
Table 1. Identification of mercury ion down-regulated cDNA sequences of 31 non-redundant 

unigenes from Sesbania drummondii 

 

S. No. 

 

 

Accession 

nos. 

cDNA 

size 

(bp) 

Homology E-value 

   Stress/defense  

1.  ES323390 396 Arabidopsis thaliana ATFP6 (FARNESYLATED PROTEIN 6); 

metal ion binding (ATFP6) mRNA, complete cds 

ref|NM_120019.1| 

7e-12 

2.  ES323391 483 Arabidopsis thaliana MTO1(METHIONINE 

OVERACCUMULATION 1) (MTO1) mRNA, complete cds 

ref|NM_110977.2| 

1e-07 

 

3.  ES323392 656 Arachis hypogaea metallothionein-like protein mRNA, complete  

Cds gb|DQ097731.1| 

6e-23 

4.  ES323393 705 Arachis hypogaea papain-like cysteine protease mRNA, partial  

cdsgb|DQ011884.1| 

4e-30 

5.  ES323394 556 Glycine max Gm crt-1 mRNA for calreticulin-1, complete 

cdsdbj|AB196794.1| 

0.0 

6.  ES323395 652 Pisum sativum ssa-15 mRNA for putative senescence-associated  

protein, complete cds dbj|AB049724.1|   

3e-126 

7.  ES323396 722 Glycine max glutathione S-transferase GST 15 mRNA, partial 

cds gb|AF243370.1|AF243370 

4e-52 

   Photosynthesis  

8.  ES323397 736 Glycine max ribulose-1,5-bisphosphate carboxylase small 

subunit rbcS1 mRNA, complete cds gb|AF303939.1|AF303939 

9e-124 

9.  ES323399 634 Medicago sativa ribulose-1,5-bisphosphate carboxylase small 

subunit mRNA, nuclear gene encoding chloroplast protein, 

complete cdsgb|AF056315.1|AF056315 

1e-63 

10.  ES323400 476 Nicotiana benthamiana chloroplast photosynthetic oxygen-

evolving protein 23 kDa subunit (psbP) mRNA, partial cds; 

nuclear gene for chloroplast product gb|AY952374.1| 

3e-48 

11.  ES323401 322 Nicotiana tabacum chloroplast pigment-binding protein CP26 

(Lhcb5) mRNA, complete cds; nuclear gene for chloroplast 

product gb|DQ676845.1| 

1e-49 

12.  ES323402 955 P. sativum mRNA for type II chlorophyll a/b binding protein 

emb|X81962.1|PSLHAB                                                      

4e-108 

13.  ES323403 397 Pea mRNA for 23kDa polypeptide of the oxygen evolving 

complex of photosystem II emb|X15552.1|PS23KDAP 

8e-52 

14.  ES323404 270 Spinach rubisco activase mRNA, complete cds 

gb|J03610.1|SPIRBCO   

4e-25 

   Cellular metabolism and signaling  

15.  ES323405 1010 Glycine max mRNA for putative phosphatase (nod33 gene) 

emb|AJ518837.1|GMA518837 

3e-112 

16.  ES323406 907 Malus x domestica enolase-like mRNA, partial sequence 

gb|AY279310.1|                                                        

1e-06 

17.  ES323408 541 Pisum sativum L. aldolase gene, 3' end cds 

gb|M97476.1|PEAALDIA 

0.0 

18.  ES323410 899 Vicia faba mRNA for alpha 1,4-glucan phosphorylase  L 

isoform precursor (VfPho1 gene) emb|Z36880.1|VFALGLPH   

0.0 

   Transcription factors  

19.  ES323411 939 Arabidopsis thaliana AAC2; binding (AAC2) mRNA, complete 

cds NM_001036799.1|  

5e-33 

20.  ES323412 230 Arabidopsis thaliana HAP2A; transcription factor (HAP2A) 

mRNA, complete cds ref|NM_121287.4| 

3e-04 

 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=18420268&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=30678283&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=71040684&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=66735599&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=117165711&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=13359452&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=11385444&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=10946374&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=3044115&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=61697112&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110377792&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=602358&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=20616&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=170128&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=27527029&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=32364336&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=169036&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=534971&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=79327787&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=42567805&dopt=GenBank


21.  ES323413 976 Arachis hypogaea auxin-induced putative CP12 domain-

containing  protein mRNA, partial cds gb|AY639034.1|   

2e-22 

 

