
Figure S1. MS/MS spectrum of single peptide-based identifications
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er_040607_JF_33 917 (57.027) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (913:918) 3: TOF MSMS 807.35ES+ 
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Protein Accession Number: SDC4_RAT
Peptide Sequence: ETEVIDPQDLLEGR
Peptide Score: 80
Precursor Ion: 807.35
Charge State: 2+
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er_300507_JF_1 1852 (54.979) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1849:1854) 2: TOF MSMS 650.83ES+ 
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Protein Accession Number: REEP6_RAT
Peptide Sequence: NVATDALGALEAR 
Peptide Score: 82
Precursor Ion: 650.83
Charge State: 2+
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er_040607_JF_32 338 (40.468) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (337:342) 4: TOF MSMS 637.79ES+ 
4.33244.16

4

203.06
3

157.06
2

147.10
2

86.09
1

445.23
2

427.20
1

304.15
1

274.09
1

410.82
1

322.21
1

558.31
1

520.66
1

786.40
1637.30

1559.31
1

569.13
1

603.89;1

671.38
1 780.09

1

745.39
1

1361.27
1

1315.46
1

1312.96
1

939.09
1887.42

1
789.33

1 1124.16
1

977.74
1 1253.31;1

1412.02
1

1412.73
1

Protein Accession Number: MOT1_RAT
Peptide Sequence: SDANTDLIGGSPK
Peptide Score: 72
Precursor Ion: 637.79
Charge State: 2+
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er_300507_JF_20 545 (40.936) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (545:550) 4: TOF MSMS 679.81ES+ 
37.3628.34
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Protein Accession Number: NTCP_RAT
Peptide Sequence: AAATEDATPAALEK
Peptide Score: 67
Precursor Ion: 679.81
Charge State: 2+
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er_061307_JF_47 595 (36.280) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (595:600) 3: TOF MSMS 669.26ES+ 
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Protein Accession Number: COF1_RAT
Peptide Sequence: YALYDATYETK
Peptide Score: 52
Precursor Ion: 669.26
Charge State: 2+
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er020307_JF_004 1229 (50.280) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1229:1235) 3: TOF MSMS 624.99ES+ 
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Protein Accession Number: DYHC_RAT
Peptide Sequence: ILDDDTIITTLENLKR
Peptide Score: 88
Precursor Ion: 624.99
Charge State: 3+
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er020307_JF_004 707 (33.626) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (707:713) 4: TOF MSMS 876.95ES+ 
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Protein Accession Number: TSC2_RAT
Peptide Sequence: YTEFLTGLGRLIELK
Peptide Score: 23
Precursor Ion: 876.95
Charge State: 2+
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er_300507_JF_3 1117 (55.126) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1117:1122) 3: TOF MSMS 1004.94ES+ 
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Protein Accession Number: RHOA_RAT
Peptide Sequence: QVELALWDTAGQEDYDR
Peptide Score: 57
Precursor Ion: 1004.94
Charge State: 3+
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er_300507_JF_5 970 (52.817) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (968:973) 4: TOF MSMS 881.39ES+ 
8.141235.56
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Protein Accession Number: RAB2A_RAT
Peptide Sequence: IQEGVFDINNEANGIK
Peptide Score: 59
Precursor Ion: 881.39
Charge State: 2+
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er_300507_JF_4 1065 (55.714) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1065:1070) 4: TOF MSMS 658.81ES+ 
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Protein Accession Number: RAB43_RAT
Peptide Sequence: LQIWDTAGQER
Peptide Score: 41
Precursor Ion: 658.81
Charge State: 2+
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er_061307_JF_47 751 (41.259) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (751:756) 3: TOF MSMS 529.26ES+ 
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Protein Accession Number: GNAO1_RAT
Peptide Sequence: LLLLGAGESGK
Peptide Score: 72
Precursor Ion: 529.26
Charge State: 2+
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Protein Accession Number: YIPF5_RAT
Peptide Sequence: TLTVLHPLR
Peptide Score: 36
Precursor Ion: 525.34
Charge State: 2+
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er070906_JF_1 804 (35.372) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (804:810) 2: TOF MSMS 525.34ES+ 
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er_300507_JF_3 1985 (57.545) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1983:1988) 2: TOF MSMS 889.43ES+ 
5.751146.58
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Protein Accession Number: TMED2_RAT
Peptide Sequence: LEEMINELAVAMTAVK
Peptide Score: 67
Precursor Ion: 889.43
Charge State: 2+
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er_300507_JF_3 1909 (55.647) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1905:1910) 2: TOF MSMS 854.38ES+ 
12.4765.37
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Protein Accession Number: SSRG_RAT
Peptide Sequence: QQSEEDLLLQDFSR
Peptide Score: 84
Precursor Ion: 854.38
Charge State: 2+
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er_300507_JF_25 759 (54.141) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (759:764) 2: TOF MSMS 637.32ES+ 
5.36673.36
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Protein Accession Number: RIB1_RAT
Peptide Sequence: AVTSEIAVLQSR
Peptide Score: 40
Precursor Ion: 637.32
Charge State: 2+
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er_040607_JF_29 1527 (53.187) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1525:1530) 2: TOF MSMS 757.37ES+ 
66.1699.40
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Protein Accession Number: TRAP1_RAT
Peptide Sequence: GVVDSEDIPLNLSR
Peptide Score: 86
Precursor Ion: 757.37
Charge State: 2+
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er_061307_JF_47 1443 (57.506) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1439:1444) 2: TOF MSMS 846.90ES+ 
44.71040.52
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1100.56
3

