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           Table S1: Primers used to amplify cDNAs for the domains of  
            ERCC1 

 
                 aThe central domain of ERCC1 minus its N-Terminal (-Nt) 

 
 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

Table S2: Primers used to amplify the cDNAs of TPR motifs  
mutated in FANCG 

 
 



Table S3: Wild-type and mutated TPR motifs in human FANCG 1 

548 - RDTYFHLLQTLKRLDERDEATALWWRLEAQTKGS - 581

548 - RDTYFHLLQTLKRLDRRDEATALWWRLEAQTKGS - 581

548 - RDTYFHLLQTLKRLDRRDEQTALWWRLEAQTKGS - 581

548 - RDTYFHLLQTLKRLDRRDEATALWWRLEAQTKGS - 581

209 - TAFAYRQGLQELITGNPDKALSSLHEAASGLCPR - 242

246 - VQVYTALGSCHRKMGNPQRALLYLVAALKEGSAW - 279

209 - TAFAYRQQLQELITGNPDKALSSLHEAASGLCPR - 242

mutated 

wild-typeTPR7b

mutated 

wild-typeTPR7a

mutated 

wild-typeTPR6

mutated 

wild-typeTPR5

mutated 

wild-typeTPR3

246 - VQVYTALQSCHRKMGNPQRALLYLVAALKEGSAW - 279mutated 

wild-typeTPR2

mutated 

wild-typeTPR1

TPR motif 
in FANCG

wild-type/ 
mutated

sequence (5’-3’) a

344 - SQTKHILQSRCLQTGRAGDAAEHYLDLLALLLDS - 377

344 - SQTKHILASRCLQTGRAGDAAEHYLDLLALLLDS - 377

453 - SATHLLQQQAWVQLGAQKVAISEFSRCLELLFRA - 486

514 - AAALISRQLEWVASGQDTKALQDFLLSVQMCPGN - 547

514 - AAALISRGLEWVASGQDTKALQDFLLSVQMCPGN - 547

453 - SATHLLQGQAWVQLGAQKVAISEFSRCLELLFRA - 486

 
 
a  Conserved residues are highlighted in grey and mutated residues are 
highlighted in black.These TPR motifs were identified in FANCG by Blom et al. 
(38). 