   Protein synthesis and degradation  

22.  ES323414 628 Cicer arietinum mRNA for ribosome-associated protein p40 

emb|AJ006759.1|CAR6759   

4e-52 

23.  ES323416 309 Phaseolus vulgaris Moldavian encoding cysteine proteinase 

precursor emb|Z99954.1|PVZ99954   

6e-10 

   Unknown function  

24.  ES323418 486 Triticum aestivum clone wr1.pk0004. c11:fis,full insert mRNA 

gb|BT009463.1| 

2e-47 

25.  ES323419 573 Oryza sativa (japonica cultivar-group) genomic DNA, 

chromosome 9 dbj|AP008215.1| 

4e-04 

 

26.  ES323420 374 Medicago truncatula clone mth2-165n2, complete sequence 

gb|AC158736.15| 

0.36 

27.  ES323421 357 Medicago truncatula clone mth2-17l1, complete sequence 

gb|AC145330.19| 

0.22 

28.  ES323422 838 Medicago truncatula clone mth2-75b20, complete sequence 

gb|AC152351.7| 

0.063 

29.  ES323423 254 Arabidopsis thaliana unknown protein AT5G03880) mRNA, 

complete Cds ref|NM_120469.3| 

1.0 

30.  ES323424 363 Lotus japonicus genomic DNA, chromosome 5, clone: 

LjT02A14, TM0072a, complete sequencedbj|AP004913.1| 

4e-50 

 

31.  ES323425 190 Populus trichocarpa clone Pop1-120B14, complete sequence 

gb|AC182652.2| 

0.003 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=55736084&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=3204098&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=2511692&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=32129014&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=58531196&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110578695&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=50057933&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=56710588&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=30680267&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=21907929&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=98961163&dopt=GenBank


Table 2.  Identification of mercury ion up-regulated cDNA sequences of 64 non-redundant 

unigenes from Sesbania drummondii 

 

 

S. No. 

 

 

Accession 

nos. 

cDNA 

size 

(bp) 

Homology E-value 

   Stress/defense  

1.  ES323426 875 Arabidopsis thaliana clone C00049 (f) auxin-induced protein IAA20 

mRNA cdsgi|13194769|gb|AF348576.1|   

1e-09 

2.  ES323427 603 Cicer arietinum L. mRNA for thaumatin-like protein PR-5a 

emb|AJ010502.1|CAR010502   

1e-20 

3.  ES323428 781 Glycine max aluminum induced sali5-4a mRNA, complete cds 

gb|U64866.1|GMU64866 

2e-57 

4.  ES323429 221 Glycine max early light-induced protein (ELIP) mRNA, complete cds 

gb|U82810.1|GMU82810 

2e-04 

5.  ES323430 621 Glycyrrhiza uralensis plasma membrane intrinsic protein (PIP) 

mRNA, complete cds gb|AY781788.1|   

1e-156 

6.  ES323431 270 Medicago sativa mRNA for DnaJ-like protein 

emb|AJ000995.1|MSDNAJ   

8e-11 

7.  ES323432 882 Pyrus pyrifolia strain Whangkeumbae lipoxygenase-non-heme Fe(Ii) 

metalloprotein(OG)mRNA,complete cds gb|AF195229.1|AF195229 

0.059 

 

8.  ES323433 589 Sesbania rostrata SrGLU3 mRNA for beta-1,3-glucanase,  

complete cds dbj|AB242265.2| 

0.0 

9.  ES323434 510 Solanum phureja pectin methylesterase inhibitor isoform mRNA, 

complete cds gb|DQ822993.1| 

8.1 

 

10.  ES323435 735 Vigna radiata 70 kDa heat shock cognate protein 3 mRNA, complete 

cdsgb|AY485988.1| 

0.0 

 

11.  ES323436 668 Vigna radiata var. radiata MET mRNA for type 2 metallothionein, 

complete cds dbj|AB176557.1| 

2e-28 

 

   Photosynthesis  

12.  ES323437 321 Glycine max gene encoding ribulose-1,5-bisphosphate carboxylase 

small subunit emb|V00458.1|GMRUBP   

1e-56 

13.  ES323438 719 Glycine max ribulose-1,5-bisphosphate carboxylase small subunit 

rbcS3 mRNA, complete cds gb|AF303941.1|AF303941 

4e-126 

14.  ES323439 305 P.sativum petC mRNA for chloroplast Rieske FeS protein  

emb|X63605.1|PSPETC 

2e-42 

   Cellular metabolism  

15.  ES323440 684 Arabidopsis thaliana oxidoreductase mRNA, complete cds 

ref|NM_112116.2| 

3e-28 

16.  ES323441 568 Cicer arietinum mRNA for putative cytidine or deoxycytidylate 

deaminase, emb|AJ006764.1|CAR6764   

2e-142 

 

