ID AM950263; SV 1; linear; genomic DNA; STD; ENV; 194 BP.
XX

ST * private 28-APR-2008

XX

AC AM9S50263;

XX

DT 01-APR-2008 (Rel. 95, Created)

DT 01-APR-2008 (Rel. 95, Last updated, Version 0)

XX

DE Uncultured Halomonas sp. partial 16S rRNA gene, isolate DGGE band
39

XX

KW

XX

ON] uncultured Halomonas sp.

ocC Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales;
ocC Halomonadaceae; Halomonas; environmental samples.
XX

RN [1]

RP 1-194

RA McCartney A.L.;

RT ;

’
RL Submitted (28-MAR-2008) to the EMBL/GenBank/DDBJ databases.
RL McCartney A.L., Food Biosciences, University of Reading,
Whiteknights
RL Campus, Reading, Berkshire, RG1 2TG, UNITED KINGDOM.
XX
RN [2]
RA Waldram A., Holmes E., Wang Y., Rantalainen M., Wilson I.D., Tuohy
K.M.,
RA McCartney A.L., Gibson G.R., Nicholson J.K.;

RT "Modelling top-down systems biology of direct metabotype microbiome
linkage

RT in obese rodents";

RL Unpublished.

XX

FH Key Location/Qualifiers

FH

FT source 1..194

FT /organism="uncultured Halomonas sp."

FT /environmental_sample

FT /isolate="DGGE band 39"

FT /mol_type="genomic DNA"

FT /isolation_source="faeces from Zucker rat"
FT /clone="159052"

FT /PCR_primers="fwd_name: p3, fwd_seq:

FT cgcccgcecgegcgcggcgggcggggcgggggcacggggggcectacgggag,
FT rev_name: p2, rev_seq: attaccgcggctgctgg”
FT /db_xref="taxon:173971"

BT rRNA <1l..>194

FT /gene="16S rRNA"

FT /product="16S ribosomal RNA"

XX

S0 Sequence 194 BP; 52 A; 48 C; 62 G; 32 T; 0 other;
cctacgggag gcagcagtgg ggaatattgg acaatgggcg aaagcctgat ccagccatgce

60

cgcgtgtgtg aagaaggcct tcgggttgta aagcactttc agtggggaag aaagccttgg
120

ggctaatacc ctcgaggaag gacatcaccc acagaagaag caccggctaa ctccgtgcecca
180

gcagccgcgg taat
194
//

ID AM950264; SV 1; linear; genomic DNA; STD; ENV; 189 BP.



ST * private 28-APR-2008
AC AM950264;

DT 01-APR-2008 (Rel. 95, Created)
DT 01-APR-2008 (Rel. 95, Last updated, Version 0)

DE Uncultured Bacteroides sp. partial 16S rRNA gene, isolate DGGE band

ON] uncultured Bacteroides sp.
oC Bacteria; Bacteroidetes; Bacteroidetes (class); Bacteroidales;

ocC Bacteroidaceae; Bacteroides; environmental samples.
XX

RN [1]

RP 1-189

RA McCartney A.L.;

RT ;

14
RL Submitted (28-MAR-2008) to the EMBL/GenBank/DDBJ databases.
RL McCartney A.L., Food Biosciences, University of Reading,
Whiteknights
RL Campus, Reading, Berkshire, RG1 2TG, UNITED KINGDOM.
XX
RN [2]
RA Waldram A., Holmes E., Wang Y., Rantalainen M., Wilson I.D., Tuohy
K.M.,
RA McCartney A.L., Gibson G.R., Nicholson J.K.;

RT "Modelling top-down systems biology of direct metabotype microbiome
linkage

RT in obese rodents";

RL Unpublished.

XX

FH Key Location/Qualifiers

FH

FT source 1..189

FT /organism="uncultured Bacteroides sp."

FT /environmental_sample

FT /isolate="DGGE band 39"

FT /mol_type="genomic DNA"

FT /isolation_source="faeces from Zucker rat"
FT /clone="159053"

FT /PCR_primers="fwd_name: p3, fwd_seq:

FT cgcccgecgegegeggcgggcggggcgggggcacggggggectacgggag,
FT rev_name: p2, rev_seq: attaccgcggctgctgg”
FT /db_xref="taxon:162156"

FT rRNA <1..>189

FT /gene="16S rRNA"

FT /product="16S ribosomal RNA"

XX

S0 Sequence 189 BP; 50 A; 36 C; 54 G; 49 T; 0 other;
cctacgggag gcagcagtga ggaatattgg tcaatggacg cgagtctgaa ccagccaagt

60

agcgtgaagg atgactgccc tatgggttgt aaacttcttt tatatgggaa taaagttgtc
120

cacgtgtgga tttttgtatg taccatatga ataaggatcg gctaactccg tgccagcagc
180

cgcggtaat
189
//

1D AM950265; SV 1; linear; genomic DNA; STD; ENV; 169 BP.
XX



ST * private 28-APR-2008

XX

AC AM950265;

XX

DT 01-APR-2008 (Rel. 95, Created)

DT 01-APR-2008 (Rel. 95, Last updated, Version 0)

XX

DE Uncultured Sphingomonas sp. partial 16S rRNA gene, isolate DGGE
band 66

XX

KW

XX

oS uncultured Sphingomonas sp.

oC Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales;
oC Sphingomonadaceae; Sphingomonas; environmental samples.