1172.56
10

1463.70
4

1300.65
4

1173.56
4

1200.59
2

1318.61
3

1464.70
2

Protein Accession Number: PRS6A_RAT
Peptide Sequence: QTYFLPVIGLVDAEK
Peptide Score: 52
Precursor Ion: 846.90
Charge State: 2+

y2

y7

y10

y12 y13

y8

b2

b3 b4
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er070906_JF_2 1046 (43.306) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1040:1046) 2: TOF MSMS 683.44ES+ 
38.11025.65

38

101.08
26

86.10
6

84.05
4

185.17
18

181.11
2

567.38
18

213.17
12

341.23
6272.18

5
294.19

3

395.25
3 423.23

2 513.32
2

539.35
1

568.37
11 714.47

10

568.86
3

570.33
1 697.43

1
655.41

0

928.60
6715.46

5

827.54
3716.44

2
754.45

1
828.54

2
878.54

0

1007.63
2

1026.65
16

1027.65
7

1028.67
2

1136.68
1

1106.07;0
1168.52

0
1224.67

0

Protein Accession Number: ACSL6_RAT
Peptide Sequence: ALRPTIFPVVPR
Peptide Score: 36
Precursor Ion: 683.44
Charge State: 2+

y2

y5

y6

y7

y8

y9

b2

b3

b5
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er020307_JF_002 1765 (61.576) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1765:1771) 2: TOF MSMS 650.39ES+ 
51.6120.08

52

86.10
25

70.07
1

839.55
49

498.35
43

201.09
32

175.12
17

481.32
15

376.20
12233.17

11
348.16

8
330.15

7

302.16
3

438.31
3

415.24
3

724.52
33

611.43
17

499.35
10

558.27
4

612.43
7

653.37
3

689.36;1

725.53
13

726.51
3 822.54

2

779.53;1

840.55
22 952.64

21

841.56
6

842.57
1 934.59

1

953.64
11

1099.70
7

954.67
3

1076.53
0

1001.51
0

1100.70
4

1170.64
1

Protein Accession Number: ACOX2_RAT
Peptide Sequence: EAFLDLLPLIR
Peptide Score: 46
Precursor Ion: 650.39
Charge State: 2+

y1

y4

y5

y6

y7

y8

y9

y10

b2

b3
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er020307_JF_002 1002 (36.796) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1002:1008) 2: TOF MSMS 593.38ES+ 
93.8642.41

94

155.09
72

86.10
56

70.07
21

136.08
39

120.09
9

175.12
24

249.17
18

240.18
12

197.13
5

256.14
15

369.22
13

341.22
9

321.71
4

269.17
3

545.36
11

474.32
7370.23

4 440.30
3

485.32
2

625.39
10

624.40
4

546.36
3

643.42
35

909.58
26

812.52
15

644.41
7

755.50
4723.32

2
646.43

1

813.52
6

892.55
2

836.41
2

910.58
11

911.58
5

949.47
1

969.49
0

Protein Accession Number: LPP60_RAT
Peptide Sequence: LYPGIPASLVR
Peptide Score: 53
Precursor Ion: 593.38
Charge State: 2+

y1

y4

y5

y6

y7

y8

y9

a2
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er280906_JF_4 573 (35.819) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (573:579) 2: TOF MSMS 729.37ES+ 
9.45235.11

