthase 3 (EC 5.3.99.3) (Cytosolic prostagla 1955.63 -1.00 2 -17.75 5.63 0.34 2015.67 1 0.76 1 6.5 69.8
TiO2_SDSPAGE_10.RAW 661 |MS3 DWEDDsDEDMSNFDR Q15185|TEBP_HUMAN Prostaglandin E synthase 3 (EC 5.3.99.3) (Cytosolic prostagla 1857.67 -0.16 2 -21.81 4.71 0.32 2573.40 1 0.86 1 6.0 76.2
TiO2_SDSPAGE_10.RAW | 662 [MS2 VEQEEPIsPGSTLPEVK Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2. 1918.90 -1.04 2 -20.01 3.95 0.11 1489.19 1 0.65 1 3.5 23.9
TiO2_SDSPAGE_10.RAW 663 |MS3 VEQEEPIsPGSTLPEVK Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2. 1820.94 -0.10 2 -18.01 2.80 0.21 1063.07 1 0.72 1 3.6 50.8
TiO2_SDSPAGE_10.RAW | 667 [MS3 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3362.48 -1.56 3 -13.28 6.48 0.48 1978.71 1 0.31 5 6.7 107.7
TiO2_SDSPAGE_10.RAW 693 |MS2 SAsPDDDLGSSNWEAADLGNEER 000193|SMAP_HUMAN Small acidic protein. 2514.99 -0.15 2 -24.60 5.42 0.30 1476.21 1 0.50 0 5.7 7.6
TiO2_SDSPAGE_10.RAW | 694 [MS3 SAsPDDDLGSSNWEAADLGNEER 000193|SMAP_HUMAN Small acidic protein. 2417.03 -1.00 2 -22.67 4.92 0.19 839.08 1 0.57 0 4.4 7.6
TiO2_SDSPAGE_10.RAW 698 |MS2 SSKAsLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyo 2194.92 0.85 2 -5.78 6.20 0.32 651.98 2 0.56 0 5.9 31.9
TiO2_SDSPAGE_10.RAW | 699 [MS3 SSKASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyo 2096.95 0.06 2 -14.93 5.67 0.07 735.01 2 0.65 0 4.1 16.7
TiO2_SDSPAGE_10.RAW | 713 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.77 -0.10 2 453 3.45 0.50 1146.35 1 0.64 8 6.5 347
TiO2_SDSPAGE_10.RAW | 714 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.80 -0.08 2 -11.06 2.05 037 651.36 1 0.61 8 3.9 76.3
TiO2_SDSPAGE_10.RAW 817 |MS2 VEAKEESEEsDEDMGFGLFD P05388|RLA0_HUMAN 60S acidic ribosomal protein PO (L10E). 2422.86 -0.04 2 -22.91 4.58 0.50 1400.05 1 0.49 7 6.9 1000.0
TiO2_SDSPAGE_10.RAW | 818 [MS3 VEAKEESEEsDEDMGFGLFD P05388|RLA0_HUMAN 60S acidic ribosomal protein PO (L10E). 2324.89 -0.69 2 -23.31 3.95 0.02 1334.64 1 0.65 7 2.7 1000.0
TiO2_SDSPAGE_10.RAW 827 |MS2 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2109.69 0.06 2 -10.32 4.24 0.65 1004.54 1 0.56 5 8.0 1000.0
TiO2_SDSPAGE_10.RAW | 828 [MS3 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2011.73 -0.79 2 -13.77 4.37 0.03 1007.43 2 0.63 5 3.1 1000.0
TiO2_SDSPAGE_11.RAW 396 |MS3 KSAsPEVSEGHENQHGQESEAK 060930|RNH1_HUMAN Ribonuclease H1 (EC 3.1.26.4) (RNase H1) (Ribonuclease H type 2347.07 -0.43 3 -8.90 3.49 0.09 988.95 1 0.36 0 29 14.4
TiO2_SDSPAGE_11.RAW | 398 [MS2 IDASKNEEDEGHSNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 2051.83 -1.02 2 -16.08 4.25 0.03 632.39 1 0.63 0 3.1 9.7
TiO2_SDSPAGE_11.RAW 399 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 1953.87 -0.21 2 -12.44 3.00 0.23 458.06 2 0.53 0 3.6 11.2
TiO2_SDSPAGE_11.RAW | 424 [MS2 KKEPAITSQNsPEAR P23193|TCEA1_HUMAN Transcription elongation factor A protein 1 (Transcription e 1735.84 -1.12 2 -4.39 3.83 0.10 427.72 1 0.64 2 3.5 13.8
TiO2_SDSPAGE_11.RAW | 425 [MS3 KKEPAITSQNsPEAR P23193|TCEA1_HUMAN Transcription elongation factor A protein 1 (Transcription 1637.88 -0.15 2 -14.69 2.86 0.07 648.33 2 0.64 2 2.6 8.0
TiO2_SDSPAGE_11.RAW | 440 [MS2 ESLKEEDEsDDDNm P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1751.58 0.00 2 -8.68 4.55 0.32 676.70 1 0.67 0 6.0 16.3
TiO2_SDSPAGE_11.RAW 441 |MS3 ESLKEEDEsDDDNm P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1653.62 -0.08 2 -10.26 3.68 0.25 346.66 1 0.58 0 4.8 16.0
TiO2_SDSPAGE_11.RAW | 449 [MS2 MHEGDEGPGHHHKPGLGEG tP P06702|S10A9_HUMAN Protein S100-A9 (S100 calcium-binding protein A9) (Calgranul 2255.93 0.46 3 -4.93 3.1 0.45 640.83 1 0.34 0 5.3 1000.0
TiO2_SDSPAGE_11.RAW 453 | MS2 SEsPKEPEQLRK P09651|ROA1_HUMAN Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizi 1507.72 -0.94 3 -0.56 2.96 0.14 492.45 1 0.45 4 3.3 4.6
TiO2_SDSPAGE_11.RAW | 454 [MS3 SEsPKEPEQLRK P09651|ROA1_HUMAN Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabiliz 1409.75 -0.41 3 -5.23 2.98 0.10 644.22 3 0.50 4 3.0 4.1
TiO2_SDSPAGE_11.RAW 487 |MS2 SEsPKEPEQLR P09651|ROA1_HUMAN Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabiliz 1379.62 -0.02 2 -5.92 2.63 0.07 361.85 2 0.63 4 27 11.1
TiO2_SDSPAGE_11.RAW | 488 [MS3 SEsPKEPEQLR P09651|ROA1_HUMAN Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizi 1281.66 -0.12 2 -12.31 2.02 0.02 439.15 1 0.65 4 1.6 5.2
TiO2_SDSPAGE_11.RAW 516 | MS2 ESLKEEDEsDDDNM P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1735.59 -0.06 2 -7.68 3.94 0.40 570.34 1 0.59 0 6.2 48.3
TiO2_SDSPAGE_11.RAW | 517 [MS3 ESLKEEDEsDDDNM P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1637.63 -0.05 2 -12.70 3.17 0.30 510.10 1 0.65 0 4.8 59.8
TiO2_SDSPAGE_11.RAW 603 |MS2 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type |-alpha regulatory subunit 2056.96 0.10 3 -3.94 1.92 0.04 583.64 1 0.34 3 1.2 19.7
TiO2_SDSPAGE_11.RAW | 604 [MS3 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type |-alpha regulatory subuni 1959.00 -0.65 3 -9.99 246 0.12 637.16 5 0.41 3 1.9 5.3
TiO2_SDSPAGE_11.RAW 616 |MS3 RKAsGPPVSELITK P16402|H13_HUMAN Histone H1.3 (Histone H1c). 1464.87 -0.55 3 -16.29 3.44 0.30 2006.96 1 0.60 4 4.9 120.6
TiO2_SDSPAGE_11.RAW | 622 [MS2 RQQDPsPGSNLGGGDDLKLR A8K719]A8K719_HUMAN cDNA FLJ76413, highly similar to Homo sapiens core-binding 2190.03 -0.64 3 -1.05 2.33 0.00 608.56 1 0.32 1 1.2 12.4
TiO2_SDSPAGE_11.RAW 623 |MS3 RQQDPsPGSNLGGGDDLKLR ABK719|A8K719_HUMAN cDNA FLJ76413, highly similar to Homo sapiens core-binding 2092.07 -0.82 3 -10.79 5.22 0.06 2421.00 1 0.53 1 3.8 34.2
TiO2_SDSPAGE_11.RAW | 653 [MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.35 2 -6.90 3.71 0.44 734.45 1 0.81 6 6.4 741
TiO2_SDSPAGE_11.RAW 654 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.30 2 -12.45 3.13 0.22 1369.42 1 0.75 6 4.2 58.4
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TiO2_SDSPAGE_11.RAW 659 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.33 2 -8.80 3.55 0.32 737.36 1 0.81 6 5.3 741
TiO2_SDSPAGE_11.RAW | 660 [MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.27 2 -11.75 3.13 0.25 1290.80 1 0.75 6 4.5 59.0
TiO2_SDSPAGE_11.RAW 684 |MS2 IYHLPDAEsDEDEDFKEQTR Q15019|SEPT2_HUMAN Septin-2 (Protein NEDD5). 2517.05 0.42 3 -2.00 2.03 0.11 443.53 5 0.25 1 1.4 30.2
TiO2_SDSPAGE_11.RAW | 685 [MS3 IYHLPDAEsDEDEDFKEQTR Q15019|SEPT2_HUMAN Septin-2 (Protein NEDD5). 2419.08 -0.97 3 -15.43 3.34 0.50 506.00 1 0.39 1 5.8 91.7
TiO2_SDSPAGE_11.RAW 878 |MS2 TTGIVMDSGDGVTHTVPIYEGNALPHAtLR Q6S8J3|A26CA_HUMAN ANKRD26-like family C member 1A (Prostate, ovary, testis-exp 3184.53 -1.84 3 -8.27 3.62 0.17 810.40 1 0.22 15 2.8 45.8
TiO2_SDSPAGE_11.RAW | 1084 [MS2 ITYLFyKLFTLLsWMLSVVLLLFLNVK Q5GH70]XKR9_HUMAN XK-related protein 9. 3339.88 -0.90 3 0.00 4.26 0.15 499.13 3 0.22 0 3.3 5.8
TiO2_SDSPAGE_11.RAW [ 1191 [MS2 RALEtQMEEMKtQLEELEDELQASEDAK Q7Z7R0|Q7Z7R0_HUMAN Smooth muscle myosin heavy chain (Fragment). 3454.47 0.06 3 0.00 4.03 0.02 281.43 1 0.18 0 2.6 26.9
TiO2_SDSPAGE_2.RAW 282 |MS2 SYsPDGKESPSDKK P43243|MATR3_HUMAN Matrin-3. 1604.68 -0.16 2 -0.04 211 0.00 256.31 1 0.62 4 1.3 15.0
TiO2_SDSPAGE_2.RAW 283 |MS3 SYSPDGKESPsDKK P43243|MATR3_HUMAN Matrin-3. 1506.72 -0.06 2 0.00 2.56 0.05 451.28 1 0.54 4 23 27.9
TiO2_SDSPAGE_2.RAW 319 |Ms2 RLsQPESAEK QYUKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1224.56 0.35 2 -9.51 220 0.21 1046.02 1 0.93 1 3.3 23.8
TiO2_SDSPAGE_2.RAW 320 |MS3 RLsQPESAEK Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1126.60 -0.01 2 -5.28 2.38 0.16 862.73 1 0.78 1 3.3 42.1
TiO2_SDSPAGE_2.RAW 346 |MS2 SSSISEEKGDSDDEKPR QI9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1945.80 -0.20 2 -3.45 3.65 0.25 402.70 1 0.60 0 4.6 6.2
TiO2_SDSPAGE_2.RAW 347 |MS3 SSSISEEKGDsDDEKPR Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1847.84 -0.17 2 -10.27 4.11 0.18 1305.90 1 0.63 0 4.4 74.5
TiO2_SDSPAGE_2.RAW 354 |MS2 KVsSAEGAAKEEPK P05114]HMGN1_HUMAN Non-histone chromosomal protein HMG-14 (High-mobility groupn 1510.71 -0.01 2 0.00 2.95 0.11 402.46 1 0.74 0 3.2 11.3
TiO2_SDSPAGE_2.RAW 355 |MS3 KVSSAEGAAKEEPK P05114|HMGN1_HUMAN Non-histone chromosomal protein HMG-14 (High-mobility group 1412.75 -0.09 2 0.00 3.44 0.03 576.31 4 0.65 0 2.8 8.8
TiO2_SDSPAGE_2.RAW 371 |MS2 ASLGTGTAsPR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 1097.50 0.31 2 -0.02 2.50 0.06 743.39 1 0.67 0 2.5 20.1
TiO2_SDSPAGE_2.RAW 372 |MS3 ASLGTGTAsPR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 999.54 -0.01 2 0.00 1.45 0.10 212.52 6 0.70 0 0.7 9.2
TiO2_SDSPAGE_2.RAW 381 |MS3 RDSELGPGVK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 1039.57 -0.14 2 -7.62 2.82 0.36 1270.41 1 0.94 1 5.3 1000.0
TiO2_SDSPAGE_2.RAW 385 |MS2 KAEGEPQEEsPLKSK QINYF8|BCLF1_HUMAN Bcl-2-associated transcription factor 1 (Btf). 1736.81 -0.15 2 -7.36 2.84 0.08 216.31 1 0.57 2 2.7 26.8
TiO2_SDSPAGE_2.RAW 386 |MS3 KAEGEPQEESPLKsK QINYF8|BCLF1_HUMAN Bcl-2-associated transcription factor 1 (Btf). 1638.85 -0.12 2 -7.67 278 0.08 991.30 1 0.71 2 2.7 32.4
TiO2_SDSPAGE_2.RAW 389 |MS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 0.64 2 -9.71 3.64 0.29 438.22 1 0.50 2 4.7 31.5
TiO2_SDSPAGE_2.RAW 395 |MS2 RSsDTSGSPATPLK Q7Z5R6|AB1IP_HUMAN Amyloid beta A4 precursor protein-binding family B member 1- 1483.68 -1.61 2 -9.60 3.35 0.20 725.75 1 0.72 0 3.8 227
TiO2_SDSPAGE_2.RAW 399 |MSs2 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1817.70 0.46 2 -3.61 3.72 0.29 449.83 1 0.60 2 4.9 45.4
TiO2_SDSPAGE_2.RAW 400 |Ms3 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1719.73 -0.09 2 -7.85 2.98 0.04 1365.33 1 0.70 2 2.6 50.6
TiO2_SDSPAGE_2.RAW 422 |MS2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 -0.20 2 -6.28 4.83 0.52 484.86 1 0.50 2 7.0 1000.0
TiO2_SDSPAGE_2.RAW 423 |MsS3 GAGDGsDEEVDGKADGAEAKPAE P35579IMYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -0.17 2 -8.47 4.23 0.43 1344.05 1 0.52 2 6.0 1000.0
TiO2_SDSPAGE_2.RAW | 424 [ms2 SQGDEAGGHGEDRPEPLsPK QINZT4|OGFR_HUMAN Opioid growth factor receptor (OGFr) (Zeta-type opioid recept 2142.91 -1.04 3 -3.42 3.57 0.56 464.03 1 0.29 3 6.4 78.3
TiO2_SDSPAGE_2.RAW | 425 |MsS3 SQGDEAGGHGEDRPEPLsPK QINZT4|OGFR_HUMAN Opioid growth factor receptor (OGFT) (Zeta-type opioid recept 2044.95 1,57 3 -8.84 3.97 048 493.84 1 0.34 3 5.9 845
TiO2_SDSPAGE_2.RAW | 427 [ms3 SQGDEAGGHGEDRPEPLsPK QINZT4|OGFR_HUMAN Opioid growth factor receptor (OGFr) (Zeta-type opioid recept 2044.95 -1.10 2 -13.21 3.19 0.40 348.44 1 0.45 3 4.9 435
TiO2_SDSPAGE_2.RAW 432 |MsS3 SRsDIDVNAAAGAK 075122|CLAP2_HUMAN CLIP-associating protein 2 (Cytoplasmic linker-associated p 1356.70 0.37 2 -7.99 3.26 0.27 596.66 2 0.69 1 4.5 4.6
TiO2_SDSPAGE_2.RAW 438 |MS3 EAAAQEAGADTPGKGEPPAPKsPPK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 2383.20 -1.10 3 -12.49 4.77 0.35 1144.79 1 0.32 0 5.4 42.3
TiO2_SDSPAGE_2.RAW | 447 |Ms2 ITHsPTVSQVTER P16157|ANK1_HUMAN Ankyrin-1 (Erythrocyte ankyrin) (Ankyrin-R). 1534.73 0.40 2 3.72 3.03 0.07 627.16 1 0.64 1 2.9 220
Ti02_SDSPAGE_2.RAW | 448 |MS3 ITHSPTVsQVTER P16157JANK1_HUMAN Ankyrin-1 (Erythrocyte ankyrin) (Ankyrin-R). 1436.76 0.51 2 -10.16 154 0.39 167.27 13 0.50 1 27 7.9
TiO2_SDSPAGE_2.RAW 485 |MS2 FNDsEGDDTEETEDYR QINYF8|BCLF1_HUMAN Bcl-2-associated transcription factor 1 (Btf). 2001.69 -1.07 2 -18.81 5.24 0.27 1030.75 1 0.73 2 5.6 85.2
TiO2_SDSPAGE_2.RAW 486 |MS3 FNDsEGDDTEETEDYR QINYF8|BCLF1_HUMAN Bcl-2-associated transcription factor 1 (Btf). 1903.73 -0.27 2 -24.66 3.89 0.28 1973.90 1 0.77 2 5.0 61.8
TiO2_SDSPAGE_2.RAW 487 |Ms2 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1738.78 -0.30 2 -3.61 3.87 0.33 321.74 1 0.51 0 5.4 49.9
TiO2_SDSPAGE_2.RAW 488 |MS3 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1640.81 -0.27 2 -12.86 2.70 0.19 494.00 1 0.63 0 3.3 32.5
TiO2_SDSPAGE_2.RAW 497 |MS2 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2113.87 -0.31 2 -15.05 4.40 0.40 549.35 1 0.61 4 6.1 93.4
TiO2_SDSPAGE_2.RAW 498 |MS3 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2015.91 -0.26 2 -20.81 4.06 0.35 606.71 1 0.58 4 5.5 69.6
TiO2_SDSPAGE_2.RAW 500 |MsS2 TQPDGTSVPGEPASPISQR Q14980|NUMA1_HUMAN Nuclear mitotic apparatus protein 1 (NuMA protein) (SP-H ant 2003.91 -1.17 2 -11.24 4.1 0.06 728.26 1 0.50 5 3.1 35.9
TiO2_SDSPAGE_2.RAW 511 |MS2 SPsPPTQHTGQPPGQPSAPSQLSAPR Q9HBUS5|RHG17_HUMAN Rho GTPase-activating protein 17 (Rho-type GTPase-activatin 2687.26 -1.30 3 -11.91 3.67 0.01 1119.51 2 0.33 1 1.9 8.3
