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FIGURE  CAPTIONS 

 

Figure S1.  The SEC-HPLC chromatogram for variant A7.   (A) The full chromatogram.  (B) 

The chromatogram is zoomed in to see the aggregate peak more clearly.  We observe that the 

aggregate peaks are well separated from the monomer peaks.  

 

Figure S2.  The SEC-HPLC chromatogram for variant A8.   (A) The full chromatogram.  (B) 

The chromatogram is zoomed in to see the aggregate peak more clearly.  We observe that the 

aggregate peaks are well separated from the monomer peaks. 


