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Figure S1: Relationship between the mean of protein amount and standard deviation of spots before (a) and
after (b) transformation of normalized spot values.
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Figure S2: Representative dot blot hybridization of array 2 employing immature (a) or mature (b) testers obtained
from total RNA, which shows differential expression of tested probes.
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Figure S3: Classification of the non redundant genes present in immature (B1) and mature (B12) needles subtractive
libraries; the ontology classification was determined for biological process/metabolic pathway according to KEGG.
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Figure S4: Single-peptide spectra corresponding to de identification of spot 0109.
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Figure S5: Single-peptide spectra corresponding to de identification of spot 2006.
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Figure S6: Single-peptide spectra corresponding to de identification of spot 2007.
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Figure S7: Single-peptide spectra corresponding to de identification of spot 3611.
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Figure S8: Single-peptide spectra corresponding to de identification of spot 5404.
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Figure S9: Single-peptide spectra corresponding to de identification of spot 6001.
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Figure S10: Single-peptide spectra corresponding to de identification of spot 6307.
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Figure S11: Single-peptide spectra corresponding to de identification of spot 6804.

=

Peptide ID Hypotheses -1.1.1.346.3

Precursor MS Region

Conf 7| Sc| ProtN * Sequence “|M| Theor MW | Theor miz z AMass ‘; 5e7 5786286 57638006
%9 9 GOGVGLEDRLR (| ti966312| 5793229 2| 59744
9| 9 LITAIDQKVR (| 11566815 579.3481 2| sun4 |~ 0Oe0
Fragmentation Evidence for Peptide
| |GQGVGLSDRLR |
Residue b b+2 y

G 58,0287| 29,5180 1157,6385 I}Al y;x‘L Isy || | L ‘Jl 1&‘;4 y5 y6| y7 ye| yo yio| yi1
Q 186,0873) 93,5473 1100,6171 1,6843) D342 a4 +BIY3 2 4{FH HBWE - P9 RIE-2 06 2207 08 g b1 11
G 2431088 122,080 972,585 1564
v 342,1772) 71,5922 915,5370 1404
G 399,1987|  200,1030|  816,4686 )
L 512,2821|  256,6450| 759,472 Tded
5 539,3148]  300,1610|  646,3631 12e4
D 14,3417 3576745 559,331 1164
R 870,4428| 4357250  444,3041 1064

e
L 983,5269|  492,2671|  288,2030
R 1139,6280)  570,3176| 1751190 20,083

=
g 8,0e3

7.0e3

6,083

5,0e3

4,083

3,0e3

2,063

1,0e3

0,080

100 200 300 400 500 600 700 800 900 1000 1100
m/z, Da

«| it

Figure S12: Single-peptide spectra corresponding to de identification of spot 8803.
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