TiO2_SDSPAGE_2.RAW | 518 |MS2 KPSGLNGEASKsQEMVHLVNK Q16208/CD44_HUMAN CD44 antigen precursor (Phagocytic glycoprotein 1) (PGP-1) ( 2333.13 0.28 3 -6.40 4.78 0.15 566.51 2 0.35 6 4.2 30.7
TiO2_SDSPAGE_2.RAW | 519 [ms3 KPSGLNGEASKsQEMVHLVNK Q16208|CD44_HUMAN CD44 antigen precursor (Phagocytic glycoprotein 1) (PGP-1) (H 2235.17 -0.94 3 11.07 5.07 0.10 1148.60 1 0.40 6 3.9 51.5
TiO2_SDSPAGE_2.RAW 522 |MS2 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripa 1444.63 1.79 2 0.00 2.89 0.41 170.11 5 0.53 0 4.6 16.2
TiO2_SDSPAGE_2.RAW 529 |MS2 SStPLPTISSSAENTR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 1727.78 -0.31 2 -10.15 3.73 0.30 1029.91 2 0.58 3 4.9 19.1
TiO2_SDSPAGE_2.RAW | 531 |MS3 KPSGLNGEASKsQEMVHLVNK Q16208/CD44_HUMAN CD44 antigen precursor (Phagocytic glycoprotein 1) (PGP-1) (H 2235.17 -1.65 3 -10.89 3.84 0.09 1103.58 1 0.39 6 2.9 19.0
TiO2_SDSPAGE_2.RAW 532 |MS2 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1704.75 -0.34 2 -0.83 2.91 0.20 457.37 1 0.53 3 3.8 28.3
TiO2_SDSPAGE_2.RAW 533 |MS3 NRNSNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1606.79 -0.17 2 -11.73 3.44 0.28 1370.23 1 0.75 3 5.0 15.4
TiO2_SDSPAGE_2.RAW 553 |MS3 CSGPGLsPGMVR P21333|FLNA_HUMAN Filamin-A (Alpha-filamin) (Filamin-1) (Endothelial actin-bind 1199.58 0.45 2 -10.98 2.61 0.30 984.59 1 0.73 7 4.3 104.2
TiO2_SDSPAGE_2.RAW 568 |MS2 KETEsEAEDNLDDLEK Q8IYB3|SRRM1_HUMAN ginine repetitive matrix protein 1 (Ser/Arg-related 1944.80 -0.35 2 -12.75 5.63 0.04 754.08 1 0.73 1 4.3 111
TiO2_SDSPAGE_2.RAW 569 |MS3 KETEsEAEDNLDDLEK Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-related 1846.83 -0.24 2 -15.84 4.43 0.48 2788.74 1 0.80 1 7.0 25.6
TiO2_SDSPAGE_2.RAW 577 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -1.60 2 -0.31 3.39 0.36 569.85 1 0.78 6 5.1 .7
TiO2_SDSPAGE_2.RAW 580 |MS2 EGMNPSYDEYADsDEDQHDAYLER Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 (Facilitates chromatin transcript 2929.08 -1.38 3 -9.63 5.04 0.15 656.12 1 0.30 0 4.0 79.4
TiO2_SDSPAGE_2.RAW 581 |MS3 EGMNPSYDEYADsDEDQHDAYLER Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 (Facilitates chromatin transcript 2831.12 -1.44 3 -20.72 4.58 0.54 569.57 1 0.33 0 6.6 75.7
Ti02_SDSPAGE_2.RAW | 583 |MS2 QASIELPSmAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1628.76 -0.10 2 -10.30 3.42 0.39 1021.26 1 0.64 8 55 39.1
TiO2_SDSPAGE_2.RAW | 584 |MS3 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1530.80 -0.21 2 5.93 2,65 047 755.59 1 0.61 8 53 53.5
TiO2_SDSPAGE_2.RAW 590 |MS3 APsIDGKEELDLAEK Q9HOE9|BRD8_HUMAN Bromodomain-containing protein 8 (p120) (Skeletal muscle abun 1596.83 0.33 2 -11.40 3.39 0.39 986.98 1 0.68 1 5.5 1000.0
TiO2_SDSPAGE_2.RAW 597 |MS2 FGESEEVEMEVEsDEEDDKQEK Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 2697.03 -0.32 3 -5.14 5.94 0.55 1150.65 1 0.33 0 7.8 102.1
TiO2_SDSPAGE_2.RAW 598 |MS3 FGESEEVEMEVEsDEEDDKQEK Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 2599.07 -1.06 3 -24.87 5.41 0.48 1611.95 1 0.39 0 6.8 1171
TiO2_SDSPAGE_2.RAW 614 |MS2 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3460.44 -0.88 3 -11.61 7.79 0.50 1328.47 1 0.32 5 7.5 97.8
TiO2_SDSPAGE_2.RAW | 615 [ms3 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK. Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3362.48 -1.19 3 -14.16 6.79 0.50 1685.98 1 0.30 5 7.0 129.9
TiO2_SDSPAGE_2.RAW 621 |MS2 DVEDMELsDVEDDGSK Q5VT52|K0460_HUMAN Uncharacterized protein KIAA0460. 1862.69 0.41 2 -8.98 3.03 0.38 544.07 1 0.44 1 5.0 44.0
TiO2_SDSPAGE_2.RAW 622 |MS3 DVEDMELsDVEDDGSK Q5VT52|K0460_HUMAN Uncharacterized protein KIAA0460. 1764.73 0.47 2 -17.70 3.13 0.51 1403.76 1 0.73 1 6.0 64.3
TiO2_SDSPAGE_2.RAW | 663 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 0.26 2 5.97 3.92 0.36 1069.02 1 0.69 8 5.7 326
Ti02_SDSPAGE_2.RAW | 664 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.80 0.23 2 -16.56 2.56 0.41 1076.39 1 0.75 8 49 795
TiO2_SDSPAGE_2.RAW | 676 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 1.48 2 428 3.63 042 1106.18 1 0.67 8 56 347
Ti02_SDSPAGE_2.RAW | 677 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1514.80 0.25 2 1348 2.38 0.35 827.45 1 0.68 8 42 75.3
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Ti02_SDSPAGE_2.RAW | 683 |MS2 RPtLTTFFGR P16150|LEUK_HUMAN Leukosialin precursor (Leukocyte sialoglycoprotein) (Sialopho 127562 043 2 0.00 1.92 0.24 47227 1 0.67 1 3.0 178
TiO2_SDSPAGE_2.RAW 684 |MS3 RP{LTTFFGR P16150|LEUK_HUMAN Leukosialin precursor (Leukocyte sialoglycoprotein) (Sialoph 1177.66 -0.32 2 -0.10 2.62 0.27 348.43 2 0.83 1 42 37.0
TiO2_SDSPAGE_2.RAW 710 |MS3 LSGSGPAELsAGEDEEEESELVSKPLLR Q9BRRI|RHG09_HUMAN Rho GTPase-activating protein 9 (Rho-type GTPase-activating 2910.44 -0.99 3 -17.10 4.00 0.14 1228.47 1 0.31 2 3.3 17.6
TiO2_SDSPAGE_2.RAW 718 |MS2 KLPEPEPQPLsSLPSLQNASSLDATSSSK Q8IV53|DEN1C_HUMAN DENN domain-containing protein 1C (Protein FAM31C). 3001.48 -1.18 3 -3.99 4.16 0.06 575.28 1 0.26 0 2.7 27.8
TiO2_SDSPAGE_2.RAW 719 |MS3 KLPEPEPQPLsSLPSLQNASSLDATSSSK Q8IV53|DEN1C_HUMAN DENN domain-containing protein 1C (Protein FAM31C). 2903.52 -1.14 3 -11.62 5.27 0.15 779.06 1 0.25 0 4.0 41.4
TiO2_SDSPAGE_2.RAW 751 |MS2 ASSDLSIAsSEEDKLSQNACILESVSEK Q9H2G2|SLK_HUMAN STE20-like serine/threonine-protein kinase (EC 2.7.11.1) (STE 3077.39 -1.89 3 0.00 3.61 0.49 332.98 2 0.20 0 5.1 6.3
TiO2_SDSPAGE_2.RAW 758 |MS2 HNLFEDNMALPSESVSsLTDLKPPTGSNQASPAR Q9BZQ8|NIBA_HUMAN Protein Niban (Protein FAM129A) (Cell growth-inhibiting gene 3690.71 -0.98 3 -13.10 6.04 0.03 959.14 1 0.26 1 3.2 6.6
TiO2_SDSPAGE_2.RAW 885 |MS3 SIRLPETIDLGALYLSMK P08567|PLEK_HUMAN Pleckstrin (Platelet p47 protein). 2002.12 -0.77 2 -12.27 4.06 0.21 1768.56 1 0.71 2 4.4 55.2
TiO2_SDSPAGE_2.RAW 889 |MS2 TRsPDVISSASTALSQDIPEIASEALSR Q6P2E9|EDC4_HUMAN Enhancer of mRNA-decapping protein 4 (Human enhancer of deca 2981.45 -0.36 3 -15.98 5.83 0.02 1390.36 2 0.31 2 3.3 0.0
TiO2_SDSPAGE_3.RAW 445 |MS2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 -0.63 2 -4.93 4.20 0.51 394.27 1 0.50 2 6.4 1000.0
TiO2_SDSPAGE_3.RAW 446 |MS3 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 0.05 2 -7.55 4.19 0.46 1066.11 1 0.50 2 6.2 1000.0
TiO2_SDSPAGE_3.RAW 448 |MsS3 SRsDIDVNAAAGAK 075122|CLAP2_HUMAN CLIP-associating protein 2 (Cytoplasmic linker-associated pr 1356.70 0.10 2 -14.14 3.44 0.14 1524.74 1 0.77 1 3.8 11.1
Ti02_SDSPAGE_3.RAW | 452 |MS2 KLEKEEEEGISQEsSEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2316.96 -0.01 2 -11.80 432 0.12 504.23 1 0.59 3 40 17.0
TiO2_SDSPAGE_3.RAW 453 |MsS3 PstPIPPQEGEEVGESSEEQDNAPKSVLGKVK Q9UDY2|Z02_HUMAN Tight junction protein ZO-2 (Zonula occludens protein 2) (Zona 3326.67 -1.38 3 -0.07 3.68 0.02 432.97 1 0.22 0 1.8 7.9
Ti02_SDSPAGE_3.RAW | 453 |MS3 KLEKEEEEGISQEsSEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2219.00 0.04 2 2277 474 0.04 1157.68 1 0.61 3 37 111
TiO2_SDSPAGE_3.RAW 463 |MS2 KLEKEEEEGISQEssEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2396.93 0.03 2 -11.87 4.63 0.26 583.92 1 0.50 3 5.2 63.9
Ti02_SDSPAGE_3.RAW | 464 |MS3 KLEKEEEEGISQEssEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2298.97 0.02 2 948 3.10 0.01 381.28 1 0.43 3 22 19.1
TiO2_SDSPAGE_3.RAW 468 |MS2 MEEEGTEDNGLEDDsR Q14151|SAFB2_HUMAN Scaffold attachment factor B2 (SAF-B2). 1905.67 0.09 2 0.00 272 0.49 389.35 1 0.44 2 5.6 59.7
TiO2_SDSPAGE_3.RAW 496 |MS2 AESPESSAIESTQSTPQK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen-i 1956.84 0.19 2 -9.00 4.19 0.09 848.91 1 0.53 0 3.7 225
TiO2_SDSPAGE_3.RAW 510 |MS2 AELGsTDNDLER Q14761|PTCA_HUMAN Protein tyrosine phosphatase receptor type C-associated prot 1399.57 0.25 2 -4.40 297 0.04 675.52 2 0.73 0 2.7 3.5
TiO2_SDSPAGE_3.RAW 511 |MS3 AELGsTDNDLER Q14761|PTCA_HUMAN Protein tyrosine phosphatase receptor type C-associated prote 1301.61 0.19 2 -10.77 2.35 0.01 619.16 1 0.82 0 1.9 7.8
TiO2_SDSPAGE_3.RAW 522 |MS2 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2113.87 0.02 2 -15.15 4.31 0.46 905.86 1 0.59 4 6.5 93.4
TiO2_SDSPAGE_3.RAW 523 |MS3 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2015.91 -0.71 2 -24.09 3.57 0.24 657.99 1 0.61 4 4.2 81.7
TiO2_SDSPAGE_3.RAW 596 |MS2 VVDYSQFQEsDDADEDYGR QIH1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2317.88 0.04 2 -18.51 4.99 0.29 998.49 1 0.57 2 5.7 98.5
TiO2_SDSPAGE_3.RAW 597 |MS3 VVDYSQFQEsDDADEDYGR QI9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2219.92 0.07 2 -17.23 3.76 0.31 1402.68 1 0.64 2 5.0 119.8
TiO2_SDSPAGE_3.RAW | 605 |MS2 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1628.76 0.10 2 7.71 3.48 045 1194.33 1 0.69 8 6.1 39.1
Ti02_SDSPAGE_3.RAW | 606 |MS3 QASIELPSmAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1530.80 0.07 2 756 224 0.38 1157.92 1 0.71 8 42 37.7
TiO2_SDSPAGE_3.RAW | 687 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 0.02 2 7.02 3.42 048 1261.85 1 0.69 8 6.3 36.8
Ti02_SDSPAGE_3.RAW | 688 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1514.80 0.11 2 -20.66 2.28 0.31 1210.69 1 0.75 8 338 86.7
TiO2_SDSPAGE_4.RAW 213 |MS2 SYsPDGKESPSDKK P43243|MATR3_HUMAN Matrin-3. 1604.68 -0.16 2 -3.34 2.38 0.05 195.97 4 0.54 4 1.8 17.2
TiO2_SDSPAGE_4.RAW 214 |MS3 SYSPDGKESPsDKK P43243|MATR3_HUMAN Matrin-3. 1506.72 -0.18 2 -4.94 2.71 0.03 652.08 1 0.62 4 23 27.3
TiO2_SDSPAGE_4.RAW 224 |MS2 SYsPDGKESPSDKK P43243|MATR3_HUMAN Matrin-3. 1604.68 -0.25 2 -4.11 2.36 0.00 216.67 1 0.56 4 1.6 15.6
TiO2_SDSPAGE_4.RAW 225 |MS3 SYSPDGKESPsDKK P43243|MATR3_HUMAN Matrin-3. 1506.72 -0.17 2 -2.35 245 0.10 619.72 2 0.62 4 24 21.2
TiO2_SDSPAGE_4.RAW 285 |MS2 RLsQPESAEK QYUKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1224.56 -0.22 2 -1.95 2.51 0.35 676.39 1 0.78 1 4.8 36.0
TiO2_SDSPAGE_4.RAW 286 |MS3 RLsQPESAEK QYUKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Ac 1126.60 -0.19 2 -4.36 2.55 0.15 757.91 2 0.72 1 3.3 35.0
TiO2_SDSPAGE_4.RAW 305 |Ms2 AAsPSPQSVR Q8IYB3|SRRM1_HUMAN ginine repetitive matrix protein 1 (Ser/Arg-related 1079.49 0.63 2 -0.03 1.93 0.26 510.85 1 0.70 1 3.1 33.6
TiO2_SDSPAGE_4.RAW 306 |MS3 AAsPSPQSVR Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-relate 981.53 0.01 2 -0.69 0.97 0.22 177.00 5 0.72 1 0.2 50.9
TiO2_SDSPAGE_4.RAW 337 |MS2 SSSISEEKGDsDDEKPR QI9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1945.80 -0.21 2 -3.05 2.96 0.13 284.81 1 0.48 0 3.1 2.9
TiO2_SDSPAGE_4.RAW 338 |MS3 SSSISEEKGDsDDEKPR Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1847.84 -0.31 2 -12.94 4.55 0.30 1230.04 1 0.59 0 5.5 78.7
TiO2_SDSPAGE_4.RAW 362 |MS2 EVsDSEAGGGPQGER Q9BW?71|HIRP3_HUMAN HIRA-interacting protein 3. 1554.61 -0.27 2 -14.22 3.49 0.11 1114.56 1 0.62 0 3.6 19.2
TiO2_SDSPAGE_4.RAW 363 |MS3 EVsDSEAGGGPQGER Q9BW?71|HIRP3_HUMAN HIRA-interacting protein 3. 1456.65 -0.19 2 -7.85 2.38 0.08 451.84 1 0.43 0 2.2 22
TiO2_SDSPAGE_4.RAW 375 |Ms3 RDSELGPGVK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 1039.57 -0.26 2 -9.50 3.16 0.41 1231.49 1 0.94 1 6.0 1000.0
TiO2_SDSPAGE_4.RAW 377 |MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1259.53 -0.25 2 -5.28 3.86 0.16 957.82 1 0.83 3 4.7 21.0
TiO2_SDSPAGE_4.RAW 378 |MsS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hRFBP17 1161.57 -0.24 2 -8.87 2.84 0.16 1081.90 1 0.80 3 3.6 31.8
TiO2_SDSPAGE_4.RAW 390 |MS2 RSsDTSGSPATPLK Q7Z5R6|AB1IP_HUMAN Amyloid beta A4 precursor protein-binding family B member 1- 1483.68 -0.35 2 -10.11 3.44 0.20 776.78 1 0.79 0 4.2 229
TiO2_SDSPAGE_4.RAW 391 |MS3 RSsDTSGSPATPLK Q7Z5R6|AB1IP_HUMAN Amyloid beta A4 precursor protein-binding family B member 1- 1385.72 -0.34 2 -5.44 3.50 0.02 486.08 1 0.69 0 3.0 229
TiO2_SDSPAGE_4.RAW 404 |MS2 TESEVPPRPAsPK Q9Y3L3|3BP1_HUMAN SH3 domain-binding protein 1 (3BP-1). 1474.69 -0.20 2 -2.57 2.69 0.41 513.63 1 0.56 3 5.1 79.7
TiO2_SDSPAGE_4.RAW 405 |MsS3 TESEVPPRPAsPK Q9Y3L3|3BP1_HUMAN SH3 domain-binding protein 1 (3BP-1). 1376.73 0.12 2 -9.22 3.20 0.47 324.47 1 0.63 3 6.2 62.3
TiO2_SDSPAGE_4.RAW 415 |MS2 TAQVPsPPRGK QYUKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Ac 1217.60 0.02 2 -1.59 2.77 0.38 525.23 2 0.60 1 5.2 73.8
TiO2_SDSPAGE_4.RAW 416 |MS3 TAQVPsPPRGK QYUKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Ac 1119.64 0.05 2 -7.47 243 0.30 296.44 1" 0.65 1 3.8 54.9
TiO2_SDSPAGE_4.RAW 427 |MS2 RYsPPIQR Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-relate 1096.53 -0.67 2 0.00 2.35 0.27 297.71 15 0.76 1 3.6 22.6