9

175.12
2120.08

1
86.10

1

229.12
1

1023.52
5346.14

5

263.11
3

264.11
1

922.46
3694.35

3364.15
3 417.17

3

389.18
1

593.31
2464.25

2 589.30
2

465.26
1 518.22

1

551.26;0

594.31
1

651.29
0

807.46
3

695.36
2

730.36
1

779.39
0

808.43
1

904.49
0811.36

0

923.47
1

987.51
0

1094.54
2

1024.53
1

1025.55
1

1195.60
1

1095.55
1

1153.61;1 1196.63
1

Protein Accession Number: THIM_RAT
Peptide Sequence: DFTATDLTEFAAR
Peptide Score: 51
Precursor Ion: 729.37
Charge State: 2+

y1 y4
y5

y6

y7

y8

y9

y10

y11

b2

b3
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er070906_JF_5 399 (29.298) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (399:405) 2: TOF MSMS 710.35ES+ 
34.7845.45

35

634.35
20

133.05
17

72.08
9

119.09
5

74.07
1

343.16
16

232.12
14

173.14
9

201.13
6

262.10
8

270.16
7

276.17
3

375.15
12

423.23
5

488.23
3

617.33
3537.29

2

635.35
6

748.40
3

699.33
2

828.43
2

786.40;1

846.46
17

960.49
12

847.46
5

943.46
1

848.47
1

1059.56
6961.50

4

962.50
2

963.51
0

1219.60
31060.57

2
1202.59

11138.52
0

1220.59
1

Protein Accession Number: MET7B_RAT
Peptide Sequence: VTCVDPNPNFEK
Peptide Score: 72
Precursor Ion: 710.35
Charge State: 2+

y2

y3

y4

y5

y6

y7

y8

y9

y10

b2

a2
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er020307_JF_002 1540 (54.560) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1534:1540) 2: TOF MSMS 664.38ES+ 
111120.08

111

70.07
14

324.24
48

213.09
40

183.15
39

140.07
17

294.19
29

277.16
18

487.30
37

360.17
28

459.31
18393.26

17

395.27
7

879.55
28669.41

27
556.33

21

488.30
8

530.34
3

586.37
14

587.38
6

629.42;2

670.42
10 782.50

9
733.44

5 783.50
5

880.56
16

950.61
5

881.55
5 1097.67

5
1020.53

1
1205.67

1

Protein Accession Number: AL7A1_RAT
Peptide Sequence: ETFAPILYVFK
Peptide Score: 35
Precursor Ion: 664.38
Charge State: 2+

y9
y8

y7

y6

y5

y4

y3

y2
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er020307_JF_002 1425 (58.140) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1422:1428) 4: TOF MSMS 909.06ES+ 
44.31288.82

44

529.27
11

511.26
10

171.12
5

86.10
1

143.12
1

428.22
5329.16

4
258.11

4 383.20
3

460.32
3

1078.67
5900.04

4
807.51

4
530.27

3 644.45
3

609.31
1

739.41
2

891.52
1

920.59
3

991.63
3 1079.68

3 1191.76
1

1289.82
27

1290.82
14

1389.87
10

1291.82
3

1293.00
1

1390.87
5

1391.88
3

1427.80
0

1499.87
0

Protein Accession Number: AL1B1_RAT
Peptide Sequence: VAEQTPLSALYLASLIK
Peptide Score: 66
Precursor Ion: 909.06
Charge State: 2+

y4 y6
y7 y8

y9

y10

y11

y12

y13

b2 b4

b5

b7
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er020307_JF_002 1772 (61.807) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1772:1778) 2: TOF MSMS 737.43ES+ 
12.4918.56

12

805.48
8

690.44
7

478.29
4

86.10
4

379.22
3

171.12
2

143.12
1

232.15
2

197.14
1

311.17
2

243.12
1

312.16
1

408.19
2

577.36
4

539.29
2

511.30
2

686.69
1578.39

1

691.45
3

739.42
1

806.48
3

807.48
1

824.42
1

919.56
6

1118.68
5

1031.65
4

920.55
2

1018.48
1

1032.65
2

1033.65
1

1119.67
3

1232.72
2

1120.68
1

1179.69
1

1233.70
1 1360.79

1
1343.71

1
1426.69

1
1456.62

0

Protein Accession Number: DHSA_RAT
Peptide Sequence: LGANSLLDLVVFGR
Peptide Score: 90
Precursor Ion: 737.43
Charge State: 2+

y2

y3

y4 y5

y6

y7

y8

y9

y10

y11

y13

b2

a2
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er280906_JF_4 440 (31.572) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (440:446) 2: TOF MSMS 697.87ES+ 
11.5201.12