17.  ES323442 253 Cicer arietinum partial mRNA for acyl carrier protein 1 (acp1 gene) 

emb|AJ584698.1| 

1e-21 

18.  ES323443 664 G.max mRNA for Glyoxalase I emb|X68819.1|GMGLYO   1e-110 

19.  ES323444 419 Glycine max alcohol dehydrogenase 1 mRNA, partial cds 

gb|AF532629.1|   

4e-04 

20.  ES323445 601 Glycine max asparagine synthetase 2 (AS2) mRNA, complete cds 

gb|U77678.1|GMU77678   

0.0 

21.  ES323446 409 Glycine max glyceraldehyde-3-dehydrogenase C subunit mRNA, 

complete cds gb|DQ192668.1| 

3e-85 

22.  ES323447 545 Glycine max glyceraldehyde-3-phosphate dehydrogenase A subunit 

mRNA, complete cds gb|DQ224370.1| 

4e-147 

23.  ES323448 343 Lupinus albus mRNA for adenine nucleotide translocator 

emb|AJ003197.1|LAAJ3197 

4e-124 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=13194769&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=3549692&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=2304954&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1778822&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=54873533&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=2370311&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=8698914&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=109809726&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110083942&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=45331284&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=47076849&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=18741&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=10946378&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=20831&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=30682332&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=3204107&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=37515399&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=505584&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=22597177&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1778369&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74475507&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77540209&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=2780193&dopt=GenBank


24.  ES323449 165 Lycopersicon esculentum transaldolase (TAL) gene, complete cds 

gb|AY313963.1|   

6e-04 

 

25.  ES323450 464 Medicago sativa clone QB12 lipid transfer protein precursor, mRNA, 

partial cds gb|DQ122797.1|   

4e-20 

 

26.  ES323451 540 Medicago truncatula geranylgeranyl reductase mRNA, complete cds 

gb|AY960125.1| 

1e-125 

27.  ES323452 683 Medicago truncatula mRNA for sucrose synthase 

emb|AJ131943.1|MTR131943 

0.0 

28.  ES323453 288 P.sativum mRNA for phosphoribulokinase, partial 

emb|Y11248.1|PSPHOBKIN   

5e-06 

 

29.  ES323454 445 Pisum sativum partial mRNA for germin-like protein (ger2a gene) 

emb|AJ250833.1|PSA250833   

4e-23 

30.  ES323455 899 Pisum sativum serine hydroxymethyltransferase mRNA, complete cds 

gb|M87649.1|PEASHMTA   

0.0 

 

31.  ES323456 652 Pueraria montana var. lobata isopentenyl pyrophosphate isomerase 

(Ipi) mRNA, complete cds gb|AY315650.1| 

3e-148 

   Transcription factors  

32.  ES323457 321 Brassica rapa subsp. pekinensis putative C2H2-type zinc finger 

protein mRNA, partial cds gb|AY185356.1| 

7e-18 

33.  ES323458 363 Glycine max WRKY82 mRNA, complete cds gb|DQ322696.1|  9e-24 

34.  ES323459 213 Platanus x acerifolia partial mRNA for putative transcription factor (tf 

gene), emb|AM293617.1| 

0.003 

   Cell division and growth related genes  

35.  ES323460 449 Arachis hypogaea translationally controlled tumor-like protein 

mRNA, complete cds gb|DQ887077.1|   

2e-120 

36.  ES323461 431 Cicer arietinum mRNA for actin, emb|AJ012685.1|CAR012685   3e-63 

37.  ES323462 588 Phaseolus vulgaris cell wall type 2 proline rich protein PvPRP2-37 

(Pvprp2-37) mRNA, partial cds gb|U72768.1|PVU72768   

1e-05 

 

38.  ES323463 484 Phaseolus vulgaris putative integral membrane protein (sec61) 

mRNA, complete cds gb|AF190652.1|AF190652   

2e-80 

39.  ES323464 401 Pisum sativum actin (PEAc3) mRNA, complete cds 

gb|U81046.1|PSU81046   

5e-30 

40.  ES323465 312 Robinia pseudoacacia auxin-repressed protein mRNA, complete cds 

gb|AY009094.1|   

1e-100 

 