TiO2_SDSPAGE_4.RAW 428 |MsS3 RYsPPIQR Q8IYB3|SRRM1_HUMAN ginine repetitive matrix protein 1 (Ser/Arg-related 998.57 -0.43 2 0.00 225 0.16 808.54 1 0.93 1 3.2 10.2
TiO2_SDSPAGE_4.RAW 438 |MS2 EAAAQEAGADTPGKGEPPAPKsPPK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 2481.17 -1.45 3 -4.16 6.19 0.41 1809.14 1 0.34 0 6.4 93.6
TiO2_SDSPAGE_4.RAW 439 |Ms3 EAAAQEAGADTPGKGEPPAPKsPPK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 2383.20 -1.26 3 -13.05 4.66 0.19 1187.97 1 0.31 0 4.0 53.7
TiO2_SDSPAGE_4.RAW 441 |MS3 QDLGPLFVEDImtMVLCKPK ABMTZ0|ABMTZ0_HUMAN Uncharacterized protein ENSP00000381337. 2430.15 1.80 3 -7.13 3.53 0.09 535.75 9 0.26 0 22 1000.0
TiO2_SDSPAGE_4.RAW 443 |MS3 REEDEPEERsGDETPGSEVPGDK Q1KMD3|HNRL2_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 2 (Sc 2526.10 -1.39 3 -12.22 3.67 0.13 889.72 1 0.32 0 3.0 33.6
TiO2_SDSPAGE_4.RAW 456 | MS2 SGPKPFSAPKPQTSPsPK Q01518|CAP1_HUMAN Adenylyl cyclase-associated protein 1 (CAP 1). 1917.95 -1.30 2 -7.39 4.61 0.06 404.96 2 0.57 1 3.3 16.6
TiO2_SDSPAGE_4.RAW 457 |MsS3 SGPKPFSAPKPQTSPsPK Q01518|CAP1_HUMAN Adenylyl cyclase-associated protein 1 (CAP 1). 1819.99 -0.35 2 -7.46 279 0.20 503.88 3 0.50 1 3.2 9.3
TiO2_SDSPAGE_4.RAW 463 |MS2 PSSGNIPSSPTASGGGsPTSPR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 2077.92 -0.34 2 -3.19 3.89 0.09 805.04 1 0.48 0 3.2 15.4
TiO2_SDSPAGE_4.RAW 464 |MS3 PSSGNIPSSPTASGGGSPtSPR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 1979.96 -0.36 2 -25.29 4.27 0.07 806.75 2 0.62 0 3.2 23.7
TiO2_SDSPAGE_4.RAW 467 |MS2 ATASPRPSSGNIPSSPTASGGGsPTSPR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 2661.23 -1.52 3 -20.83 5.49 0.05 1771.14 1 0.34 0 3.2 29.7
TiO2_SDSPAGE_4.RAW 468 |MS3 ATASPRPSSGNIPSSPTASGGGsPTSPR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 2563.27 -1.19 3 -24.93 5.90 0.02 1271.70 1 0.36 0 3.3 17.6
TiO2_SDSPAGE_4.RAW 469 |MS2 ESEDKPEIEDVGsDEEEEKK P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) (Renal carcinoma a 2400.98 -1.36 3 -0.35 2.85 0.51 249.90 12 0.26 5 4.8 29.9
TiO2_SDSPAGE_4.RAW 470 |MsS3 ESEDKPEIEDVGsDEEEEKK P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) (Renal carcinoma an 2303.02 -1.87 3 -17.84 3.57 0.45 1096.34 1 0.37 5 5.3 67.5
TiO2_SDSPAGE_4.RAW 481 |MS3 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1640.81 0.30 2 -10.71 2.97 0.26 359.03 1 0.53 0 4.1 13.9
TiO2_SDSPAGE_4.RAW 491 |MS3 GsGHPAYAEVEPVGEK QB6UX71|PXDC2_HUMAN Plexin domain-containing protein 2 precursor (Tumor endothel 1608.78 -0.27 2 -11.06 2.54 0.41 678.60 1 0.53 0 4.8 7.7
TiO2_SDSPAGE_4.RAW 495 |MS2 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2113.87 -1.32 2 -15.09 4.56 0.45 528.21 1 0.61 4 6.3 83.6
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TiO2_SDSPAGE_4.RAW 496 |MS3 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2015.91 -0.38 2 -19.67 4.32 0.23 527.23 1 0.56 4 4.8 90.9
TiO2_SDSPAGE_4.RAW 511 |MS2 QNGsNDSDRY sDNEEDSKIELK P42167|LAP2B_HUMAN Lamina- i polypeptide 2, isoforms (Thymo 2605.08 -0.35 3 -0.26 2.34 0.02 193.57 8 0.25 2 0.9 0.0
TiO2_SDSPAGE_4.RAW 512 |MS3 QNGsNDSDRYsDNEEDSKIELK P42167|LAP2B_HUMAN Lamina-associated polypeptide 2, isoforms beta/gamma (Thymop 2507.12 -1.61 3 -15.90 4.23 0.05 587.78 1 0.33 2 2.8 27.4
TiO2_SDSPAGE_4.RAW 520 |MsS2 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type I-alpha regulatory subunit 2056.96 -1.27 3 -6.12 2.60 0.22 833.96 1 0.43 3 3.0 227
TiO2_SDSPAGE_4.RAW 521 |MS3 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type |-alpha regulatory subuni 1959.00 -0.98 3 -11.38 2.93 0.16 544.29 3 0.38 3 2.7 17.7
TiO2_SDSPAGE_4.RAW 529 |MsS2 SStPLPTISSSAENTR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 1727.78 -0.38 2 -20.79 3.79 0.01 1081.58 1 0.58 3 3.0 18.1
TiO2_SDSPAGE_4.RAW 540 |MS2 RVSEVEEEKEPVPQPLPSDDTR 043290|SNUT1_HUMAN U4/U6.U5 tri-snRNP-associated protein 1 (U4/U6.U5 tri-snRNP- 2616.22 -1.30 3 0.00 5.03 0.35 716.39 1 0.37 0 5.6 181.1
TiO2_SDSPAGE_4.RAW 564 |MS2 ASLGTGTAsPRtSLEVSPNPEPPEKPVR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 3034.43 -1.74 3 -0.02 2.61 0.04 294.71 2 0.16 0 1.1 3.9
TiO2_SDSPAGE_4.RAW 565 |MS3 ASLGTGTAsPRtSLEVSPNPEPPEKPVR Q9UBWS5|BIN2_HUMAN Bridging integrator 2 (Breast cancer-associated protein 1). 2936.47 -1.50 3 -1.57 3.92 0.01 462.53 2 0.24 0 1.9 5.1
TiO2_SDSPAGE_4.RAW 571 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.61 2 -9.01 3.98 0.28 684.53 1 0.75 6 5.3 78.5
TiO2_SDSPAGE_4.RAW 572 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.48 2 -13.11 3.11 0.22 1074.77 1 0.75 6 4.1 68.7
TiO2_SDSPAGE_4RAW | 587 |MS2 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1628.76 0.57 2 7.04 3.98 051 653.19 1 0.55 8 6.7 291
TiO2_SDSPAGE_4.RAW 598 |MS2 SNsVEKPVSSILSR Q9UIO8|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.78 -0.62 2 -0.02 3.19 0.55 418.73 3 0.64 1 6.3 8.7
TiO2_SDSPAGE_4.RAW 599 |MS3 sNSVEKPVSSILSR Q9UIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1484.82 -0.47 2 -0.02 3.10 0.48 759.39 2 0.73 1 5.8 9.2
TiO2_SDSPAGE_4.RAW 602 |MS3 WSNGFELADGVVsR inv_Q7M4S5 1518.75 0.16 2 -0.10 1.32 0.19 412.57 3 0.50 1 1.0 32.1
TiO2_SDSPAGE_4.RAW 607 | MS2 FGESEEVEMEVEsDEEDDKQEK Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 2697.03 -0.87 3 -6.63 3.28 0.30 355.50 4 0.26 0 3.9 59.5
TiO2_SDSPAGE_4.RAW 608 |MS3 FGESEEVEMEVEsDEEDDKQEK Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 2599.07 -1.21 3 -9.33 4.02 0.44 741.09 1 0.27 0 5.7 72.8
TiO2_SDSPAGE_4.RAW 613 |MS2 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK QI96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3460.44 -1.05 3 -8.76 8.45 0.55 1337.96 1 0.30 5 8.0 132.2
TiO2_SDSPAGE_4RAW | 614 [ms3 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK. Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3362.48 -1.26 3 14.93 6.68 0.51 1934.36 1 0.33 5 7.1 1251
TiO2_SDSPAGE_4.RAW 630 |MS3 RDsFDDRGPSLNPVLDYDHGSR P43243|MATR3_HUMAN Matrin-3. 2500.18 -1.00 3 -7.18 3.46 0.30 439.44 2 0.29 1 4.1 18.8
TiO2_SDSPAGE_4.RAW 643 |MS2 SQsFAGFSGLQER Q9Y4F9|FA65B_HUMAN Protein FAM65B. 1493.64 -1.13 2 -11.14 2.67 0.60 211.23 2 0.53 1 6.1 5.4
TiO2_SDSPAGE_4.RAW 644 |MS3 SQsFAGFSGLQER Q9Y4F9|FA65B_HUMAN Protein FAM65B. 1395.68 -0.05 2 -10.29 2.60 0.13 740.99 1 0.67 1 3.0 15.4
TiO2_SDSPAGE_4.RAW 667 |MS2 DQPtPVPTMtLFLMLNCIPSPITFPVPEK Q30213|Q30213_HUMAN HLA-G protein (Fragment). 3443.61 -0.31 3 -10.22 3.61 0.15 233.70 16 0.16 0 2.6 34
TiO2_SDSPAGE_4RAW | 670 |MS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 -0.54 2 5.24 3.64 047 878.59 1 0.64 8 6.3 347
TiO2_SDSPAGE_4.RAW 671 |MS2 VKAsPITNDGEDEFVPSDGLDKDEYTFSPGK Q02880|TOP2B_HUMAN DNA topoisomerase 2-beta (EC 5.99.1.3) (DNA topoisomerase Il 3437.53 -0.71 3 -11.91 3.69 0.10 543.53 1 0.23 3 2.8 28.9
TiO2_SDSPAGE_4.RAW 672 |MS3 VKAsPITNDGEDEFVPSDGLDKDEYTFSPGK Q02880]TOP2B_HUMAN DNA topoisomerase 2-beta (EC 5.99.1.3) (DNA topoisomerase Il 3339.57 -1.59 3 -20.54 5.60 0.05 1277.85 1 0.30 3 3.1 16.1
TiO2_SDSPAGE_4.RAW 675 |MS2 KPATPAEDDEDDDIDLFGsDNEEEDKEAAQLR P29692|EF1D_HUMAN Elongation factor 1-delta (EF-1-delta) (Antigen NY-CO-4). 3657.52 -0.79 3 -9.55 5.06 0.52 656.82 1 0.24 5 6.6 82.5
TiO2_SDSPAGE_4.RAW 680 |MS2 yIGHLSAVLGLSEESLQCR QOVG99IMESP2_HUMAN Mesoderm posterior protein 2. 2212.05 0.13 3 0.00 3.72 0.07 775.25 13 0.29 0 2.7 33.3
TiO2_SDSPAGE_4.RAW 692 |MS2 ASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyo 1812.79 -1.81 2 -9.11 4.57 0.48 431.48 2 0.53 0 6.3 41.7
TiO2_SDSPAGE_4RAW | 714 |MS2 TPSPLVLEGTIEQSsPPLSPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 2459.23 -1.83 3 6.18 3.58 0.04 824.97 1 0.28 4 2.1 227
TiO2_SDSPAGE_4.RAW 746 |MS2| STAPSAAASASASAAASsSPAGGGAEALELLEHCGVCR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripar 3522.56 -1.08 3 -15.12 4.70 0.06 1187.15 1 0.19 0 2.7 5.7
TiO2_SDSPAGE_4.RAW 751 |MS2 MVLMLMDVCQyLVIDELDSGSKCEtKK Q9ULA1|QOULA1_HUMAN R31155_1 (Zinc finger protein 667, isoform CRA_a). 3365.46 -1.11 3 -0.06 3.75 0.10 602.26 9 0.17 0 2.3 6.2
TiO2_SDSPAGE_4.RAW 762 |MS2 TTGIVMDSGDGVTHTVPIYEGNALPHAtLR Q6S8J3|A26CA_HUMAN ANKRD26-like family C member 1A (Prostate, ovary, testis-exp 3184.53 -1.29 3 -8.93 3.91 0.04 611.46 1 0.20 15 22 31.4
TiO2_SDSPAGE_4.RAW 769 |MS2 TQESGDQDPQEAQKASSAtERTQWGQK 000515|LAD1_HUMAN Ladinin 1 (Lad-1) (120 kDa linear IgA bullous dermatosis ant 3151.30 -0.17 3 0.00 3.25 0.18 317.99 20 0.18 2 2.7 4.1
TiO2_SDSPAGE_4.RAW 819 |MS2 PLKLVLKVGGNEVTELstGSSGHDSSLFEDK QINPI1|BRD7_HUMAN Bromodomain-containing protein 7 (75 kDa bromodomain protein 3207.68 -0.48 3 0.00 2.98 0.29 308.05 7 0.21 0 3.3 6.3
TiO2_SDSPAGE_4.RAW 825 |MS2 RGsGDTSSLIDPDTSLSELRDIYDLK Q9YB08|LRRF2_HUMAN Leucine-rich repeat flightless-interacting protein 2 (LRR FL 2933.38 -0.42 3 -0.04 2.83 0.20 347.68 1 0.22 1 3.0 9.7
TiO2_SDSPAGE_4.RAW 826 |MS3 RGsGDTSSLIDPDTSLSELRDIYDLK Q9YB08|LRRF2_HUMAN Leucine-rich repeat flightless-interacting protein 2 (LRR F 2835.42 -1.60 3 -7.86 2.81 0.03 289.20 14 0.22 1 0.9 12.7
TiO2_SDSPAGE_4.RAW 862 |MS2 ISLPLPNFsSLNLR QINTMS3|VIME_HUMAN Vimentin. 1650.86 -1.04 2 -9.34 2.84 0.38 564.52 2 0.51 3 4.6 9.3
TiO2_SDSPAGE_4.RAW 889 |MS2 TRsPDVISSASTALSQDIPEIASEALSR Q6P2E9|EDC4_HUMAN Enhancer of mRNA-decapping protein 4 (Human enhancer of deca 2981.45 -1.28 3 -26.05 7.55 0.01 1380.44 2 0.33 2 3.6 8.6
TiO2_SDSPAGE_4.RAW 893 |MS2 tPESFLGPNAALVDLDSLVSRPGPTPPGAK QIYBI3|EPN1_HUMAN Epsin-1 (EPS-15-interacting protein 1) (EH domain-binding mi 3083.54 -0.27 3 -6.95 3.01 0.23 259.52 2 0.18 0 3.2 2.8
TiO2_SDSPAGE_4.RAW 894 |MS3 tPESFLGPNAALVDLDSLVSRPGPTPPGAK Q9Y6I3|EPN1_HUMAN Epsin-1 (EPS-15-interacting protein 1) (EH domain-binding mit 2985.58 -1.37 3 -6.70 3.32 0.07 276.01 1 0.22 0 2.1 18.0
TiO2_SDSPAGE_5.RAW 450 |Ms2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -0.02 2 -9.38 2.14 0.25 584.52 1 0.67 2 3.1 54.1
TiO2_SDSPAGE_5.RAW 451 |MS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -0.47 2 -8.37 3.94 0.11 1392.64 1 0.69 2 3.7 36.2
TiO2_SDSPAGE_5.RAW 457 |MS2 ESLKEEDEsDDDNm P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1751.58 0.17 2 0.00 3.47 0.50 225.81 1 0.54 0 6.5 6.0
TiO2_SDSPAGE_5.RAW 462 | MS2 LGASNsPGQPNSVK P49756|RBM25_HUMAN Probable RNA-binding protein 25 (RNA-binding motif protein 2 1435.66 -0.10 2 -4.85 2.95 0.22 983.07 1 0.69 1 4.0 46.4
TiO2_SDSPAGE_5.RAW 463 |MS3 LGASNsPGQPNSVK P49756|RBM25_HUMAN Probable RNA-binding protein 25 (RNA-binding motif protein 2 1337.70 -0.03 2 -15.55 246 0.23 1015.54 1 0.69 1 3.5 45.7
TiO2_SDSPAGE_5.RAW 465 |MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1259.53 0.50 2 -5.26 2.94 0.20 831.88 1 0.83 3 4.0 24.7
TiO2_SDSPAGE_5.RAW 466 | MS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hRFBP17 1161.57 -0.01 2 -11.18 279 0.18 1130.64 1 0.85 3 3.8 30.4
TiO2_SDSPAGE_5.RAW 472 |MS2 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1817.70 -1.07 2 -7.63 4.87 0.44 646.56 1 0.73 2 6.6 93.3
TiO2_SDSPAGE_5.RAW 473 |MS3 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1719.73 -0.04 2 -21.38 3.42 0.12 1640.32 1 0.73 2 3.6 62.8
TiO2_SDSPAGE_5.RAW 476 |MS2 RSsDTSGSPATPLK Q7Z5R6|AB1IP_HUMAN Amyloid beta A4 precursor protein-binding family B member 1- 1483.68 -0.21 2 0.00 3.01 0.15 387.35 1 0.69 0 3.5 19.1
TiO2_SDSPAGE_5.RAW 480 |Ms2 TGVTSTsDsEEEGDDQEGEK 075475|PSIP1_HUMAN PC4 and SFRS1-interacting protein (Lens epithelium-derived g 2259.77 -0.10 2 -7.29 5.04 0.06 302.47 1 0.36 0 3.9 6.3
TiO2_SDSPAGE_5.RAW 487 |MS2 QKsDAEEDGGTVsQEEEDR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 2268.82 -0.10 2 -7.43 3.38 0.07 178.87 1 0.36 0 29 17.4
TiO2_SDSPAGE_5.RAW 496 | MS2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 -0.03 2 -8.40 4.25 0.58 362.59 1 0.47 2 71 1000.0
TiO2_SDSPAGE_5.RAW 497 |MS3 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -0.08 2 -11.89 4.40 0.38 896.76 1 0.45 2 5.7 1000.0
TiO2_SDSPAGE_5RAW | 508 |MS2 KLEKEEEEGISQEsSEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-/HMG-Y (HMG-I(Y)) (High mob 2316.96 0.1 2 15.02 4.70 0.02 45174 1 0.56 3 35 9.0
TiO2_SDSPAGE_5RAW | 509 [ms3 PstPIPPQEGEEVGESSEEQDNAPKSVLGKVK Q9UDY2|202_HUMAN Tight junction protein ZO-2 (Zonula occludens protein 2) (Zona 3326.67 -1.58 3 -1.04 3.95 0.00 471.07 1 0.23 0 1.9 10.1
TiO2_SDSPAGE_5RAW | 509 |MS3 KLEKEEEEGISQEsSEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-/HMG-Y (HMG-I(Y)) (High mob 2219.00 0.17 2 11.61 4.59 0.03 850.75 1 0.56 3 35 13.3
