
Supplementary Material 
 
The following primer/probe sets correspond to the DNA targets used in this study. The 3’ 
end of each of the probe oligonucleotides has been modified (phosphorylated) to prevent 
extension. 
 
HTR2A, 78-bp 
forward 5’-TAAATGATGACACC-3’ 
reverse  5’-CTGTCCAGTTAAATGCATCA-3’ 
 
rs354439, 93-bp 
forward 5’-GGCTTCTCTTTCCCTTATGTATCTC-3’ 
reverse  5’-CAGGTTGCGATAGAAAACAGTGAAT-3’ 
probe  5’-GTATCACATTCCTATTAAGCACAATATTCTGAATAT-3’ 
 
CYP2C9*2, 122-bp  
forward 5’-GAATTTTGGGATGGGGAAGAG-3’ 
reverse  5’-TCCAGTAAGGTCAGTGATATGG-3’ 
probe  5’-GCATTGAGGACCGTGTTCAAGAGG-3’ 
 
CYP2C9*3, 134-bp 
forward 5’-CATGCAAGACAGGAGCCA-3’ 
reverse  5’-TGGGAATGAGATAGTTTCTGAATTTA-3’ 
probe  5’-GTCCAGAGATACCTTGACCTTCTCCC-3’ 
 
VKORC1, 190-bp 
forward 5’-GGGGAGGATAGGGTCAGT-3’ 
reverse  5’-GGTGGAACCAGGTTAGGAC-3’ 
probe  5’-AGGAGATCATCGACCCTTGGACTAGGATG-3’ 
 
 
In-house human genomic DNA sources were used for most genotype standards. Rare 
genotypes were obtained from the Coriell Institute for Medical Research, specifically: 
 
CYP2C9*2 (homozygous) – #NA17222 
CYP2C9*2 (heterozygous) – #NA06990 
CYP2C9*3 (homozygous) – #NA17247 
 