   Transporters  

41.  ES323466 689 Nicotiana plumbaginifolia mRNA for putative low-affinity nitrate 

transporter (nrt1.2 gene) emb|AJ277085.1|NPL277085 

7e-09 

 

   Protein synthesis  

42.  ES323467 735 Hevea brasiliensis eukaryotic translation initiation factor 5A isoform 

VI (eIF-5A) mRNA, gb|AF516355.1|    

2e-44 

43.  ES323468 404 Glycine max 40S ribosomal S4 protein mRNA, complete cds 

gb|AF528526.1| 

2e-71 

44.  ES323469 310 Pisum sativum mRNA for elongation factor EF-2, partial cds 

dbj|AB082376.1|   

2e-122 

 

   Unknown biological function  

45.  ES323470 328 Sesbania rostrata cDNA-AFLP fragment 041BT42M21-217.9 

genomic sequence gb|EF416122.1|   

2e-67 

46.  ES323471 188 Medicago truncatula chromosome 5 clone mth2-67g10, COMPLETE 

SEQUENCE emb|CR931740.2| 

4e-21 

47.  ES323472 333 Medicago truncatula clone mth2-101h21, complete sequence 

gb|AC150445.32| 

2e-30 

 

48.  ES323473 844 Medicago truncatula clone mth2-12k22,complete sequence 

gb|AC146743.11| 

2e-41 

 

49.  ES323474 270 Medicago truncatula clone mth2-133k2, complete sequence 

gb|AC147537.37|   

3e-07 

 

50.  ES323475 384 Medicago truncatula clone mth2-142n19, complete sequence 6.0 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=32481058&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=71534941&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=62126054&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=4584689&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1885325&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=6689035&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=169157&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=35186997&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=28207606&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=83630938&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110681479&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115187478&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=3860316&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=2347093&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=6581003&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1724136&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=11386110&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=9581818&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=33325126&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=22138107&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=19773451&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=126566632&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57506488&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=114306920&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=46358120&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=111608834&dopt=GenBank


gb|AC147179.15|  

51.  ES323476 234 Medicago truncatula clone mth2-146n5, complete sequence 

gb|AC147405.7|                                                       

1e-18 

52.  ES323477 416 Medicago truncatula clone mth2-14c17, complete sequence 

gb|AC137823.45| 

9e-21 

 

53.  ES323478 459 Medicago truncatula clone mth2-16b22, complete sequence 

gb|AC139707.10| 

8e-06 

 

54.  ES323479 346 Medicago truncatula clone mth2-18g1, complete sequence 

gb|AC142395.41|   

5e-62 

55.  ES323480 233 Medicago truncatula clone mth2-22h4, complete sequence 

gb|AC148397.13| 

1e-43 

56.  ES323481 596 Medicago truncatula clone mth2-23l11, complete sequence 

gb|AC124959.11| 

2.4 

 

57.  ES323482 635 Medicago truncatula clone mth2-23l11, complete sequence 

gb|AC124959.11| 

2.6 

 

58.  ES323483 276 Lotus japonicus genomic DNA, chromosome 2, clone:LjT28L17, 

TM0153b, complete sequence dbj|AP006089.1| 

3e-04 

 

59.  ES323484 322 Gossypium hirsutum mRNA for hypothetical protein (F6 gene) 

emb|AJ311660.1|GHI311660 

2e-36 

60.  ES323485 234 Cicer arietinum mRNA for for hypothetical protein, clone Can47 

emb|AJ404640.1|CAR404640   

0.90 

 

61.  ES323486 410 Oryza sativa (japonica cultivar-group) genomic DNA, chromosome 6 

dbj|AP008212.1| 

0.027 

 

62.  ES323487 687 Vitis vinifera, whole genome shotgun sequence, contig 

VV78X083641.12, emb|AM484412.1| 

0.046 

63.  ES323488 436 Vitis vinifera, whole genome shotgun sequence, contig 

VV78X209412.4, clone ENTAV 115 emb|AM468615.1| 

5e-04 

   Sequences without identity  

64.  ES323489 171 No identity  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=50511550&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=49034979&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=54654218&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=32480680&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=90819341&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=50897385&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=28850030&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=28850030&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=29122728&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=16973315&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=8894549&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=58531193&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=123708021&dopt=GenBank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=123702033&dopt=GenBank