Ti02_SDSPAGE_5RAW | 513 |MS2 KLEKEEEEGISQEssEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2396.93 -0.20 2 11.38 5.14 0.27 935.26 1 0.51 3 55 552
TiO2_SDSPAGE_5.RAW 514 |MS3 KLEKEEEEGISQEssEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2298.97 -0.99 2 -9.75 3.82 0.02 624.15 1 0.61 3 2.6 211
TiO2_SDSPAGE_5.RAW 520 |MS2 EEDEPEERsGDETPGSEVPGDK Q1KMD3|HNRL2_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 2 (Sc 2467.96 -1.09 2 -5.43 2.20 0.35 184.78 1 0.33 0 3.4 38.5
TiO2_SDSPAGE_5.RAW 521 |MS3 EEDEPEERsGDETPGSEVPGDK Q1KMD3|HNRL2_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 2 (Sc 2370.00 -0.24 2 -13.84 2.90 0.02 411.37 1 0.38 0 2.0 26.4
TiO2_SDSPAGE_5.RAW 522 |MS2 ESLKEEDEsDDDNM P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1735.59 -0.08 2 0.00 3.24 0.45 316.52 1 0.49 0 6.0 53.2
TiO2_SDSPAGE_5.RAW 523 |MS3 ESLKEEDEsDDDNM P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1637.63 0.02 2 0.00 221 0.27 430.66 1 0.65 0 3.5 46.2
Ti02_SDSPAGE_5.RAW | 528 |MS3 KLEKEEEEGISQEssEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2298.97 0.25 2 11.31 343 0.02 289.12 1 0.43 3 25 19.1
TiO2_SDSPAGE_5.RAW 556 | MS2 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1508.67 -0.20 2 -5.23 1.53 0.11 235.76 3 0.52 0 1.0 1000.0
TiO2_SDSPAGE_5.RAW 557 |MS3 AEEDEILNRsPR P27824|CALX_HUMAN Calnexin precursor (Major histocompatibility complex class | 1410.71 -0.14 2 -6.99 1.97 0.08 280.01 1 0.59 0 1.8 1000.0
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TiO2_SDSPAGE_5.RAW 569 |MS2 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2113.87 -0.22 2 -13.25 4.23 0.36 521.48 1 0.57 4 5.7 779
TiO2_SDSPAGE_5.RAW 570 |MsS3 NKPGPNIEsGNEDDDASFK 060841|IF2P_HUMAN Eukaryotic translation initiation factor 5B (elF-5B) (Transla 2015.91 -0.14 2 -21.08 3.70 0.36 812.27 1 0.67 4 5.4 77.6
Ti02_SDSPAGE_5.RAW | 600 |MS2 GNAEGssDEEGKLVIDEPAKEK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2462.04 0.19 2 0.00 426 0.32 295.30 1 0.38 3 52 1000.0
TiO2_SDSPAGE_5.RAW 603 |MS2 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1704.75 -0.25 2 0.00 297 0.09 276.02 1 0.50 3 3.1 56.0
TiO2_SDSPAGE_5.RAW 604 |MS3 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1606.79 -1.15 2 -0.02 2.21 0.11 637.53 1 0.67 3 2.1 44.0
TiO2_SDSPAGE_5.RAW 606 | MS2 LFEsSENIEDSNNPK P34910|EVI2B_HUMAN EVI2B protein precursor (Ecotropic viral integration site 2 1802.75 0.41 2 0.00 2.32 0.04 509.74 2 0.50 1 1.6 17.9
TiO2_SDSPAGE_5.RAW 607 |MS3 LFEsSENIEDSNNPK P34910|EVI2B_HUMAN EVI2B protein precursor (Ecotropic viral integration site 2 1704.79 0.28 2 0.00 2.40 0.18 420.23 1 0.50 1 3.0 20.3
TiO2_SDSPAGE_5.RAW 619 |MS2 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2204.90 -0.17 2 -0.18 4.79 0.42 763.03 1 0.46 3 6.3 1000.0
Ti02_SDSPAGE_5.RAW | 620 |MS3 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group p 2106.94 0.87 2 0.00 433 0.40 554 56 1 0.58 3 58 1000.0
TiO2_SDSPAGE_5.RAW 621 |MS2 KVVDYSQFQEsDDADEDYGR QI9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subs 2445.97 -0.05 2 -6.34 4.69 0.26 399.60 2 0.47 2 5.1 342
TiO2_SDSPAGE_5.RAW 622 |MS3 KVVDYSQFQEsDDADEDYGR QI9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2348.01 -1.15 2 -13.92 4.74 0.33 2104.39 1 0.63 2 5.4 69.2
TiO2_SDSPAGE_5.RAW 623 |MS2 SQsDCGELGDFR Q6JBY9|CPZIP_HUMAN Capz-interacting protein (Protein kinase substrate CapZIP) ( 1450.53 -0.16 2 -11.01 3.48 0.11 1012.03 1 0.82 2 3.9 19.3
TiO2_SDSPAGE_5.RAW 624 |MS3 SQsDCGELGDFR Q6JBY9|CPZIP_HUMAN Capz-interacting protein (Protein kinase substrate CapZIP) ( 1352.57 -0.15 2 -10.51 3.23 0.13 1300.09 1 0.82 2 3.8 25.4
TiO2_SDSPAGE_5.RAW 633 |MS2 VVDYSQFQEsDDADEDYGR QIH1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2317.88 -0.13 2 -11.90 5.54 0.28 1097.00 1 0.59 2 5.9 98.5
TiO2_SDSPAGE_5.RAW 634 |MS3 VVDYSQFQEsDDADEDYGR Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2219.92 -1.02 2 -26.71 4.06 0.26 1538.28 1 0.67 2 4.6 109.6
TiO2_SDSPAGE_5.RAW 635 |MS2 KETEsEAEDNLDDLEK Q8IYB3|SRRM1_HUMAN ginine repetitive matrix protein 1 (Ser/Arg-related 1944.80 -0.04 2 -1.97 3.30 0.15 419.06 1 0.53 1 3.7 7.0
TiO2_SDSPAGE_5.RAW 636 | MS3 KEtESEAEDNLDDLEK Q8IYB3|SRRM1_HUMAN Serine/arginine repetitive matrix protein 1 (Ser/Arg-relate 1846.83 -0.17 2 -11.04 3.61 0.44 1664.15 2 0.67 1 5.9 15.7
TiO2_SDSPAGE_5.RAW 639 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.19 2 -8.13 3.1 0.42 413.76 1 0.69 6 5.7 63.3
TiO2_SDSPAGE_5.RAW 640 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.17 2 -10.83 2.66 0.25 753.47 1 0.67 6 4.0 55.0
TiO2_SDSPAGE_5.RAW 641 |MS2 TRSYDNLTtACDNTVPLASR Q13615|MTMR3_HUMAN Myotubularin-related protein 3 (EC 3.1.3.48) (FYVE domain-c 2335.04 -1.92 2 0.00 3.23 0.00 105.59 15 0.30 4 1.2 5.8
TiO2_SDSPAGE_5.RAW 642 |MS3 TRsYDNLTTACDNTVPLASR Q13615|MTMR3_HUMAN Myotubularin-related protein 3 (EC 3.1.3.48) (FYVE domain-c 2237.08 -1.18 2 0.00 1.99 0.06 182.97 15 0.29 4 0.5 9.5
TiO2_SDSPAGE_5RAW | 645 |MS2 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1628.76 0.04 2 10.71 3.32 043 928.59 1 0.62 8 5.8 291
Ti02_SDSPAGE_5.RAW | 646 |MS3 QASIELPSmAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1530.80 -0.08 2 712 2.28 0.24 1030.10 1 0.68 8 32 256
TiO2_SDSPAGE_5.RAW 655 |MS2 sNSVEKPVSSILSR Q9UIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.78 -0.17 2 -1.30 2.35 0.23 284.94 3 0.62 1 3.1 10.7
TiO2_SDSPAGE_5.RAW 656 | MS3 sNSVEKPVSSILSR Q9UIO8|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1484.82 0.20 2 -17.42 1.59 0.16 897.58 2 0.73 1 1.5 11.1
TiO2_SDSPAGE_5.RAW 685 |MS2 mDSNIQGIENPGFEAsPPAQGIPEAK Q9H7M9|GI24_HUMAN Platelet receptor Gi24 precursor. 2793.24 -0.27 3 0.00 3.22 0.32 513.80 1 0.24 3 4.3 13.3
TiO2_SDSPAGE_5.RAW 692 |MS2 NLsLSSSTPPLPSPGR 043516|WIPF1_HUMAN WAS/WASL-interacting protein family member 1 (Wiskott-Aldric 1689.82 0.02 2 -5.71 3.06 0.12 629.16 1 0.56 2 3.3 23.6
TiO2_SDSPAGE_5.RAW 693 |MS3 NLsLSSSTPPLPSPGR 043516|WIPF1_HUMAN WAS/WASL-interacting protein family member 1 (Wiskott-Aldric 1591.86 0.45 2 -11.42 278 0.28 777.80 1 0.63 2 4.0 53.5
TiO2_SDSPAGE_5.RAW 703 |MS2 SAsPDDDLGSSNWEAADLGNEER 000193|SMAP_HUMAN Small acidic protein. 2514.99 -0.28 2 -20.02 5.09 0.00 1376.83 1 0.45 0 3.3 8.0
TiO2_SDSPAGE_5.RAW 704 |MS3 SAsPDDDLGSSNWEAADLGNEER 000193|SMAP_HUMAN Small acidic protein. 2417.03 -0.25 2 -18.25 3.05 0.27 364.18 1 0.48 0 3.9 5.7
Ti02_SDSPAGE_5.RAW | 718 |MS2 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1612.77 0.12 2 540 3.70 0.52 1071.42 1 0.64 8 6.8 40.4
TiO2_SDSPAGE_5RAW | 719 |MS3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.80 0.1 2 17.49 2.38 0.44 1307.12 1 0.75 8 4.9 106.2
TiO2_SDSPAGE_5.RAW 741 |MS2 ASLGSLEGEAEAEASSPK. Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1812.79 -0.06 2 -3.08 4.30 0.14 853.76 1 0.63 0 4.2 42.3
TiO2_SDSPAGE_5.RAW 742 |MsS3 ASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1714.83 -0.19 2 -4.66 2.95 0.13 496.14 1 0.62 0 3.1 23.5
Ti02_SDSPAGE_5.RAW | 755 |MS2 tPsPLVLEGTIEQSSPPLSPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phospho 2539.20 1,09 2 0.28 421 0.01 401.85 3 0.28 4 23 16.7
TiO2_SDSPAGE_5RAW | 756 |MS3 TPSPLVLEGtIEQSsPPLSPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phospho 2441.24 0.25 2 -8.43 2.84 0.00 623.11 1 0.38 4 17 0.0
TiO2_SDSPAGE_5.RAW 761 |MS2 GGEFDEFVNDDtDDDLPISK Q6PD62|CTR9_HUMAN RNA polymerase-associated protein CTR9 homolog (SH2 domain-bi 2307.92 -0.23 2 -7.81 3.63 0.40 687.12 1 0.40 1 5.5 66.9
TiO2_SDSPAGE_5.RAW 786 |MS2 SSsPAPADIAQTVQEDLR Q13283|G3BP1_HUMAN Ras GTPase-activating protein-binding protein 1 (EC 3.6.1.-) 1964.90 -0.06 2 -18.84 4.50 0.00 1255.89 1 0.55 4 3.3 15.2
TiO2_SDSPAGE_5.RAW 797 |MS2 DLLSDLQDIsDSER QINZS5|CD2L1_HUMAN PITSLRE serine/threonine-protein kinase CDC2L1 (EC 2.7.11.22 1685.73 -0.09 2 -16.50 4.51 0.16 2082.16 1 0.82 5 4.8 29.4
TiO2_SDSPAGE_5.RAW 798 |MS3 DLLSDLQDIsDSER QINZS5|CD2L1_HUMAN PITSLRE serine/threonine-protein kinase CDC2L1 (EC 2.7.11.22 1587.77 0.53 2 -14.12 3.25 0.17 1831.65 1 0.85 5 3.8 19.1
TiO2_SDSPAGE_6.RAW 396 |MS2 SYsPDGKESPSDKK P43243|MATR3_HUMAN Matrin-3. 1604.68 -0.30 2 -4.61 2.56 0.05 241.16 1 0.59 4 23 16.0
TiO2_SDSPAGE_6.RAW 397 |MsS3 SYSPDGKESPsDKK P43243|MATR3_HUMAN Matrin-3. 1506.72 0.12 2 -2.99 2.96 0.10 564.36 1 0.58 4 3.1 30.0
TiO2_SDSPAGE_6.RAW 398 |MS2 SYsPDGKEsPSDKK P43243|MATR3_HUMAN Matrin-3. 1684.65 -0.32 2 -2.86 2.20 0.08 206.76 3 0.48 4 1.7 6.7
TiO2_SDSPAGE_6.RAW 399 |Ms3 SYsPDGKEsPSDKK P43243|MATR3_HUMAN Matrin-3. 1586.69 -0.26 2 -7.45 3.1 0.09 161.07 22 0.46 4 24 7.6
TiO2_SDSPAGE_6.RAW 401 |MS2 TPSVAKsPEAK Q9UI08|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 1194.58 -0.31 2 -9.62 3.60 0.40 698.27 1 0.73 1 6.2 37.6
TiO2_SDSPAGE_6.RAW 407 |MS2 IDASKNEEDEGHSNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 2051.83 -0.30 2 -13.32 4.69 0.03 635.47 1 0.63 0 3.6 10.1
TiO2_SDSPAGE_6.RAW 408 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -0.35 2 -13.54 3.40 0.05 698.04 1 0.62 0 2.8 21.2
TiO2_SDSPAGE_6.RAW 409 |Ms2 MDsDEDEKEGEEEK Q96ST2[IWS1_HUMAN IWS1 homolog (IWS1-like protein). 1749.60 -0.33 2 -11.43 4.27 0.61 513.16 1 0.79 0 79 1000.0
TiO2_SDSPAGE_6.RAW 410 |MS3 MDsDEDEKEGEEEK Q96ST2|IWS1_HUMAN IWS1 homolog (IWS1-like protein). 1651.64 -0.21 2 -20.73 4.20 0.49 1236.73 1 0.85 0 7.0 1000.0
TiO2_SDSPAGE_6.RAW 419 |MSs2 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 2051.83 -1.31 2 -5.64 1.94 0.19 367.86 1 0.51 0 1.9 18.0
TiO2_SDSPAGE_6.RAW 420 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -1.27 2 -11.64 2.48 0.10 827.09 1 0.56 0 2.0 8.3
TiO2_SDSPAGE_6.RAW 421 |MS2 SSSISEEKGDsDDEKPR QYUKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1945.80 -0.19 2 -4.29 3.71 0.24 310.82 1 0.58 0 4.6 25.0
TiO2_SDSPAGE_6.RAW 422 |MS3 SSSISEEKGDsDDEKPR Q9UKV3JACINU_HUMAN Apoptotic chromatin condensation inducer in the nucleus (Aci 1847.84 -0.23 2 -18.67 4.03 0.24 1215.47 1 0.59 0 4.8 57.3
TiO2_SDSPAGE_6.RAW 435 |Ms2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -0.37 2 -16.27 223 0.44 309.90 1 0.50 2 4.5 67.2
TiO2_SDSPAGE_6.RAW 436 |MS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -0.29 2 -12.43 3.94 0.12 762.89 2 0.56 2 3.7 38.1
TiO2_SDSPAGE_6.RAW 458 |MS2 ERTESEVPPRPAsPK Q9Y3L3|3BP1_HUMAN SH3 domain-binding protein 1 (3BP-1). 1759.84 -0.48 2 -4.20 2.05 0.28 262.04 1 0.45 3 3.1 55.3
TiO2_SDSPAGE_6.RAW 459 |MS3 ERtESEVPPRPASPK Q9Y3L3|3BP1_HUMAN SH3 domain-binding protein 1 (3BP-1). 1661.88 -0.29 2 -7.02 3.29 0.02 257.53 1 0.50 3 2.7 19.4
TiO2_SDSPAGE_6.RAW 460 |MsS2 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1817.70 -1.49 2 -8.51 4.86 0.48 641.77 1 0.73 2 6.8 86.2
TiO2_SDSPAGE_6.RAW 461 | MS3 IEDVGsDEEDDSGKDK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1719.73 -0.27 2 -22.51 3.34 0.08 1148.38 1 0.67 2 3.1 68.7
TiO2_SDSPAGE_6.RAW 482 |Ms2 KEDESQMEDPSTsPSPGTR Q9UIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 2157.86 0.83 3 -4.51 4.23 0.10 612.38 2 0.30 1 3.5 8.7
TiO2_SDSPAGE_6.RAW 489 |MS2 SGTAsGGSTPHLGGPGPGRPSSK Q9COK0|BC11B_HUMAN B-cell lymphoma/leukemia 11B (B-cell CLL/lymphoma 11B) (Radi 2128.98 -1.90 3 0.00 3.36 0.12 670.27 1 0.31 1 25 29.6
TiO2_SDSPAGE_6.RAW 495 |MsS3 SRsDIDVNAAAGAK 075122|CLAP2_HUMAN CLIP-associating protein 2 (Cytoplasmic linker-associated pr 1356.70 -0.45 2 -0.10 3.36 0.03 647.10 1 0.69 1 29 7.9
Ti02_SDSPAGE_B6.RAW | 502 |MS2 KLEKEEEEGISQEssEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2396.93 0.25 2 1127 5.00 0.29 649.87 1 0.50 3 55 67.1
TiO2_SDSPAGE_6.RAW 503 |MS3 KLEKEEEEGISQEssEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2298.97 -0.28 2 -15.72 4.69 0.03 554.21 1 0.56 3 3.5 12.8
TiO2_SDSPAGE_6.RAW 511 |MS3 AsDLEDEESAAR Q86VM9|ZCH18_HUMAN Zinc finger CCCH domain-containing protein 18 (Nuclear prote 1274.57 -0.28 2 -10.60 2.81 0.36 918.76 1 0.73 0 5.0 60.0
TiO2_SDSPAGE_6.RAW 517 _|MS2 AETSEGSGSAPAVPEASAsPK P51608|MECP2_HUMAN Methyl-CpG-binding protein 2 (MeCP-2 protein) (MeCP2). 2009.87 -0.22 2 -17.80 5.72 0.16 797.78 1 0.45 2 4.9 371
TiO2_SDSPAGE_6.RAW 527 |MS2 AESPESSAIESTQSTPQK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen-i 1956.84 -0.27 2 -12.22 5.72 0.17 1993.76 1 0.67 0 5.2 57.2
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TiO2_SDSPAGE_6.RAW 528 |MS3 AESPESSAIESTQSTPQK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen-i 1858.88 -0.24 2 -21.74 3.75 0.26 1036.65 1 0.65 0 4.7 63.6