12

173.13
9

72.08
2

129.10
1

86.10
1

797.37
5300.19

5

255.16
1

726.33
3655.29

3

470.21
2

313.17
1 369.19

1 468.26
1

370.20
1

584.25
2

471.19
1

581.34
1

539.27;0

585.27
1

598.33
1

698.35
1

727.33
1

780.39
0

1024.48
2910.45

2798.35
1

799.38
1

902.43
1

851.87
0

911.45
0

1007.54
0

1095.53
2

1025.53
1

1096.56
1

1194.63
1 1293.63

0

Protein Accession Number: ADK_RAT
Peptide Sequence: SLVANLAAANCYK
Peptide Score: 48
Precursor Ion: 697.87
Charge State: 2+

y10
y9y8

y7

y6y5

y4
y3

b3

b2

a2

y11
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er020307_JF_003 766 (34.313) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (764:770) 3: TOF MSMS 659.34ES+ 
103185.09

103

70.07
71

147.11
41

120.08
28

86.10
21

708.39
59

213.09
51

282.11
33

264.10
22

508.27
26393.25

25316.15
22

339.13
11

399.24
19

463.21
14

621.36
19

544.28
8 562.28

8

659.35
17

660.35
9

1105.59
28904.52

27

709.40
17

807.46
13

710.39
6

773.39
4

808.46
6

1018.55
25

961.53
17

905.52
13

925.43
4

962.54
7

964.52
2

1019.56
14

1020.56
5

1106.59
15

1107.59
6

1188.62
1

Protein Accession Number: SARDH_RAT
Peptide Sequence: DPSGGPVSLDFVK
Peptide Score: 75
Precursor Ion: 659.34
Charge State: 2+

y1

y3
y4

y5

y6

y7

y8

y9

y10

y11

b2

a2
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er_300507_JF_1 571 (49.515) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (571:576) 3: TOF MSMS 707.82ES+ 
14.9736.35

15

332.11
7

175.12
6

136.07
3

86.10
1

217.08
4

279.10
3

251.10
2 330.14

1

350.13
3

719.33
2548.20

2
467.17

1
358.10

1
538.20

1

639.30
1563.23

1

707.34
1

737.36
5

920.47
5

849.44
4

738.36
1

831.45
0

850.43
1

1083.51
1

921.50
1

922.49
1 1047.52

0

1199.54
11084.52

0 1200.58
0

1267.75
0

Protein Accession Number: COX41_RAT
Peptide Sequence: SEDYALPSYVDR
Peptide Score: 32
Precursor Ion: 707.82
Charge State: 2+

y9

y8

y7

y6

y5

y1

b2

b3

a4
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er_300507_JF_8 1086 (57.742) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1086:1091) 4: TOF MSMS 780.36ES+ 
14.5780.37

14

86.09
12

763.34
5

159.08
4

120.08
3

704.33
3374.21

3300.14
3199.17

2
258.11

2

373.13
2

397.22
3

425.21
2

557.24
2

543.22
2

656.28
2

647.30
1

705.32
1

781.38
8

783.41
6

904.42
6

805.36
5

806.37
2

845.37
1

1003.48
5

905.42
2

961.45
2

1074.54
3

1075.54
2

1076.52
1

1150.50
1 1260.63

1
1342.46

1
1370.42

1

Protein Accession Number: DHB12_RAT
Peptide Sequence: LGEWAVVTGGTDGIGK
Peptide Score: 38
Precursor Ion: 780.36
Charge State: 2+

y13

y12

y11

y10

y9

MH2+

y8
y4b3

b5 b6
y7
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er070906_JF_5 561 (41.585) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (561:567) 3: TOF MSMS 773.93ES+ 
4.48649.34

4

185.13
2

157.14
186.10

1

142.11
0

346.14
1

217.09
1

242.16
1

330.17
0

625.35
1401.22

1
417.18

1
601.32

1502.29
1

530.29
1

575.31
0

904.51
3833.48

3

762.43
2

650.35
1

672.35
1

714.40;1

773.48
1

785.46
1

834.49
1

862.54
0

1017.61
1905.48

1

906.53
1

922.41
0

1146.66
11018.61

1

1020.55
0 1106.74

0

1261.66
0

1148.66
0 1262.75

0
1365.74

0
1411.65;0

Protein Accession Number: DHRS8_RAT
Peptide Sequence: ALTDELAALGCTGVR
Peptide Score: 43
Precursor Ion: 773.93
Charge State: 2+

y12

y11

y10

y9y8

y7

y6

a2

b2

b4
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er_300507_JF_22 969 (54.008) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (969:974) 4: TOF MSMS 658.84ES+ 
9.21390.19