XX

RN [1]

RP 1-169

RA McCartney A.L.;

RT ;

RL Submitted (28-MAR-2008) to the EMBL/GenBank/DDBJ databases.
RL McCartney A.L., Food Biosciences, University of Reading,
Whiteknights

RL Campus, Reading, Berkshire, RG1 2TG, UNITED KINGDOM.

XX

RN [2]

RA Waldram A., Holmes E., Wang Y., Rantalainen M., Wilson I.D., Tuohy
K.M.,

RA McCartney A.L., Gibson G.R., Nicholson J.K.;

RT "Modelling top-down systems biology of direct metabotype microbiome
linkage

RT in obese rodents";

RL Unpublished.

XX

FH Key Location/Qualifiers

FH

FT source 1..169

FT /organism="uncultured Sphingomonas sp."

FT /environmental_sample

FT /isolate="DGGE band 66"

FT /mol_type="genomic DNA"

FT /isolation_source="faeces from Zucker rat"
FT /clone="159054"

FT /PCR_primers="fwd_name: p3, fwd_seq:

FT cgccecgceccgegcgcggcgggcggggcgggggcacggggggcectacgggag,
FT rev_name: p2, rev_seq: attaccgcggctgctgg”
FT /db_xref="taxon:158754"

BT rRNA <l..>169

FT /gene="16S rRNA"

FT /product="16S ribosomal RNA"

XX

SQ Sequence 169 BP; 44 A; 38 C; 54 G; 33 T; 0 other;
cctacgggag gcagcagtgg ggaatattgg acaatgggcg aaagcctgat ccagcaatgc

60
cgcgtgagtg atgaaggcct tagggttgta aagctctttt acccgggatg ataatgacag
120
taccgggaga ataagctccg gctaactccg tgccagcagc cgcggtaat
169
//

1D AM950266; SV 1; linear; genomic DNA; STD; ENV; 194 BP.
XX

ST * private 28-APR-2008

XX

AC AM950266;



XX

DT 01-APR-2008 (Rel. 95, Created)

DT 01-APR-2008 (Rel. 95, Last updated, Version 0)

XX

DE Uncultured Halomonas sp. partial 16S rRNA gene, isolate DGGE band
70

XX

KW

XX

oS uncultured Halomonas sp.

oC Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales;
ocC Halomonadaceae; Halomonas; environmental samples.

XX

RN [1]

RP 1-194

RA McCartney A.L.;

RT ;

RL Submitted (28-MAR-2008) to the EMBL/GenBank/DDBJ databases.
RL McCartney A.L., Food Biosciences, University of Reading,
Whiteknights

RL Campus, Reading, Berkshire, RG1 2TG, UNITED KINGDOM.

XX

RN [2]

RA Waldram A., Holmes E., Wang Y., Rantalainen M., Wilson I.D., Tuohy
K.M.,

RA McCartney A.L., Gibson G.R., Nicholson J.K.;

RT "Modelling top-down systems biology of direct metabotype microbiome
linkage

RT in obese rodents";

RL Unpublished.

XX

FH Key Location/Qualifiers

FH

FT source 1..194

FT /organism="uncultured Halomonas sp."

FT /environmental_sample

FT /isolate="DGGE band 70"

FT /mol_type="genomic DNA"

FT /isolation_source="faeces from Zucker rat"
FT /clone="159056"

FT /PCR_primers="fwd_name: p3, fwd_seq:

FT cgccecgcecgegcgcggcgggcggggcgggggcacggggggcectacgggag,
FT rev_name: p2, rev_seq: attaccgcggctgctgg”
FT /db_xref="taxon:173971"

BT rRNA <1l..>194

FT /gene="16S rRNA"

FT /product="16S ribosomal RNA"

XX

SQ Sequence 194 BP; 52 A; 47 C; 62 G; 33 T; 0 other;
cctacgggag gcagcagtgg ggaatattgg acaatgggcg aaagcctgat ccagccatgt

60

cgcgtgtgtg aagaaggcct tcgggttgta aagcactttc agtggggaag aaagccttgg
120

ggctaatacc ctcgaggaag gacatcaccc acagaagaag caccggctaa ctccgtgcecca
180

gcagccgcgg taat
194