TiO2_SDSPAGE_6.RAW 532 |MS2 ESEDKPEIEDVGsDEEEEKK P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) (Renal carcinoma an 2400.98 -0.59 3 -4.85 4.63 0.58 382.34 1 0.30 5 7.4 64.2
TiO2_SDSPAGE_6.RAW 533 |MS3 ESEDKPEIEDVGsDEEEEKK P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) (Renal carcinoma an 2303.02 -1.43 3 -7.56 3.59 0.32 1116.78 1 0.38 5 4.5 80.2
TiO2_SDSPAGE_6.RAW 543 |MS2 AELGsTDNDLER Q14761|PTCA_HUMAN Protein tyrosine phosphatase receptor type C-associated prote 1399.57 -0.36 2 -6.06 3.34 0.06 724.28 1 0.79 0 3.3 7.8
TiO2_SDSPAGE_6.RAW 544 |MS3 AELGsTDNDLER Q14761|PTCA_HUMAN Protein tyrosine phosphatase receptor type C-associated prot 1301.61 0.12 2 -11.10 2.79 0.06 426.97 2 0.73 0 2.7 6.8
TiO2_SDSPAGE_6.RAW 558 |MS2 TQPDGTSVPGEPASPISQR Q14980|NUMA1_HUMAN Nuclear mitotic apparatus protein 1 (NuMA protein) (SP-H ant 2003.91 -0.43 2 -14.90 4.61 0.12 906.43 1 0.52 5 4.1 30.6
TiO2_SDSPAGE_6.RAW 575 |MS2 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripar 1444.63 -0.50 2 -6.73 3.80 0.22 301.75 1 0.72 0 4.7 19.7
TiO2_SDSPAGE_6.RAW 576 |MS3 SRsGEGEVSGLMR Q13263|TIF1B_HUMAN Transcription intermediary factor 1-beta (TIF1-beta) (Tripar 1346.66 -0.46 2 -9.62 3.67 0.06 1704.65 1 0.83 0 3.5 259
TiO2_SDSPAGE_6.RAW 587 |MS2 SStPLPTISSSAENTR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 1727.78 -0.38 2 -0.68 3.60 0.26 917.24 2 0.56 3 4.5 17.9
TiO2_SDSPAGE_6.RAW 597 |MS2 HIKEEPLsEEEPCTSTAIASPEK Q9Y2X3|NOL5_HUMAN Nucleolar protein 5 (Nucleolar protein NOP5) (NOP58). 2662.20 -1.23 3 -6.32 5.25 0.48 773.50 1 0.35 0 6.6 60.8
TiO2_SDSPAGE_6.RAW 598 |MS3 HIKEEPLSsEEEPCTSTAIASPEK Q9Y2X3|NOL5_HUMAN Nucleolar protein 5 (Nucleolar protein NOP5) (NOP58). 2564.23 -1.38 3 -16.47 5.80 0.28 2271.36 1 0.43 0 5.3 134.7
TiO2_SDSPAGE_6.RAW 604 |MS2 CSGPGLsPGMVR P21333|FLNA_HUMAN Filamin-A (Alpha-filamin) (Filamin-1) (Endothelial actin-bin 1297.54 0.46 2 -1.78 1.62 0.17 285.52 15 0.45 7 1.2 33.6
TiO2_SDSPAGE_6.RAW 605 |MS3 CSGPGLsPGMVR P21333|FLNA_HUMAN Filamin-A (Alpha-filamin) (Filamin-1) (Endothelial actin-bind 1199.58 0.31 2 -3.93 2.52 0.15 566.31 1 0.73 7 3.1 73.8
TiO2_SDSPAGE_6.RAW 609 |MS2 SPEKIEEVLSPEGSPSKsPSK QYUEY8|ADDG_HUMAN Gamma-adducin (Adducin-like protein 70). 2292.10 -1.57 3 -6.85 6.19 0.03 644.66 2 0.37 4 3.6 9.9
TiO2_SDSPAGE_6.RAW 610 |MS3 SPEKIEEVLSPEGSPSKSPsK Q9UEY8|ADDG_HUMAN Gamma-adducin (Adducin-like protein 70). 2194.14 -1.24 3 -20.19 5.74 0.04 2232.66 1 0.45 4 3.7 10.9
TiO2_SDSPAGE_6.RAW 620 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.47 2 -9.48 3.38 0.32 701.53 1 0.78 6 5.1 59.7
TiO2_SDSPAGE_6.RAW 621 | MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.42 2 -10.91 3.19 0.35 1007.16 1 0.71 6 5.2 68.7
TiO2_SDSPAGE_6.RAW 630 |MS2 EGMNPSYDEYADsDEDQHDAYLER Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 (Facilitates chromatin transcript 2929.08 -1.35 3 -10.42 5.75 0.20 920.02 1 0.30 0 4.7 69.4
TiO2_SDSPAGE_6.RAW 631 |MS3 EGMNPSYDEYADsDEDQHDAYLER Q08945|SSRP1_HUMAN FACT complex subunit SSRP1 (Facilitates chromatin transcript 2831.12 -1.45 3 -11.37 4.18 0.53 445.58 1 0.29 0 6.2 56.6
TiO2_SDSPAGE_6.RAW 635 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.55 2 -7.23 3.36 0.36 417.26 1 0.67 6 5.4 31.7
TiO2_SDSPAGE_6.RAW 636 | MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.43 2 -11.94 3.29 0.34 889.09 1 0.71 6 5.2 52.1
TiO2_SDSPAGE_6.RAW 647 |MS3 SKGHYEVTGsDDETGKLQGSGVSLASK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 2719.33 -0.04 3 0.00 3.44 0.08 684.44 1 0.26 0 2.8 12.6
TiO2_SDSPAGE_6.RAW 652 |MS2 LGGLRPESPESLTSVSR Q9HBF5|CCD86_HUMAN Coiled-coil domain-containing protein 86 (Cytokine-induced p 1864.92 -0.42 2 -9.10 3.15 0.16 201.59 1 0.46 1 3.4 23.0
TiO2_SDSPAGE_6.RAW 653 |MS3 LGGLRPESPESLTSVSR Q9H6F5|CCD86_HUMAN Coiled-coil domain-containing protein 86 (Cytokine-induced 1766.96 -0.46 2 -15.07 3.48 0.04 682.61 2 0.53 1 2.7 44.6
TiO2_SDSPAGE_6.RAW 656 | MS2 DHNSEDEDEDKyADDIDMPGQNFDSK 095391|SLU7_HUMAN Pre-mRNA-splicing factor SLU7 (hSIu7). 3109.15 -1.13 3 -0.16 2.61 0.48 360.42 4 0.20 0 4.4 31.7
TiO2_SDSPAGE_6.RAW 659 |MS2 SPGSNSKVPEIEVtVEGPNNNNPQTSAVR P78347|GTF2I_HUMAN General transcription factor II-I (GTFII-I) (TFII-) (Bruto 3101.45 -1.40 3 0.00 3.14 0.33 296.77 4 0.17 6 3.6 10.6
TiO2_SDSPAGE_6.RAW 669 |MS2 DVEDMELsDVEDDGSK Q5VT52|K0460_HUMAN Uncharacterized protein KIAA0460. 1862.69 0.28 2 -8.61 3.01 0.48 494.72 1 0.44 1 5.8 55.2
TiO2_SDSPAGE_6.RAW 670 |MS3 DVEDMELsDVEDDGSK Q5VT52|K0460_HUMAN Uncharacterized protein KIAA0460. 1764.73 0.26 2 -25.03 3.38 0.52 1195.37 1 0.67 1 6.4 56.3
Ti02_SDSPAGE_B6.RAW | 703 |MS2 CGsGPVHISGQHLVAVEEDAESEDEEEEDVK Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3442.44 -1.86 3 -0.85 426 0.11 652.54 1 0.26 5 238 175
TiO2_SDSPAGE_6.RAW | 711 |MsS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 0.53 2 6.78 4.26 047 1009.52 1 0.69 8 6.8 326
Ti02_SDSPAGE_B6.RAW | 712 |MS3 QASIELPSMAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1514.80 0.41 2 -15.89 2.67 0.34 965.21 1 0.71 8 44 78.3
TiO2_SDSPAGE_6.RAW | 723 |MsS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 0.63 2 5.73 4.41 051 940.72 1 0.62 8 71 466
TiO2_SDSPAGE_6.RAW 733 |MS3 RGsGDTSSLIDPDTSLSELR Q9YB08|LRRF2_HUMAN Leucine-rich repeat flightless-interacting protein 2 (LRR FL 2088.04 -1.46 2 -0.09 4.12 0.10 312.69 1 0.45 1 3.2 19.8
TiO2_SDSPAGE_6.RAW 743 |MS2 APEKPLHEVPsGNSLLSSETILR Q96B97|SH3K1_HUMAN SH3 domain-containing kinase-binding protein 1 (Cbl-interact 2554.29 -0.75 3 0.00 3.59 0.08 426.66 1 0.26 6 2.8 6.9
TiO2_SDSPAGE_6.RAW 744 |MS3 APEKPLHEVPSGNsSLLSSETILR Q96B97|SH3K1_HUMAN SH3 domain-containing kinase-binding protein 1 (Cbl-interact 2456.33 -0.90 3 -6.62 3.38 0.12 940.07 1 0.32 6 2.8 16.2
TiO2_SDSPAGE_6.RAW 764 |MS2 DQEPDVHYDFEPHVSANAWSsPVMR Q6P 189]Q6P189_HUMAN Histocompatibility (Minor) HA-1. 2906.22 0.39 3 -2.84 272 0.12 433.14 2 0.25 4 2.3 23.1
TiO2_SDSPAGE_6.RAW 765 |MS3 DQEPDVHYDFEPHVSANAWsPVMR Q6P189|Q6P189_HUMAN Histocompatibility (Minor) HA-1. 2808.26 -1.08 3 -2.81 2.98 0.23 508.22 4 0.26 4 3.0 32.2
TiO2_SDSPAGE_6.RAW 788 |MS2 SSsPAPADIAQTVQEDLR Q13283|G3BP1_HUMAN Ras GTPase-activating protein-binding protein 1 (EC 3.6.1.-) 1964.90 -1.34 2 -13.27 4.89 0.01 1035.51 1 0.55 4 3.2 16.8
TiO2_SDSPAGE_6.RAW 806 |MS2 TTGIVMDSGDGVTHTVPIYEGDALPHAtLR Q562R6|Q562R6_HUMAN Actin-like protein (Fragment). 3185.51 -0.20 3 -7.37 3.41 0.22 923.06 1 0.23 0 3.6 25.7
TiO2_SDSPAGE_6.RAW 818 |MS2 GIPLATGDTsPEPELLPGAPLPPPKEVINGNIK 075821|EIF3G_HUMAN Eukaryotic translation initiation factor 3 subunit G (Eukary 3411.78 -1.07 3 -19.13 4.84 0.01 546.72 1 0.20 3 25 19.7
TiO2_SDSPAGE_6.RAW 834 |MS2 KTSFDQDsDVDIFPSDFPTEPPSLPR Q02880|TOP2B_HUMAN DNA topoisomerase 2-beta (EC 5.99.1.3) (DNA topoisomerase Il 3017.35 -0.95 3 0.00 4.02 0.10 774.08 1 0.25 3 3.1 15.6
TiO2_SDSPAGE_6.RAW 867 |MS3 LSGSGPAELSAGEDEEEESELVSKPLLR Q9BRRYIRHG09_HUMAN Rho GTPase-activating protein 9 (Rho-type GTPase-activating 2910.44 -1.28 3 -15.75 3.38 0.20 687.80 1 0.28 2 3.2 39.1
TiO2_SDSPAGE_6.RAW 872 |MS2 TGSSsPPGGPPKPGSQLDSMLGSLQSDLNK P49023|PAXI_HUMAN Paxillin. 3019.41 -1.77 3 -11.78 4.88 0.32 863.74 3 0.24 1 4.5 0.0
TiO2_SDSPAGE_6.RAW 874 |MS2 EsmKDLDEEQAGQTDLEKIQFLLAQMVK Q9H0J4|QRIC2_HUMAN Glutamine-rich protein 2. 3333.56 -0.34 3 0.00 3.92 0.24 453.81 8 0.18 0 3.7 8.4
TiO2_SDSPAGE_6.RAW 919 |MS2 mSsTFIGNSTAIQELFK Q13509|TBB3_HUMAN Tubulin beta-3 chain (Tubulin beta-Ill) (Tubulin beta-4). 1871.94 -0.53 2 -14.76 4.54 0.24 1351.80 2 0.66 4 4.8 8.2
TiO2_SDSPAGE_6.RAW 1083 [MS2 SPLTAAsPGELPTEGAGPDVVEDISHLLADVAR Q6P 189|Q6P189_HUMAN Histocompatibility (Minor) HA-1. 3364.63 -1.90 3 -11.96 6.31 0.12 655.36 1 0.24 7 3.7 45.8
TiO2_SDSPAGE_6.RAW 1084 [MS3 SPLTAAsPGELPTEGAGPDVVEDISHLLADVAR Q6P189|Q6P189_HUMAN Histocompatibility (Minor) HA-1. 3266.67 -1.77 3 -36.04 7.15 0.00 1140.76 1 0.32 7 3.2 18.4
TiO2_SDSPAGE_7.RAW 345 |MS2 TVNSTREtPPKSK A8K5D7|A8K5D7_HUMAN cDNA FLJ78256, highly similar to Homo sapiens heterochroma 1524.74 0.20 2 0.00 1.01 0.23 207.61 20 0.53 12 0.1 15.6
TiO2_SDSPAGE_7.RAW 346 |MS3 TVNStRETPPKSK ABK5D7|A8K5D7_HUMAN cDNA FLJ78256, highly similar to Homo sapiens heterochromat 1426.78 -0.20 2 0.00 2.60 0.31 548.27 1 0.63 12 4.3 9.5
TiO2_SDSPAGE_7.RAW 384 |MS2 TPSVAKSPEAK Q9UIO8|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 1194.58 -0.44 2 -5.30 3.42 0.34 1084.18 1 0.83 1 5.6 44.7
TiO2_SDSPAGE_7.RAW 385 |MS3 TPSVAKsPEAK Q9UI08|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 1096.62 0.16 2 -6.09 2.76 0.22 1225.40 1 0.80 1 4.1 56.3
TiO2_SDSPAGE_7.RAW 389 |Ms2 SYsPDGKESPSDKK P43243|MATR3_HUMAN Matrin-3. 1604.68 -0.41 2 0.00 2.68 0.05 209.80 2 0.54 4 22 15.8
TiO2_SDSPAGE_7.RAW 390 |MS3 SYSPDGKESPsDKK P43243|MATR3_HUMAN Matrin-3. 1506.72 -0.30 2 0.00 2.74 0.13 796.41 1 0.62 4 3.0 30.0
TiO2_SDSPAGE_7.RAW 397 |Ms2 IDASKNEEDEGHSNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 2051.83 -0.33 2 -17.61 4.69 0.02 726.99 1 0.63 0 3.5 10.4
TiO2_SDSPAGE_7.RAW 398 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -0.43 2 -13.57 3.36 0.04 615.49 1 0.59 0 2.6 10.7
TiO2_SDSPAGE_7.RAW 405 |MsS3 MDsDEDEKEGEEEK Q96ST2[IWS1_HUMAN IWS1 homolog (IWS1-like protein). 1651.64 0.37 2 0.00 3.23 0.36 590.16 1 0.69 0 5.2 1000.0
TiO2_SDSPAGE_7.RAW 411 |MS2 IDASKNEEDEGHSNsSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 2051.83 -0.50 2 -6.90 2.71 0.29 529.63 2 0.49 0 3.8 8.7
TiO2_SDSPAGE_7.RAW 412 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -0.75 2 -10.43 2.55 0.01 800.29 1 0.59 0 1.6 26.0
TiO2_SDSPAGE_7.RAW 431 |MS2 TPSPKEEDEEPEsPPEKK Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2132.93 0.66 3 -0.62 2.77 0.25 374.65 1 0.30 1 3.6 57.7
TiO2_SDSPAGE_7.RAW 432 |MS3 TPSPKEEDEEPEsPPEKK Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subs 2034.97 -0.24 3 -12.75 3.42 0.25 671.61 3 0.34 1 4.1 731
TiO2_SDSPAGE_7.RAW 434 |MS2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -0.31 2 -21.03 3.06 0.43 355.67 1 0.60 2 5.4 54.1
TiO2_SDSPAGE_7.RAW 435 |MsS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -0.36 2 -11.28 3.97 0.13 965.66 2 0.59 2 3.8 28.5
TiO2_SDSPAGE_7.RAW 437 |MS2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -1.69 3 -8.97 3.61 0.38 827.96 1 0.39 2 5.1 71.0
TiO2_SDSPAGE_7.RAW 438 |MsS3 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -1.21 3 -11.33 2.03 0.18 444.46 1 0.44 2 2.1 49.7
TiO2_SDSPAGE_7.RAW 450 |MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1259.53 -0.45 2 -5.59 3.98 0.13 817.39 1 0.80 3 4.6 21.9
TiO2_SDSPAGE_7.RAW 451 |MS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hRFBP17 1161.57 -0.42 2 -10.97 3.29 0.16 1253.56 1 0.85 3 4.2 31.9
TiO2_SDSPAGE_7.RAW 454 |MS2 QKAENFWtGDTsSDQLVLGK QB6GPH6|K175L_HUMAN UPF0525 protein KIAA1754-like precursor. 2384.02 0.02 3 -0.02 3.01 0.08 578.63 18 0.27 0 2.1 19.1
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TiO2_SDSPAGE_7.RAW 455 |MS3 QKAENFWtGDTsSDQLVLGK QB6GPH6|K175L_HUMAN UPF0525 protein KIAA1754-like precursor. 2286.06 -0.21 3 0.00 2.62 0.18 694.70 16 0.26 0 24 11.7
TiO2_SDSPAGE_7.RAW 480 |MsS3 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -1.07 3 -9.76 4.44 0.44 1103.80 1 0.39 2 5.9 1000.0
TiO2_SDSPAGE_7.RAW 498 |MS2 sPVSTRPLPSASQK Q8ND56|LS14A_HUMAN LSM14 protein homolog A (Protein SCD6 homolog) (Protein FAM 1534.76 -0.35 2 -5.32 2.65 0.04 162.89 4 0.49 0 2.0 30.7
TiO2_SDSPAGE_7.RAW 499 |Ms3 sPVSTRPLPSASQK Q8ND56|LS14A_HUMAN LSM14 protein homolog A (Protein SCD6 homolog) (Protein FAM& 1436.80 0.03 2 -9.23 3.01 0.08 400.99 1 0.54 0 3.0 32.6
TiO2_SDSPAGE_7.RAW 500 |MS2 EAAAQEAGADTPGKGEPPAPKsPPK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 2481.17 -1.47 3 -6.87 4.75 0.38 1880.02 1 0.35 0 5.4 97.4
TiO2_SDSPAGE_7.RAW 501 |MS3 EAAAQEAGADTPGKGEPPAPKsPPK 095466|FMNL_HUMAN Formin-like protein 1 (Leukocyte formin) (CLL-associated anti 2383.20 -1.18 3 -8.17 4.57 0.28 1178.78 1 0.33 0 4.7 52.8
TiO2_SDSPAGE_7.RAW 513 |MS2 TVsDNSLSNSRGEGKPDLK QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 2083.97 -1.68 3 -7.07 2.51 0.09 516.87 1 0.33 3 1.8 16.2
TiO2_SDSPAGE_7.RAW 514 |MS3 TVsDNSLSNSRGEGKPDLK QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (h\FBP1 1986.00 -1.96 3 -5.22 2.15 0.09 380.78 9 0.31 3 0.8 6.4
TiO2_SDSPAGE_7.RAW | 520 [ms3 RRPGAQPLPPPPPSQsPEPTEPHPR Q9UNZ8|MBD1_HUMAN Methyl-CpG-binding domain protein 1 (Methyl-CpG-binding prot 2704.42 -1.82 3 -13.68 5.26 0.44 612.50 3 0.32 2 5.8 15.8