9

72.08
8

86.09
7

175.11
4129.10

4

173.10
2

272.16
3217.12

3

298.13
2 323.16

2

731.37
7

618.29
5

505.21
4

428.23
3

502.27
1

514.22
1

540.28;1

658.33
3

619.28
2

660.34
2

661.34
1

917.48
6

830.43
4

732.37
2

787.36
1

788.31
0

831.43
1

900.43
1

1045.52
3

918.47
3

1028.47
2

1027.49
2

919.52
1

1018.46
1

944.45
0

970.47
0

1046.52
1 1145.60

1
1116.53;0

Protein Accession Number: RETST_RAT
Peptide Sequence: ATVQSVLLDSAGR
Peptide Score: 74
Precursor Ion: 658.84
Charge State: 2+

y1

y4

y5

y6

y7

y8

y9

y10

b2

b3
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er280906_JF_4 183 (34.598) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (181:187) 4: TOF MSMS 679.35ES+ 
14.2545.29

14

200.14
8

183.11
7

182.13
5

86.10
2

175.12
1

136.08;1

210.12
3

423.19
3231.10

3
339.17

2

258.10
1

288.21
1

340.16
2

371.17
1

441.20
2 528.26

2

454.27
1

771.46
4

658.38
3

552.23
3

570.25
2

571.24
1

670.36
3

670.85
2

681.35
1

767.40
0

1001.55
3

900.50
2772.47

2

773.46
1

895.50
1

840.52;0

901.52
1

958.57
0

1130.58
3

1112.57
1

1002.55
1

1033.49
0

1131.61
1

1132.60
1 1229.64

01172.62;0

Protein Accession Number: ARK72_RAT
Peptide Sequence: QVETELLPCLR
Peptide Score: 46
Precursor Ion: 679.35
Charge State: 2+

y1

y2

y4

y5

y6

y7

y8 y9

y10

a2
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er070906_JF_5 571 (34.426) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (567:573) 2: TOF MSMS 706.34ES+ 
70.1219.16

70

120.09
45

72.08
15 204.15

13

186.11
8

247.16
65

980.46
49

490.73
21318.20

20

248.16
10

299.15
3

408.24
14

342.15
10 387.22

8

479.29
9

432.24
6

436.18
1

639.32
13

491.23
9

491.73
4

630.24
4

754.36
13

640.33
4 749.31

3

883.40
6755.35

4 865.39
2

962.44
3

981.46
21

1165.55
11

982.46
10 1094.51

9

1077.48
2983.47

2

1095.52
3

1166.55
5

1167.56
3

1230.75
0

Protein Accession Number: MGST1_RAT
Peptide Sequence: VFANPEDCAGFGK
Peptide Score: 75
Precursor Ion: 706.34
Charge State: 2+

y2 y4

y5

y6 y7

y8

y9

y10

y11

b2a2

b3

b4
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er070906_JF_5 147 (27.845) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (141:147) 3: TOF MSMS 590.32ES+ 
5.98617.33

6120.09
6

73.05
1

188.11
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Protein Accession Number: ST1A1_RAT
Peptide Sequence: NTFTVAQNER
Peptide Score: 46
Precursor Ion: 706.34
Charge State: 2+
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JF_EH
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er_061307_JF_47 1034 (50.923) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1034:1039) 4: TOF MSMS 617.30ES+ 
22.686.09
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Protein Accession Number: FMO5_RAT
Peptide Sequence: GYPIDILLSSR
Peptide Score: 43
Precursor Ion: 617.30
Charge State: 2+
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er020307_JF_003 1459 (58.625) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1457:1463) 4: TOF MSMS 829.95ES+ 
1941061.60
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Protein Accession Number: IMB1_RAT
Peptide Sequence: AAVENLPTFLVELSR
Peptide Score: 45
Precursor Ion: 829.95
Charge State: 2+
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JF_exosomas_high
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er_040607_JF_34 1382 (32.926) AM (Cen,2, 80.00, Ht,5000.0,0.00,1.00); Sm (Mn, 2x3.00); Cm (1381:1386) 2: TOF MSMS 593.22ES+ 
3.89147.07
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Protein Accession Number: LRC46_RAT
Peptide Sequence: ATSSTQMASSSK
Peptide Score: 32
Precursor Ion: 593.22
Charge State: 2+
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