
 

Table S1. Topological measures of each PPI networks 

PPI datasets 

 

Topological parameter 

M. 

tuberculosis 

E. coli 

(Butland) 

E. coli 

(Arifuzzaman) 

E. coli 

(Hu) 

C. jejuni H. pylori Synechocystis 

sp 

T. pallidum 

Number of nodes 2907 1366 3047 1757 1332 732 1920 726 

Number of edges  8042 6068 11477 5993 11871 1465 3213 3649 

Connected components 7 88 3 37 3 16 44 2 

Isolated nodes 1 77 0 0 1 8 12 0 

Number of self loops 35 648 0 0 207 62 111 22 

Avg.number of neighbors 5.509 7.936 7.533 6.822 17.514 3.833 3.231 9.992 

Network diameter 10 8 9 11 6 9 16 7 

Network radius 1 1 1 1 1 1 1 1 

Characteristic path length 4.31 3.599 3.369 4.147 2.907 4.152 5.573 2.951 

Network density 0.002 0.006 0.002 0.004 0.013 0.005 0.002 0.014 

Clustering coefficient 0.006 0.079 0.064 0.078 0.095 0.015 0.006 0.233 

Network centralization 0.051 0.103 0.252 0.057 0.143 0.07 0.025 0.38 

Network heterogeneity 1.212 2.099 2.855 1.885 1.349 1.429 1.142 2.137 

 

 

 