TiO2_SDSPAGE_7.RAW 521 |MS2 SEGsPVLPHEPAK QYUKES|TNIK_HUMAN TRAF2 and NCK-interacting protein kinase (EC 2.7.11.1). 1427.66 -1.51 2 -4.86 3.07 0.10 388.29 2 0.61 2 2.8 12.5
TiO2_SDSPAGE_7.RAW 522 |MS3 SEGsPVLPHEPAK QYUKES|TNIK_HUMAN TRAF2 and NCK-interacting protein kinase (EC 2.7.11.1). 1329.70 -1.33 2 -14.26 2.79 0.07 1218.67 1 0.75 2 24 33.4
TiO2_SDSPAGE_7.RAW 528 |MS3 ESEDKPEIEDVGsDEEEEKK P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) (Renal carcinoma an 2303.02 -0.68 3 -11.97 4.25 0.41 1186.33 1 0.39 5 5.9 75.4
TiO2_SDSPAGE_7.RAW 529 |MS2 AESPESSAIESTQSTPQK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen-i 1956.84 -0.42 2 -12.34 5.59 0.17 1645.82 1 0.65 0 5.1 63.6
TiO2_SDSPAGE_7.RAW 530 |MS3 AEsPESSAIESTQSTPQK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen-i 1858.88 -0.29 2 -21.92 3.67 0.24 950.29 1 0.62 0 4.4 69.7
TiO2_SDSPAGE_7.RAW 533 |MS3 PGPQSPGsPLEEER Q9UMU2|NCF1_HUMAN Neutrophil cytosol factor 1 (NCF-1) (Neutrophil NADPH oxidase 1461.71 -0.30 2 -14.60 3.31 0.18 569.77 1 0.65 3 4.0 44.2
TiO2_SDSPAGE_7.RAW 542 |MS2 GNKSPsPPDGSPAATPEIR 075514|BIN1_HUMAN Myc box-dependent-interacting protein 1 (Bridging integrator 1957.90 -1.34 2 -5.53 4.28 0.19 580.47 1 0.52 3 4.1 17.5
TiO2_SDSPAGE_7.RAW 543 |MS3 GNKSPSPPDGSPAAPEIR 075514|BIN1_HUMAN Myc box-dependent-interacting protein 1 (Bridging integrator 1859.94 -0.40 2 -10.70 3.89 0.13 742.68 1 0.58 3 3.7 29.2
TiO2_SDSPAGE_7.RAW 581 |MS3 NRNsNVIPYDYNR P08575|CD45_HUMAN Leukocyte common antigen precursor (EC 3.1.3.48) (L-CA) (T200 1606.79 -1.33 2 -12.14 4.62 0.18 1031.03 1 0.79 3 4.8 32.5
TiO2_SDSPAGE_7.RAW 596 |MS2 SStPLPTISSSAENTR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 1727.78 0.44 2 -4.63 3.09 0.31 522.59 2 0.49 3 4.4 19.5
TiO2_SDSPAGE_7.RAW 604 |MS2 SSsVGSSSSYPISPAVSR Q15149|PLEC1_HUMAN Plectin-1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1) (PI 1834.82 -1.75 2 -9.67 3.40 0.21 410.38 2 0.45 8 3.4 8.1
TiO2_SDSPAGE_7.RAW 607 |MS3 KVVDYSQFQEsDDADEDYGRDSGPPTK QI9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 3030.34 -1.71 3 -16.96 6.36 0.19 1689.54 1 0.34 2 4.6 44.2
TiO2_SDSPAGE_7.RAW 628 |MS3 VVDYSQFQEsDDADEDYGRDSGPPTK QIH1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2902.24 -1.65 3 -17.17 4.44 0.08 607.11 1 0.26 2 3.0 18.5
TiO2_SDSPAGE_7.RAW 634 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.62 2 -11.50 3.67 0.23 700.10 1 0.78 6 4.7 70.3
TiO2_SDSPAGE_7.RAW 635 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.46 2 -11.24 3.35 0.35 1148.87 1 0.75 6 5.3 52.8
TiO2_SDSPAGE_7.RAW 638 |MS3 RLSESQLSFR Q96PK6|RBM14_HUMAN RNA-binding protein 14 (RNA-binding motif protein 14) (RRM-c 1204.66 -0.44 2 -10.11 3.41 0.38 462.98 1 0.78 0 6.0 43.5
TiO2_SDSPAGE_7.RAW 647 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.62 2 -4.15 3.35 0.21 585.90 1 0.69 6 4.3 32.6
TiO2_SDSPAGE_7.RAW 648 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.38 2 -11.30 2.99 0.31 1035.74 1 0.75 6 4.7 48.7
TiO2_SDSPAGE_7.RAW | 654 |MS2 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1628.76 -1.51 2 -3.07 3.87 045 486.21 1 0.48 8 5.9 28.1
Ti02_SDSPAGE_7.RAW | 655 |MS3 QASIELPSmAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 1530.80 0.35 2 9.19 259 0.30 698.01 1 0.61 8 40 65.2
TiO2_SDSPAGE_7.RAW 664 |MS2 SNsVEKPVSSILSR Q9UIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.78 -0.42 2 -4.69 3.25 0.49 326.37 3 0.62 1 6.0 7.9
TiO2_SDSPAGE_7.RAW 665 |MS3 sNSVEKPVSSILSR Q9UI08|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 1484.82 -0.01 2 -7.71 2.84 0.03 643.19 1 0.69 1 25 9.6
TiO2_SDSPAGE_7.RAW 669 |MS2 GPPDFsSDEEREPTPVLGSGAAAAGR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 2650.18 -0.67 3 -5.94 4.27 0.48 545.39 5 0.23 3 5.8 6.4
TiO2_SDSPAGE_7.RAW 670 |MS3 GPPDFsSDEEREPTPVLGSGAAAAGR P42166|LAP2A_HUMAN Lamina-associated polypeptide 2 isoform alpha (Thymopoietin 2552.22 -1.23 3 -18.53 5.19 0.03 1080.61 1 0.39 3 3.1 11.3
TiO2_SDSPAGE_7.RAW | 735 |MsS2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 -1.85 2 542 3.81 054 807.90 1 0.62 8 6.5 36.8
TiO2_SDSPAGE_7.RAW 765 |MS2 GLLAQGLRPEsPPPAGPLLNGAPAGESPQPK Q96TA1|NIBL1_HUMAN Niban-like protein 1 (Protein FAM129B) (Meg-3). 3096.59 -0.93 3 -11.97 6.01 0.55 2002.54 1 0.31 6 7.2 134.4
TiO2_SDSPAGE_7.RAW 766 | MS3 GLLAQGLRPEsPPPAGPLLNGAPAGESPQPK Q96TA1|NIBL1_HUMAN Niban-like protein 1 (Protein FAM129B) (Meg-3). 2998.63 -1.67 3 -16.46 5.45 0.43 1453.45 1 0.32 6 5.8 122.7
Ti02_SDSPAGE_7.RAW | 785 |MS2 TPSPLVLEGTIEQSsPPLSPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 2459 23 114 3 587 458 0.04 1873.49 1 0.34 4 3.0 2538
TiO2_SDSPAGE_7.RAW | 786 |MS3 TPSPLVLEGTIEQSSPPLsPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 2361.27 -0.69 3 -7.88 3.84 0.02 1080.50 1 0.33 4 25 15.6
TiO2_SDSPAGE_7.RAW 787 |MS2 DQEPDVHYDFEPHVSANAWsPVMR Q6P189|Q6P189_HUMAN Histocompatibility (Minor) HA-1. 2906.22 -0.45 3 -7.34 4.68 0.09 950.71 1 0.31 4 3.6 46.4
TiO2_SDSPAGE_7.RAW 788 |MS3 DQEPDVHYDFEPHVSANAWSsPVMR Q6P 189]Q6P189_HUMAN Histocompatibility (Minor) HA-1. 2808.26 -1.57 3 -25.72 4.36 0.16 1074.78 1 0.32 4 3.6 58.8
TiO2_SDSPAGE_7.RAW 829 |MS3 MKPAGsVNDMALDAFDLDR Q9UI08|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 2047.97 -0.41 2 -11.44 2.61 0.38 648.61 1 0.56 2 4.4 1000.0
TiO2_SDSPAGE_7.RAW 834 |MS2 TTGIVMDSGDGVTHTVPIYEGNALPHALR Q6S8J3|A26CA_HUMAN ANKRD26-like family C member 1A (Prostate, ovary, testis-ex 3184.53 -1.48 3 -9.86 3.99 0.09 695.93 2 0.21 15 25 46.5
TiO2_SDSPAGE_7.RAW 863 |MS2 KTSFDQDsDVDIFPSDFPTEPPSLPR Q02880|TOP2B_HUMAN DNA topoisomerase 2-beta (EC 5.99.1.3) (DNA topoisomerase Il 3017.35 -0.71 3 0.00 5.00 0.06 942.31 1 0.26 3 34 17.0
TiO2_SDSPAGE_7.RAW 944 |MS3 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK QI96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3362.48 -1.68 3 -13.51 4.41 0.52 657.98 1 0.25 5 6.0 67.9
TiO2_SDSPAGE_7.RAW | 1058 [ms2 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3460.44 -0.98 3 -9.88 4.46 0.52 396.82 1 0.20 5 6.2 74.7
TiO2_SDSPAGE_7.RAW 1059 [MS3 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3362.48 -1.29 3 -17.73 5.87 0.53 1768.98 1 0.30 5 6.8 1124
TiO2_SDSPAGE_7.RAW 1135 [MS2 SPLTAAsPGELPTEGAGPDVVEDISHLLADVAR Q6P189|Q6P189_HUMAN Histocompatibility (Minor) HA-1. 3364.63 -0.52 3 -11.49 6.32 0.08 567.37 1 0.24 7 3.9 41.7
TiO2_SDSPAGE_7.RAW 1136 [MS3 SPLTAAsPGELPTEGAGPDVVEDISHLLADVAR Q6P 189]Q6P189_HUMAN Histocompatibility (Minor) HA-1. 3266.67 -1.11 3 -31.00 7.21 0.03 1459.05 1 0.33 7 3.7 17.6
TiO2_SDSPAGE_8.RAW 391 |MS2 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnnRNP C1/h 2019.66 -0.25 2 -6.21 4.66 0.30 666.28 1 0.47 3 5.6 1000.0
TiO2_SDSPAGE_8.RAW 392 |MsS3 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1/h 1921.70 -0.34 2 -9.19 3.39 0.29 669.47 1 0.53 3 4.5 1000.0
TiO2_SDSPAGE_8.RAW 405 |MS2 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnnRNP C1/h 2019.66 -1.20 2 -9.38 3.23 0.40 450.86 1 0.41 3 5.0 1000.0
TiO2_SDSPAGE_8.RAW 409 |Ms2 IDASKNEEDEGHSNsSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 2051.83 -0.47 2 -10.24 3.85 0.21 606.88 2 0.61 0 4.2 9.7
TiO2_SDSPAGE_8.RAW 410 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -0.51 2 -16.84 3.38 0.02 1167.60 1 0.68 0 25 21.2
TiO2_SDSPAGE_8.RAW 417 |MS3 IDASKNEEDEGHsNsSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 2033.84 -0.48 2 -2.14 3.76 0.02 392.96 1 0.51 0 2.8 0.0
TiO2_SDSPAGE_8.RAW 422 |MS2 KGDVEGSQsQDEGEGSGESER Q9UQE7|SMC3_HUMAN Structural maintenance of chromosomes protein 3 (Chondroitin 2246.87 -0.32 2 -17.01 5.16 0.11 454.93 1 0.57 3 43 421
TiO2_SDSPAGE_8.RAW 423 |MS3 KGDVEGSQsQDEGEGSGESER Q9UQE7|SMC3_HUMAN Structural maintenance of chromosomes protein 3 (Chondroitin 2148.91 -1.13 2 -19.96 5.46 0.09 2305.31 1 0.70 3 4.0 40.4
TiO2_SDSPAGE_8.RAW 434 |MS2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -0.31 2 -22.76 2.67 0.32 472.37 1 0.58 2 4.2 54.1
TiO2_SDSPAGE_8.RAW 435 |MsS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -0.30 2 -7.22 3.94 0.12 1120.73 1 0.66 2 3.9 47.1
TiO2_SDSPAGE_8.RAW 441 |MS2 KKEPAITSQNsPEAR P23193|TCEA1_HUMAN Transcription elongation factor A protein 1 (Transcription 1735.84 -1.34 2 -0.15 3.39 0.28 152.36 5 0.48 2 4.1 2.9
TiO2_SDSPAGE_8.RAW 445 |MS2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -0.26 2 -22.55 2.36 0.34 426.41 1 0.63 2 4.0 44.2
TiO2_SDSPAGE_8.RAW 446 |MS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -0.32 2 -10.70 3.74 0.12 850.09 1 0.59 2 3.7 26.0
TiO2_SDSPAGE_8.RAW 452 |MS2 HSLDsDEEEDDDDGGSSK 095400|CD2B2_HUMAN CD2 antigen cytoplasmic tail-binding protein 2 (CD2 cytoplas 2016.68 -0.24 2 -16.31 5.75 0.14 1272.21 1 0.75 0 5.0 57.5
TiO2_SDSPAGE_8.RAW 453 |MS3 HSLDsDEEEDDDDGGSSK 095400|CD2B2_HUMAN CD2 antigen cytoplasmic tail-binding protein 2 (CD2 cytoplas 1918.72 -0.37 2 -16.49 5.37 0.17 2246.05 1 0.76 0 5.0 37.9
TiO2_SDSPAGE_8.RAW 460 |MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (hRFBP17 1259.53 -0.40 2 -6.41 3.01 0.19 641.13 1 0.73 3 4.1 20.0
TiO2_SDSPAGE_8.RAW 461 | MS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1161.57 -0.54 2 -11.55 3.83 0.17 1062.26 1 0.75 3 4.7 221
TiO2_SDSPAGE_8.RAW 462 |MS2 TGVTSTsDsEEEGDDQEGEK 075475|PSIP1_HUMAN PC4 and SFRS1-interacting protein (Lens epithelium-derived g 2259.77 -1.18 2 -8.01 5.44 0.10 257.97 1 0.34 0 4.0 71
TiO2_SDSPAGE_8.RAW 463 |MS3 TGVTSTsDsEEEGDDQEGEK 075475|PSIP1_HUMAN PC4 and SFRS1-interacting protein (Lens epithelium-derived g 2161.81 -1.27 2 -1.94 3.33 0.04 301.43 1 0.35 0 23 6.3
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TiO2_SDSPAGE_8.RAW 466 | MS2 VQEKPDsPGGSTQIQR Q13459|MY09B_HUMAN Myosin-IXb (Unconventional myosin-9b). 1806.84 -0.40 2 -18.53 4.00 0.08 779.73 1 0.64 2 3.6 23.5
TiO2_SDSPAGE_8.RAW 467 |MS3 VQEKPDsPGGSTQIQR Q13459|MY09B_HUMAN Myosin-IXb (Unconventional myosin-9b). 1708.88 -0.33 2 -20.30 3.72 0.10 419.76 1 0.60 2 3.6 8.3
TiO2_SDSPAGE_8.RAW 468 |MS2 RPDPDsDEDEDYER Q96125|SPF45_HUMAN Splicing factor 45 (45 kDa-splicing factor) (RNA-binding mot 1817.65 -1.44 2 -10.94 4.22 0.26 888.37 1 0.72 5 5.0 46.3
TiO2_SDSPAGE_8.RAW 469 |MsS3 RPDPDsDEDEDYER Q96125|SPF45_HUMAN Splicing factor 45 (45 kDa-splicing factor) (RNA-binding mot 1719.69 -0.26 2 -5.60 3.45 0.29 1555.64 1 0.81 5 4.9 47.2
TiO2_SDSPAGE_8.RAW 474 |MS2 IEDVGsDEEDDSGK. P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1574.57 -0.37 2 -4.69 4.18 0.48 1083.06 1 0.77 2 6.9 39.6
TiO2_SDSPAGE_8.RAW 475 |MsS3 IEDVGsDEEDDSGK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1476.61 0.21 2 -17.48 246 0.23 979.47 1 0.81 2 3.4 66.2
TiO2_SDSPAGE_8.RAW 480 |Ms2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 -1.32 2 -9.74 6.10 0.53 763.41 1 0.58 2 7.3 1000.0
TiO2_SDSPAGE_8.RAW 481 |MS3 GAGDGsDEEVDGKADGAEAKPAE P35579IMYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -1.27 2 -18.88 5.36 0.40 1557.46 1 0.57 2 6.1 1000.0
TiO2_SDSPAGE_8.RAW | 483 |MS3 FAsDDEHDEHDENGATGPVK P05455|LA_HUMAN Lupus La protein (Sjoegren syndrome type B antigen) (SS-B) (Lar 2151.90 183 3 -21.03 428 0.44 1446.76 1 0.43 2 538 140.3
TiO2_SDSPAGE_8.RAW 487 |MS2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 -1.28 2 -4.62 5.22 0.58 493.06 1 0.53 2 7.3 1000.0
TiO2_SDSPAGE_8.RAW 488 |MS3 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -0.33 2 -10.36 4.58 0.43 1159.87 1 0.50 2 6.1 1000.0
TiO2_SDSPAGE_8.RAW 500 |Ms2 KLEKEEEEGISQEssEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2396.93 -0.33 2 -18.83 5.64 0.28 868.77 1 0.51 3 5.8 55.2
Ti02_SDSPAGE_8.RAW | 501 |MS3 KLEKEEEEGISQEssEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-(Y)) (High mo 2298.97 117 2 -11.08 454 0.01 518.10 2 0.57 3 238 10.1
TiO2_SDSPAGE_8.RAW 505 |MS3 sPVSTRPLPSASQK Q8ND56|LS14A_HUMAN LSM14 protein homolog A (Protein SCD6 homolog) (Protein FAM 1436.80 -1.22 2 -0.38 2.59 0.46 250.24 8 0.46 0 4.6 20.5
TiO2_SDSPAGE_8.RAW 506 |MS2 EEAsDDDmEGDEAVVR 075643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (EC 3.6.1 1862.66 -0.34 2 -11.82 4.37 0.41 1462.72 1 0.62 0 6.3 1000.0
TiO2_SDSPAGE_8.RAW 507 |MS3 EEAsDDDmEGDEAVVR 075643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (EC 3.6.1 1764.70 0.26 2 -13.30 3.14 0.40 964.66 1 0.60 0 52 1000.0
TiO2_SDSPAGE_8.RAW 514 |MS2 SAsSDTSEELNSQDSPPK 014745|NHERF_HUMAN Ezrin-radixin-moesin-binding phosphoprotein 50 (EBP50) (Na( 1958.79 -0.30 2 -8.06 5.03 0.11 922.23 2 0.57 0 4.2 0.0
