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Text

We studied the purified reverse transcriptases of HIV-1 clade C Indie-C1 °' and
CRFO1_AE 93JP-NH1 *. Alignment of reverse transcriptase amino acid sequences of
the clade B B.FR.x.pNL43, clade C Indie-C1, and 93JP-NHI1 is provided in Figure S1
(Fig. S1). The unique amino acids of 93JP-NH1 RT, namely Ser447 His499 Arg512
Val517 Glu524 Lys550, may be responsible for its higher susceptibilities toward

compounds 1 and 2 (Fig. 3B and Table 1).

Figure legends
Figure S1. Alignment of reverse transcriptase amino acid sequences of the clade B
B.FR.x.pNL43, clade C Indie-C1, and 93JP-NHI, a representative of CRFOI_AE.

Sequences were aligned using CLUSTAL W software.
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Figure S1.
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