TiO2_SDSPAGE_8.RAW 515 |MS3 SAsSDTSEELNSQDSPPK 014745|NHERF_HUMAN Ezrin-radixin-moesin-binding phosphoprotein 50 (EBP50) (Na( 1860.83 -1.30 2 -14.55 4.62 0.11 1933.10 2 0.68 0 3.7 12.0
TiO2_SDSPAGE_8.RAW 519 |MS2 AETSEGSGSAPAVPEASAsPK P51608MECP2_HUMAN Methyl-CpG-binding protein 2 (MeCP-2 protein) (MeCP2). 2009.87 -1.43 2 -10.01 5.71 0.09 908.79 1 0.45 2 4.0 28.2
TiO2_SDSPAGE_8.RAW 528 |MS2 ESEDKPEIEDVGsDEEEEKK P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) (Renal carcinoma an 2400.98 0.19 3 -7.11 4.19 0.57 616.17 1 0.37 5 71 58.5
TiO2_SDSPAGE_8.RAW 529 |MS3 ESEDKPEIEDVGsDEEEEKK P07900|HS90A_HUMAN Heat shock protein HSP 90-alpha (HSP 86) (Renal carcinoma an 2303.02 -0.85 3 -10.63 2.99 0.33 621.95 1 0.32 5 4.3 110.2
TiO2_SDSPAGE_8.RAW 530 |MS2 AQPSDNAPAKGNKsPSPPDGSPAATPEIR 075514|BIN1_HUMAN Myc box-dependent-interacting protein 1 (Bridging integrator 2937.37 0.72 3 -11.82 4.21 0.13 517.52 1 0.21 3 3.3 6.2
TiO2_SDSPAGE_8.RAW 530 |MS2 AESPESSAIESTQSTPQK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen- 1956.84 -1.26 2 0.00 3.23 0.25 338.19 2 0.37 0 3.7 32.4
TiO2_SDSPAGE_8.RAW 539 |MS2 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1738.78 0.40 2 -12.29 4.18 0.27 666.88 1 0.58 0 5.1 58.6
TiO2_SDSPAGE_8.RAW 540 |MS3 RGsDPASGEVEASQLR Q8WWA1|TMM40_HUMAN Transmembrane protein 40. 1640.81 0.17 2 -18.80 3.85 0.12 625.70 1 0.70 0 3.9 42.7
TiO2_SDSPAGE_8.RAW 545 |MS3 FTDKDQQPsGsEGEDDDAEAALKK QINXG2|THUM1_HUMAN THUMP domain-containing protein 1. 2643.13 -1.78 3 -13.81 5.03 0.27 1359.16 1 0.44 1 4.7 38.2
TiO2_SDSPAGE_8.RAW 555 |MS2 TQPDGTSVPGEPASPISQR Q14980|NUMA1_HUMAN Nuclear mitotic apparatus protein 1 (NuMA protein) (SP-H ant 2003.91 -0.39 2 -15.31 4.96 0.13 909.50 1 0.52 5 4.4 31.7
TiO2_SDSPAGE_8.RAW 556 | MS2 EEAsDDDMEGDEAVVR 075643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (EC 3.6.1 1846.67 -1.31 2 -12.45 5.84 0.58 1617.16 1 0.67 0 8.1 1000.0
TiO2_SDSPAGE_8.RAW 557 |MS3 EEAsDDDMEGDEAVVR 075643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (EC 3.6.1 1748.71 -1.46 2 -12.70 3.66 0.31 695.40 1 0.63 0 4.7 1000.0
TiO2_SDSPAGE_8.RAW 578 |MS2 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type I-alpha regulatory subunit 2056.96 -1.39 2 -6.51 2.60 0.47 541.17 1 0.59 3 4.8 43.9
TiO2_SDSPAGE_8.RAW 579 |MS3 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type |-alpha regulatory subunit 1959.00 -0.39 2 -19.62 3.83 0.26 654.11 1 0.62 3 4.7 48.4
TiO2_SDSPAGE_8.RAW 582 |MS2 GDQPAASGDsDDDEPPPLPR 000264|PGRC1_HUMAN N\ le- progesterone receptor component 1 (mPR). 2115.85 -0.31 2 -7.14 3.82 0.12 397.28 1 0.46 1 3.5 20.0
TiO2_SDSPAGE_8.RAW | 590 [ms2 SSSVGsSSSYPISPAVSR Q15149|PLEC1_HUMAN Plectin-1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1) (Ple 1834.82 033 2 -9.70 4.40 0.01 595.25 1 0.49 8 3.2 113
TiO2_SDSPAGE_8.RAW 593 |MS2 KVVDYSQFQEsDDADEDYGRDSGPPTK Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subs 3128.30 -1.09 3 -11.32 5.37 0.41 577.91 2 0.29 2 5.9 26.5
TiO2_SDSPAGE_8.RAW 594 |MS3 KVVDYSQFQEsDDADEDYGRDSGPPTK QI9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 3030.34 -1.56 3 -20.70 6.04 0.16 1107.99 1 0.33 2 4.3 47.3
TiO2_SDSPAGE_8.RAW 600 |MS2 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2204.90 -0.34 2 -4.82 5.85 0.48 1097.05 1 0.49 3 7.3 1000.0
Ti02_SDSPAGE_8.RAW | 601 |MS3 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2106.94 112 2 6.92 415 0.01 540.80 1 0.56 3 26 1000.0
TiO2_SDSPAGE_8.RAW 603 |MS2 GLLYDsDEEDEERPAR P49736|MCM2_HUMAN DNA replication licensing factor MCM2 (Minichromosome mainten 1973.81 -0.43 2 -4.66 3.54 0.19 174.43 1 0.49 0 4.1 19.7
TiO2_SDSPAGE_8.RAW 604 |MS3 GLLYDsDEEDEERPAR P49736|MCM2_HUMAN DNA replication licensing factor MCM2 (Minichromosome mainten 1875.85 -1.34 2 -10.47 3.28 0.38 554.14 1 0.50 0 5.0 19.7
TiO2_SDSPAGE_8.RAW 605 |MS2 KVVDYSQFQEsDDADEDYGR QIH1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2445.97 -0.46 2 -11.94 5.55 0.18 464.79 1 0.56 2 4.9 51.3
TiO2_SDSPAGE_8.RAW 606 |MS3 KVVDYSQFQEsDDADEDYGR Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2348.01 -0.44 2 -18.78 5.12 0.34 1207.02 1 0.61 2 6.0 76.6
TiO2_SDSPAGE_8.RAW 609 |MS2 GRLDsSEMDHSENEDYTMSSPLPGKK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen- 3070.22 -0.21 3 0.00 4.44 0.02 264.87 4 0.22 1 2.6 0.0
TiO2_SDSPAGE_8.RAW 610 |MS3 GRLDsSEMDHSENEDY TMSSPLPGKK QINTI5|PDS5B_HUMAN Sister chromatid cohesion protein PDS5 homolog B (Androgen- 2972.26 -1.30 3 0.00 3.87 0.06 344.48 5 0.27 1 22 6.9
TiO2_SDSPAGE_8.RAW 615 |MS2 AAsPPASASDLIEQQQK Q5VSLY9|FA40A_HUMAN Protein FAM40A. 1820.84 -0.27 2 -9.15 5.63 0.27 714.13 1 0.58 1 5.9 42.5
TiO2_SDSPAGE_8.RAW 616 |MS3 AAsPPASASDLIEQQQK Q5VSLI|FA40A_HUMAN Protein FAM40A. 1722.88 0.34 2 -16.13 2.70 0.39 110.70 2 0.44 1 4.6 31.1
TiO2_SDSPAGE_8.RAW 617 |MS2 VVDYSQFQEsDDADEDYGR QIH1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2317.88 -0.78 2 -16.22 5.07 0.36 1173.39 1 0.57 2 6.0 98.5
TiO2_SDSPAGE_8.RAW 618 |MS3 VVDYSQFQEsDDADEDYGR QI9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2219.92 -0.30 2 -29.67 4.25 0.23 1515.63 1 0.67 2 4.7 83.8
TiO2_SDSPAGE_8.RAW 624 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.56 2 -13.78 3.91 0.24 652.75 1 0.78 6 5.0 70.3
TiO2_SDSPAGE_8.RAW 625 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.50 2 -16.61 3.40 0.32 962.46 1 0.71 6 5.1 61.8
TiO2_SDSPAGE_8.RAW | 633 |MS2 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1628.76 -0.38 2 -7.96 3.95 0.49 97348 1 0.69 8 6.6 256
Ti02_SDSPAGE_8.RAW | 634 |MS3 QASIELPSmAVASTK. P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1530.80 0.32 2 517 271 0.35 929.23 1 0.68 8 45 35.0
TiO2_SDSPAGE_8.RAW | 640 |MS2 QASIELPSmAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1628.76 -1.61 2 7.41 3.56 0.39 616.52 1 0.57 8 52 225
TiO2_SDSPAGE_8.RAW 641 | MS3 KVVDYSQFQEsDDADEDYGR Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2348.01 -0.26 3 -8.37 3.26 0.22 719.84 1 0.33 2 3.9 51.5
TiO2_SDSPAGE_8.RAW 649 |MS2 SNsVEKPVSSILSR Q9UIOB|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.78 -1.09 2 -4.51 2.76 0.00 233.92 6 0.54 1 1.5 8.8
TiO2_SDSPAGE_8.RAW 650 |MS3 sNSVEKPVSSILSR Q9UI08|EVL_HUMAN Ena/VASP-like protein (Ena/ ilat phosphoprote 1484.82 -0.65 2 -17.89 2.97 0.36 431.69 1 0.62 1 4.9 9.0
TiO2_SDSPAGE_8.RAW 662 |MS2 VEQEEPIsPGSTLPEVK Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2. 1918.90 -1.24 2 -15.84 3.64 0.09 1028.94 2 0.52 1 29 14.9
TiO2_SDSPAGE_8.RAW 663 |MS3 VEQEEPIsPGSTLPEVK Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2. 1820.94 -1.48 2 -4.83 2.74 0.19 365.53 3 0.44 1 2.7 11.3
TiO2_SDSPAGE_8.RAW 688 |MS2 NLsLSSSTPPLPSPGR 043516|WIPF1_HUMAN WAS/WASL-interacting protein family member 1 (Wiskott-Aldric 1689.82 -0.32 2 0.00 3.19 0.24 393.56 1 0.47 2 4.2 214
TiO2_SDSPAGE_8.RAW 689 |MS2 SAsPDDDLGSSNWEAADLGNEER 000193|SMAP_HUMAN Small acidic protein. 2514.99 -0.27 2 -23.49 7.20 0.00 1629.46 1 0.48 0 4.2 7.6
TiO2_SDSPAGE_8.RAW 690 |MS3 SAsPDDDLGSSNWEAADLGNEER 000193|SMAP_HUMAN Small acidic protein. 2417.03 -1.25 2 -23.89 3.98 0.14 537.59 1 0.50 0 3.3 6.2
TiO2_SDSPAGE_8.RAW 697 |MS3 FEEESKEPVADEEEEDsDDDVEPITEFR P54105|ICLN_HUMAN Methylosome subunit pICIn (Chloride conductance regulatory pr 3296.39 -1.75 3 -27.14 5.72 0.23 2051.93 1 0.39 0 4.5 81.3
TiO2_SDSPAGE_8.RAW 723 |MS2 ASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1812.79 -1.24 2 -12.24 5.58 0.11 1104.02 1 0.65 0 4.4 51.7
TiO2_SDSPAGE_8.RAW 724 |MS3 ASLGSLEGEAEAEASSPK. Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 1714.83 -0.45 2 -22.44 4.60 0.00 1389.86 1 0.68 0 3.3 52.2
TiO2_SDSPAGE_8.RAW 735 |MS2 ATNESEDEIPQLVPIGK 076021]RL1D1_HUMAN Ribosomal L1 domain-containing protein 1 (Cellular senescen 1919.90 -0.32 2 -12.81 4.22 0.52 930.39 2 0.58 2 6.8 11.3
Ti02_SDSPAGE_8.RAW | 739 |MS2 TPsPLVLEGTIEQSSPPLSPTtK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phospho 2539.20 0.26 2 2,07 473 0.04 776.37 3 0.36 4 3.1 0.0
TiO2_SDSPAGE_8.RAW | 740 |MS3 TPSPLVLEGTIEQsSPPLsPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phospho 2441.24 0.28 2 5.68 2.86 0.02 238.89 5 0.27 4 15 5.0
TiO2_SDSPAGE_8.RAW 746 |MS2 sIEVENDFLPVEK Q96B97|SH3K1_HUMAN SH3 domain-containing kinase-binding protein 1 (Cbl-interact 1598.73 -0.32 2 -8.55 4.27 0.51 1359.49 1 0.72 6 74 1000.0
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Ti02_SDSPAGE_8.RAW | 747 |MS2 TPSPLVLEGTIEQSsPPLSPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop. 2459 23 135 2 742 5.38 0.03 1421.09 1 0.50 4 33 151
TiO2_SDSPAGE_8.RAW | 748 |MS3 TPSPLVLEGTIEQSSPPLsPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 2361.27 -1.39 2 -8.29 3.94 0.01 825.66 1 0.43 4 23 5.7
TiO2_SDSPAGE_8RAW | 752 [ms2 CGSGPVHISGQHLVAVEEDAESEDEEEEDVK Q96EA5|NPM_HUMAN Nucleophosmin (NPM) (Nucleolar phosphoprotein B23) (Numatrin)( 3460.44 1.34 3 0.00 6.15 0.50 484.46 1 0.22 5 6.7 45.3
TiO2_SDSPAGE_8.RAW 773 |MS2 SSsPAPADIAQTVQEDLR Q13283|G3BP1_HUMAN Ras GTPase-activating protein-binding protein 1 (EC 3.6.1.-) 1964.90 -0.34 2 -14.90 5.16 0.00 1355.50 1 0.59 4 3.6 16.0
TiO2_SDSPAGE_8.RAW 820 |MS2 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2109.69 -0.16 2 -9.17 4.29 0.57 1060.90 1 0.53 5 74 1000.0
TiO2_SDSPAGE_8.RAW 821 |MS3 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2011.73 -0.22 2 -10.98 3.83 0.61 542.80 1 0.50 5 7.3 1000.0
TiO2_SDSPAGE_8.RAW 1030 [MS2 LVSARSVsPtTEMVSNESVDYRATFPE Q9UEJ3|Q9UEJ3_HUMAN Proto-oncogenic met protein (Fragment). 2936.44 -1.15 3 0.00 3.78 0.05 528.80 2 0.26 0 2.2 5.7
TiO2_SDSPAGE_9.RAW 375 |Ms2 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1/h 2019.66 -0.34 2 -4.22 5.07 0.38 687.38 1 0.49 3 6.4 1000.0
TiO2_SDSPAGE_9.RAW 376 |MS3 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnnRNP C1/h 1921.70 -0.53 2 -13.47 4.60 0.30 783.85 1 0.56 3 5.5 1000.0
TiO2_SDSPAGE_9.RAW 397 |MsS3 EAEEGEDDRDsANGEDDS Q96HM4|HNRPC_HUMAN Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1/h 1921.70 -1.42 2 -10.21 2.87 0.45 518.62 1 0.44 3 4.9 1000.0
TiO2_SDSPAGE_9.RAW 405 |MS2 IDASKNEEDEGHSNSsPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-r 2051.83 -0.36 2 -15.48 4.33 0.14 705.14 2 0.65 0 4.0 10.8
TiO2_SDSPAGE_9.RAW 406 |MS3 LNSQWRQDMSISLAALELLsGLAKVK Q9Y3GY|K1219_HUMAN Protein KIAA1219. 2933.55 1.92 3 -0.17 2.93 0.39 183.66 10 0.15 2 3.6 11.9
TiO2_SDSPAGE_9.RAW 406 |MS3 IDASKNEEDEGHsNSSPR Q14103|HNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO (hnRNP DO) (AU-ri 1953.87 -0.89 2 -14.64 4.27 0.00 935.41 1 0.68 0 29 235
TiO2_SDSPAGE_9.RAW 414 |MS2 ATSSsSGSLSATGR Q03252|LMNB2_HUMAN Lamin-B2. 1348.57 -1.49 2 -6.93 4.06 0.03 858.02 1 0.59 0 3.1 9.0
TiO2_SDSPAGE_9.RAW 426 |MS2 ATsSSSGSLSATGR Q03252|LMNB2_HUMAN Lamin-B2. 1348.57 -0.29 2 -9.89 3.90 0.05 460.14 2 0.54 0 3.4 7.3
TiO2_SDSPAGE_9.RAW 441 |MS2 IEDVGsDEEDDSGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1945.79 -1.35 2 -19.73 3.40 0.58 377.43 1 0.63 2 6.5 54.1
TiO2_SDSPAGE_9.RAW 442 |MS3 IEDVGSDEEDDsGKDKK P08238|HS90B_HUMAN Heat shock protein HSP 90-beta (HSP 84) (HSP 90). 1847.83 -0.44 2 -11.64 4.52 0.03 738.31 3 0.53 2 3.3 60.2
TiO2_SDSPAGE_9.RAW 446 |MS2 ESLKEEDEsDDDNm P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1751.58 -0.45 2 -4.74 4.90 0.50 417.52 1 0.56 0 74 11.4
TiO2_SDSPAGE_9.RAW 451 |MS2 RGDSESEEDEQDSEEVR QINZ63|CI078_HUMAN Uncharacterized protein C9orf78 (Hepatocellular carcinoma-as 2075.77 0.68 2 -0.98 4.31 0.07 276.78 1 0.40 0 3.6 5.2
TiO2_SDSPAGE_9.RAW 452 |MS3 RGDSESEEDEQDSEEVR QINZ63|CI078_HUMAN Uncharacterized protein C9orf78 (Hepatocellular carcinoma-a 1977.81 1.21 2 -7.96 2.37 0.37 200.03 2 0.44 0 3.8 13.2
TiO2_SDSPAGE_9.RAW 460 |MS2 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (RFBP17 1259.53 -0.03 2 -6.03 3.38 0.21 616.08 1 0.70 3 4.7 17.2
TiO2_SDSPAGE_9.RAW 461 |MS3 TVsDNSLSNSR QINWD1|FNBP1_HUMAN Formin-binding protein 1 (Formin-binding protein 17) (h\FBP1 1161.57 -1.19 2 -10.95 3.44 0.06 912.95 2 0.70 3 3.2 15.3
TiO2_SDSPAGE_9.RAW 462 | MS2 KMEEsDEEAVQAK Q9Y2K7|JHD1A_HUMAN JmjC domain-containing histone demethylation protein 1A(EC 1 1573.65 -1.65 2 -6.53 4.72 0.24 786.46 1 0.81 0 5.2 1000.0
TiO2_SDSPAGE_9.RAW 463 |MS3 KMEEsDEEAVQAK Q9Y2K7]JHD1A_HUMAN JmjC domain-containing histone demethylation protein 1A(EC 1 1475.68 -0.42 2 -12.51 4.06 0.28 1753.11 1 0.83 0 5.4 1000.0
TiO2_SDSPAGE_9.RAW 465 |MS2 TGVTSTsDsEEEGDDQEGEK 075475|PSIP1_HUMAN PC4 and SFRS1-interacting protein (Lens epithelium-derived g 2259.77 -0.41 2 -7.79 4.32 0.11 134.27 1 0.30 0 3.7 9.9
TiO2_SDSPAGE_9.RAW 467 |MS2 KDDEDEEEEEEVsDS Q8TAD8|SNIP1_HUMAN Smad nuclear-interacting protein 1. 1863.62 1.27 2 -0.21 3.34 0.37 240.07 2 0.40 1 4.9 1000.0
TiO2_SDSPAGE_9.RAW 469 |MS2 QKAENFWtGDTsSDQLVLGK QB6GPH6|K175L_HUMAN UPF0525 protein KIAA1754-like precursor. 2384.02 -0.57 3 0.00 2.79 0.02 550.76 8 0.28 0 1.4 19.1
TiO2_SDSPAGE_9.RAW 470 |MsS3 QKAENFWtGDTsSDQLVLGK QB6GPH6|K175L_HUMAN UPF0525 protein KIAA1754-like precursor. 2286.06 -0.53 3 0.00 2.82 0.02 579.93 21 0.26 0 1.2 12.6
TiO2_SDSPAGE_9.RAW 481 |MS2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 0.18 3 -7.20 4.81 0.49 971.95 1 0.33 2 6.8 1000.0
TiO2_SDSPAGE_9.RAW 482 |MsS3 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -0.94 3 -28.36 4.91 0.43 1725.07 1 0.43 2 6.1 1000.0
TiO2_SDSPAGE_9.RAW 486 |MS2 GAGDGsDEEVDGKADGAEAKPAE P35579|MYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2254.90 -0.56 2 -10.08 6.32 0.60 647.83 1 0.56 2 8.2 1000.0
TiO2_SDSPAGE_9.RAW 487 |Ms3 GAGDGsDEEVDGKADGAEAKPAE P35579IMYH9_HUMAN Myosin-9 (Myosin heavy chain 9) (Myosin heavy chain, non-musc 2156.94 -1.19 2 -11.75 4.93 0.43 1400.21 1 0.55 2 6.1 1000.0
TiO2_SDSPAGE_9.RAW 497 |MS2 QVAEQGGDLsPAANR 094804|STK10_HUMAN Serine/threonine-protein kinase 10 (EC 2.7.11.1) (Lymphocyte 1592.71 -0.44 2 -1.38 4.20 0.54 458.66 1 0.50 1 7.2 1000.0
TiO2_SDSPAGE_9.RAW 498 |MsS3 QVAEQGGDLsPAANR 094804|STK10_HUMAN Serine/threonine-protein kinase 10 (EC 2.7.11.1) (Lymphocyte 1494.75 -1.47 2 -15.85 3.77 0.43 778.50 1 0.79 1 5.8 1000.0
TiO2_SDSPAGE_9.RAW 502 |MS3 sVGQRPVPGVGR 000160|MYO1F_HUMAN Myosin-If (Myosin-le). 1190.69 -0.53 2 -7.69 2.99 0.28 420.87 1 0.68 2 4.5 1000.0
TiO2_SDSPAGE_9.RAW 503 |MS2 KLEKEEEEGISQESSEEEQ P17096|HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mo 2316.96 -0.55 2 -13.19 5.56 0.04 510.93 2 0.56 3 3.8 9.0
Ti02_SDSPAGE_9.RAW | 504 |MS3 KLEKEEEEGISQESSEEEQ P17096/HMGA1_HUMAN High mobility group protein HMG-I/HMG-Y (HMG-I(Y)) (High mob 2219.00 -1.30 2 14,68 5.39 0.05 1365.24 1 0.64 3 338 112
TiO2_SDSPAGE_9.RAW 512 |MS2 ESLKEEDEsDDDNM P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1735.59 -0.39 2 -10.61 4.59 0.47 891.68 1 0.59 0 71 39.7
TiO2_SDSPAGE_9.RAW 513 |MS3 ESLKEEDEsDDDNM P25788|PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Proteasome com 1637.63 0.02 2 -6.70 2.95 0.33 494.11 1 0.65 0 4.9 50.5
TiO2_SDSPAGE_9.RAW 543 |MS2 FTDKDQQPsGSEGEDDDAEAALKK QINXG2|THUM1_HUMAN THUMP domain-containing protein 1. 2661.12 -0.77 3 -12.71 5.18 0.00 587.78 2 0.37 1 3.0 6.4
TiO2_SDSPAGE_9.RAW 544 |MS3 FTDKDQQPSGSsEGEDDDAEAALKK QINXG2|THUM1_HUMAN THUMP domain-containing protein 1. 2563.16 -1.42 3 -28.49 6.97 0.20 1547.05 1 0.41 1 5.2 27.9
TiO2_SDSPAGE_9.RAW 557 |MS3 FTDKDQQPsGsEGEDDDAEAALKK QINXG2|THUM1_HUMAN THUMP domain-containing protein 1. 2643.13 -1.58 3 -18.22 4.70 0.27 1172.48 2 0.42 1 4.4 19.1
TiO2_SDSPAGE_9.RAW 566 | MS2 EEAsDDDMEGDEAVVR 075643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (EC 3.6.1 1846.67 -1.25 2 -11.17 4.94 0.56 1177.00 1 0.60 0 75 1000.0
TiO2_SDSPAGE_9.RAW 567 |MS3 EEAsDDDMEGDEAVVR 075643|U520_HUMAN U5 small nuclear ribonucleoprotein 200 kDa helicase (EC 3.6.1 1748.71 -1.43 2 -15.67 3.59 0.43 401.70 1 0.53 0 5.6 1000.0
TiO2_SDSPAGE_9.RAW 568 |MS2 LPDsDDDEDEETAIQR Q96K21|ZFY19_HUMAN Zinc finger FYVE domain-containing protein 19 (MLL partner ¢ 1927.74 -0.38 2 -10.98 5.12 0.46 355.95 1 0.56 1 7.2 63.0
TiO2_SDSPAGE_9.RAW 569 |MS3 LPDsDDDEDEETAIQR Q96K21|ZFY19_HUMAN Zinc finger FYVE domain-containing protein 19 (MLL partner ¢ 1829.78 -0.39 2 -17.42 3.38 0.17 759.46 1 0.60 1 3.8 94.8
TiO2_SDSPAGE_9.RAW 570 |MS2 DSENLAsPSEYPENGER Q9Y6J4|NUP98_HUMAN Nuclear pore complex protein Nup98-Nup96 precursor [Contains 1973.78 -0.41 2 -1.10 3.19 0.01 388.54 1 0.46 2 2.3 11.0
TiO2_SDSPAGE_9.RAW 571 |MS3 DSENLAsSPSEYPENGER Q9Y6J4|NUP98_HUMAN Nuclear pore complex protein Nup98-Nup96 precursor [Contains 1875.81 -1.41 2 -0.12 2.77 0.13 727.65 1 0.56 2 2.5 28.8
TiO2_SDSPAGE_9.RAW 580 |MS2 GDQPAASGDsDDDEPPPLPR 000264|PGRC1_HUMAN Membrane-associated progesterone receptor component 1 (mPR). 2115.85 -0.29 2 -13.76 4.81 0.11 1286.87 1 0.61 1 4.1 20.0
TiO2_SDSPAGE_9.RAW 581 |MS3 GDQPAASGDsDDDEPPPLPR 000264|PGRC1_HUMAN N\ le- progesterone receptor component 1 (mPR). 2017.89 -1.02 2 -22.21 4.39 0.14 1498.70 1 0.66 1 3.9 224
TiO2_SDSPAGE_9.RAW 582 |MS2 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type |-alpha regulatory subunit 2056.96 -0.56 2 -4.90 3.02 0.47 612.90 1 0.63 3 5.5 54.7
TiO2_SDSPAGE_9.RAW 583 |MS3 TDSREDEIsPPPPNPVVK P10644|KAP0_HUMAN cAMP-dependent protein kinase type I-alpha regulatory subunit 1959.00 -0.43 2 -21.54 4.26 0.28 797.05 1 0.65 3 5.1 52.5
Ti02_SDSPAGE_9.RAW | 587 |MS3 GNAEGSsDEEGKLVIDEPAKEK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group p 2284 11 176 3 -7.80 3.48 0.18 855.82 5 0.31 3 238 738
TiO2_SDSPAGE_9.RAW 593 |MS2 SSsVGSSSSYPISPAVSR Q15149|PLEC1_HUMAN Plectin-1 (PLTN) (PCN) (Hemidesmosomal protein 1) (HD1) (PI 1834.82 -0.41 2 -6.94 4.74 0.22 538.38 1 0.47 8 5.0 8.1
Ti02_SDSPAGE_9.RAW | 595 |MS2 GNAEGSsDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group p 2124.93 047 2 970 472 0.35 749.89 2 0.53 3 5.6 0.0
TiO2_SDSPAGE_9.RAW 596 |MS3 GNAEGSsDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2026.97 -1.20 2 -8.62 3.78 0.03 593.82 1 0.50 3 25 11.3
TiO2_SDSPAGE_9.RAW 598 |MS2 SQAASQKVsPPEDEEVKNLAEK Q8IWZ8|SF04_HUMAN Splicing factor 4 (RNA-binding protein RBP). 2464.16 1.59 2 -0.04 2.97 0.35 158.85 2 0.33 2 3.9 12.3
TiO2_SDSPAGE_9.RAW 604 |MS2 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group pr 2204.90 -0.37 2 -3.88 6.08 0.48 1144.38 1 0.51 3 74 1000.0
Ti02_SDSPAGE_9.RAW | 605 |MS3 GNAEGssDEEGKLVIDEPAK P51858|HDGF_HUMAN Hepatoma-derived growth factor (HDGF) (High-mobility group p 2106.94 112 2 8.35 418 0.39 810.16 1 0.56 3 55 1000.0
TiO2_SDSPAGE_9.RAW 607 |MS2 GLLYDsDEEDEERPAR P49736|MCM2_HUMAN DNA replication licensing factor MCM2 (Minichromosome mainte 1973.81 -0.45 2 -7.62 3.05 0.53 218.71 2 0.56 0 6.0 30.2
TiO2_SDSPAGE_9.RAW 608 |MS3 GLLYDsDEEDEERPAR P49736|MCM2_HUMAN DNA replication licensing factor MCM2 (Minichromosome mainten 1875.85 -0.53 2 -19.74 4.23 0.42 561.38 1 0.53 0 6.2 29.7
TiO2_SDSPAGE_9.RAW 617 |MS2 AAsPPASASDLIEQQQK Q5VSLI9|FA40A_HUMAN Protein FAM40A. 1820.84 -0.34 2 -11.18 5.80 0.25 914.90 1 0.63 1 5.9 37.6
TiO2_SDSPAGE_9.RAW 618 |MS3 AAsPPASASDLIEQQQK Q5VSLI|FA40A_HUMAN Protein FAM40A. 1722.88 -0.28 2 -21.47 3.22 0.41 219.41 1 0.56 1 5.4 48.6
TiO2_SDSPAGE_9.RAW 627 |MS2 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.56 2 -9.66 3.87 0.25 748.88 1 0.78 6 5.0 63.3
TiO2_SDSPAGE_9.RAW 628 |MS3 KAsGPPVSELITK P16403|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.48 2 -10.91 3.42 0.37 1175.12 1 0.75 6 5.5 61.8
TiO2_SDSPAGE_9.RAW 633 |MS2 VVDYSQFQEsDDADEDYGR QIH1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2317.88 -1.13 2 -23.78 5.13 0.31 922.91 1 0.59 2 5.6 90.9
TiO2_SDSPAGE_9.RAW 634 |MS3 VVDYSQFQEsDDADEDYGR Q9H1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2219.92 -0.86 2 -23.65 4.70 0.33 1734.58 1 0.67 2 5.6 104.4
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TiO2_SDSPAGE_9.RAW | 642 [Ms2 KAsGPPVSELITK P16403]|H12_HUMAN Histone H1.2 (Histone H1d). 1406.73 -0.49 2 -9.86 4.08 0.32 716.61 1 0.83 6 5.7 70.0
TiO2_SDSPAGE_9.RAW | 643 |Ms3 KAsGPPVSELITK P16403]|H12_HUMAN Histone H1.2 (Histone H1d). 1308.77 -0.49 2 -11.98 3.24 0.28 973.80 1 0.71 6 47 62.5
TiO2_SDSPAGE_9.RAW | 646 |Ms2 KVVDYSQFQEsDDADEDYGR Q9H1E3INUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2445.97 -1.95 2 -5.46 5.99 017 316.72 1 0.47 2 4.7 243
TiO2_SDSPAGE_9.RAW 647 |MS3 KVVDYSQFQEsDDADEDYGR QIH1E3|NUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinases subst 2348.01 -1.39 2 -15.30 4.87 0.25 1715.88 1 0.61 2 4.8 82.2
TiO2_SDSPAGE_9.RAW [ 650 [ms2 FGESEEVEMEVEsDEEDDKQEK Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 2697.03 -1.50 3 -4.23 5.13 0.59 887.31 1 0.31 0 7.3 97.2
TiO2_SDSPAGE_9.RAW | 651 |Ms3 FGESEEVEMEVEsDEEDDKQEK Q15459|SF3A1_HUMAN Splicing factor 3 subunit 1 (Spliceosome-associated protein 2599.07 -1.38 3 -21.44 5.14 0.32 1420.97 1 0.37 0 54 1014
TiO2_SDSPAGE_9.RAW | 656 |Ms3 ENVEYIEREEsDGEYDEFGRK 095218|ZRAB2_HUMAN Zinc finger Ran-binding domain-containing protein 2 (Zinc fi 2575.14 -0.94 3 -11.42 4.45 0.46 882.77 1 0.33 0 6.2 59.3
TiO2_SDSPAGE_9.RAW | 657 |Ms2 SNsVEKPVSSILSR QUIOBIEVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1582.78 -0.02 2 -0.22 2.63 0.48 314.12 2 0.56 1 54 9.7
TiO2_SDSPAGE_9.RAW [ 658 [Mms3 sNSVEKPVSSILSR QOUI08|EVL_HUMAN Ena/VASP-like protein (Ena/vasodilator-stimulated phosphoprot 1484.82 0.72 2 -0.53 2.92 0.45 828.53 2 0.77 1 5.3 10.2
TiO2_SDSPAGE_9.RAW | 670 |Ms2 VEQEEPIsSPGSTLPEVK Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2. 1918.90 -1.40 2 -8.76 3.65 0.01 526.04 3 0.40 1 2.2 10.2
TiO2_SDSPAGE_9.RAW [ 671 [ms3 VEQEEPIsPGSTLPEVK Q92608|DOCK2_HUMAN Dedicator of cytokinesis protein 2. 1820.94 -0.37 2 -10.30 2.76 0.08 381.75 1 0.44 1 2.5 13.8
TiO2_SDSPAGE_9.RAW | 675 |Ms2 FSKPPEDDDANSYENVLICK QYGZYB|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cell 2421.03 1.30 3 -4.82 2.97 0.03 460.69 2 0.28 2 18 0.0
TiO2_SDSPAGE_9.RAW [ 676 [ms3 FSKPPEDDDANsYENVLICK QIGZYB|NTAL_HUMAN Linker for activation of T-cells family member 2 (Non-T-cella 2323.07 -0.42 3 -8.52 3.94 0.44 1117.94 1 0.39 2 5.9 36.5
TiO2_SDSPAGE_9.RAW 683 |MS2 TEsPATAAETASEELDNR QINTJI3|SMC4_HUMAN Structural maintenance of chromosomes protein 4 (Chromosome- 1971.82 -0.23 2 -8.77 4.07 0.01 181.33 7 0.33 3 2.6 6.1
TiO2_SDSPAGE_9.RAW [ 695 [ms2 SSKASLGSLEGEAEAEASSPK Q09666/AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 2194.92 0.74 2 -13.71 6.39 0.14 707.81 1 0.59 0 4.8 45.4
TiO2_SDSPAGE_9.RAW | 696 |Ms3 SSKASLGSLEGEAEAEASSPK Q09666|AHNK_HUMAN Neuroblast differentiation-associated protein AHNAK (Desmoyok 2096.95 -0.10 2 -13.90 5.53 0.15 546.78 1 0.63 0 47 37.6
TiO2_SDSPAGE_9.RAW | 708 [Ms2 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1612.77 -0.42 2 -6.67 4.12 0.47 1102.42 1 0.71 8 6.6 36.5
TiO2_SDSPAGE_9.RAW | 709 |Ms3 QASIELPSMAVASTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 1514.80 -0.42 2 -19.26 2.84 0.38 1258.52 1 0.79 8 49 83.5
TiO2_SDSPAGE_9.RAW | 722 [Ms3 AAARLSLTDPLVAER P13224/GP1BB_HUMAN Platelet glycoprotein Ib beta chain precursor (GP-Ib beta) 1564.90 -0.53 2 -11.69 3.90 0.11 507.45 2 0.64 0 3.7 15.1
TiO2_SDSPAGE_9.RAW | 739 |Ms2 ATNESEDEIPQLVPIGK 076021|RL1D1_HUMAN Ribosomal L1 domain-containing protein 1 (Cellular senescenc 1919.90 -0.12 2 -6.97 476 0.02 1475.63 1 0.65 2 3.7 103
TiO2_SDSPAGE_9.RAW | 742 [Ms2 TPSPLVLEGTIEQSsPPLsPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phospho 2539.20 -1.28 2 -0.76 5.11 0.06 636.23 1 0.34 4 34 7.1
TiO2_SDSPAGE_9.RAW | 743 |Ms3 TPSPLVLEGTIEQSsPPLSP{TK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 2441.24 -0.33 2 -0.61 3.65 0.00 616.04 1 0.38 4 2.3 0.0
TiO2_SDSPAGE_9.RAW [ 750 [ms2 LSGSGPAELsAGEDEEEESELVSKPLLR Q9BRRYIRHG09_HUMAN Rho GTPase-activating protein 9 (Rho-type GTPase-activating 3008.40 -1.92 3 -18.03 4.55 0.05 857.84 1 0.32 2 2.6 66.2
TiO2_SDSPAGE_9.RAW | 751 |Ms3 LSGSGPAELSAGEDEEEESELVSKPLLR Q9BRRYIRHGO9_HUMAN Rho GTPase-activating protein 9 (Rho-type GTPase-activating 2910.44 -1.58 3 -28.50 5.26 0.02 1239.61 1 0.36 2 2.9 44.6
TiO2_SDSPAGE_9.RAW | 752 [Ms2 TPSPLVLEGTIEQSsPPLSPTTK P33241|LSP1_HUMAN Lymphocyte-specific protein 1 (Protein pp52) (52 kDa phosphop 2459.23 -1.24 2 5.13 5.03 0.04 1076.51 1 0.45 4 3.2 14.0
TiO2_SDSPAGE_9.RAW | 815 |Ms2 KEESEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2029.73 -0.19 2 -15.70 5.27 0.11 1299.04 1 0.65 5 47 454
TiO2_SDSPAGE_9.RAW | 816 [Ms3 KEESEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 1931.76 -1.04 2 -18.40 3.83 0.10 1074.57 1 0.72 5 34 335
TiO2_SDSPAGE_9.RAW | 822 |Ms2 KEESEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2109.69 -0.16 2 -8.38 5.00 0.65 1069.51 1 0.58 5 8.4 1000.0
TiO2_SDSPAGE_9.RAW | 823 [MS3 KEEsEEsDDDMGFGLFD P05386|RLA1_HUMAN 60S acidic ribosomal protein P1. 2011.73 0.22 2 -12.77 4.28 0.56 969.61 2 0.65 5 7.1 1000.0
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