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Peptide Identification Details

£ Load [ Sequence: AIPVSREEE, 55-AlkyneFPhos (611.18399 Da)
Display Options Charge: +2, Monoisotopic m/z: 820.33345 Da (+1.08 mmu/+1.32 ppm), MH+ 1839.75968 Da, RT 63.18 min,
Charge Detail Level Identified with: SEQUEST [v1.12); XCorr:1.59, lons matched by search engine: 7/16
@ Al Fragment match tolerance used for search: 1.2 Da
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Extracted fram: I\PhD stufiDenmark MS DatalOrbitrap DatalO-GloMAc StudwiO-GleMAc_crystalliniObe01324_alpha_crystallin_TAG_HCDETD.RAW #5838 RT: 6318
ITMS, ETD, z2=+2, Mono m/z=820.38348 Da, MH+=1639.75969 Da, Match Tol=0.8 Da
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ication Details

&7 Load b 55w & Factory Defaults

Display Options
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Sequence: AIFVSREEKPSSAFSS, 512-Phospho_STY (79.96632 Da)
Charge: +2, Monoisotopic m/z: 861.40802 Da (-0.94 ma/-1.09 ppm), MH+ 172180876 Da, RT: 60.90 min,
Identified with: SEQUEST (v1.12); XCorr:2.85, lons matched by search engine: 12/30

Fragment match tolerance used for search: 1.2 Da

Extracted from: I\PhD stuffiDenmark M8 DatalOrhitrap DataiO-GlehAc StudO-GleNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD raw #4929 RT: 60.30
ITME, ETD, z=+2, Mono miz=861.402802 Da, MH+=1721.80876 Da, Maich Tol=0.8 Da
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ication Details

o (g Factory Defaults Sequence: AIPVSREEKFSSAFSS, $12-Fhospho STY (79.96632 Da) o
Display Options Charge: +3, Monoisotopic mfz: 574.60791 Da (-0.49 mmu/-0.85 ppm), MH+ 1721.80918 Da, RT: 57.69 min,
Chargs Detal Levek Identified with: SEQUEST (v1.12}); XCorr4.77, lons matched by search engine: 24/60 F
@ &l Fragment match tolerance used for search: 1.2 Da
ol |
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Ol Absolute Extracted from: [MPhD stufiDenmark M3 DatalOrbitrap Datal0-GleMNAE StudiO-GloNAc_crystallimObe00885_crystallin, TAG_HCDETDwZ RAW #4313 RT: 5769
e ITMS, ETD, 2=+3, Mona m/z=574.60791 Da, MH+=1721.8091& Da, Match Tal=0.8 Da
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ptide Identification Details

&2 Factory Defaults

§ Load ko
Displap Options
Charge Detail Level
@ al
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Show Legend
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Sequence: AIPVSREEKPSSAPSS, 511-Phospho STY (79.96632 Da)
Charge: +2, Monoisotopic m/z: 861.40802 Da (-0.94 mmu/-1.09 ppm), MH+ 172180876 Da, RT: 60.80 min,
Identified with: SEQUEST [w1.12); XCorr:2.76, lons matched by search engine: 1230

Fragment match tolerance used for search: 1.2 Da

Eutracted from: IPhD stufiDenmark M3 DatalOrbitrap Datal0- GleNAC StudnO-GleMNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD.raw #4329 RT: 6080
ITME, ETD, 2=+2, Mono miz=861.40802 Da, MH+=1721 80876 Da, Match Tal=0.8 Da
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ication Details

1 Load | Save &2 Factory Defaults

Display Options
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Match Tolerances

™S
Match Tolerance:

Fragments

Mass Analyzer

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox [ -H:0
Ob ¥ [ -MNHs
c-1 z

c z+l
Oetl Oz+2
PTHs Other

[ Immonium
Precursor

“H:POs (-F)

Sequence: AIPVSREEKPS, 55-Alkyne (611.18399 Da)
Charge: +3, Monoisotopic m/fz: 608.61938 Da (+0.42 mmu/+0.7 ppm), MH+ 187384360 Da, RT: 55.72 min,
Identified with: SEQUEST (v1.12); XCorr:3.49, lons matched by search engine: 17/40
Fragment match tolerance used for search: 1.2 Da
Extracted from: [\PhD stufiDenmark MS DatalOrhitrap DatalC-GleNAC StudwO-GleMNAC_crystalliniObe00995_crystallin_TAG_HCDETOvZ.RAW #4170 RT. 55.72
ITWMS, ETD, 7=+3, Mono miz=A08.61838 Da, MH+=1823 84360 Da, Match Tal=0.8 Da
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Peptide Identification Details

@ Load ko Save @ Factory Defauks lSequence: AIFVSREEKF3SAPS, 55-Alkyne (61118399 Da) o
Display Options Charge: +3, Monoizsotopic m/z: 722.67004 Da (-0.23 mmu/-0.32 ppm], MH+ 216599558 Da, RT: 58.56 min, |
Charge Detail Level Identified with: SEQUEST (v1.12); XCorr:3.58, lons matched by search engine: 19/56 i
® al Fragment match tolerance used for search: 1.2 Da
ol |
Annotation Threshold
®| 25| zotBasePeck
O‘ 1 | Absolute Extracted from: [\PhD stufiDenmark MS DatalOrbitrap DatalO-GleNAc StudwiO-GleMNAC_crystallimObeD0995_crystallin_TAG_HCDETDvZ.RAW #4378 RT: 58.56

R ITMS, ETD, z=+3, Mono miz=722.67004 Da, MH+=2185.99558 Da, Maitch Tol=0.8 Da
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G Load ko Save & Factory Defaults
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Sequence: AIPVSREEKPSSAFSS, 55-Alkyne [611.18399 Da)
Charge: +3, Monoisotopic m/z: 75168146 Da (+0.5 mmuf+067 ppm), MH+ 225302982 Da, RT: 58.26 min,
Identified with: SEQUEST (v1.12); XCorr:4.64, lons matched by search engine: 20/60
Fragment match tolerance used for search: 1.2 Da
Extracted from: IMPhD stufiDenmark MS DatalOrbitrap Datald-GleMAc StudlO-GleMAC_crystallimObe008585_crystallin_TAG_HCDETODwW2Z RAW #4355 RT: 53.36
ITME, ETD, 2=+3, Mono miz=751.68146 Da, MH+=2252.02082 Da, Match Tol=0.2 Da
1000 4
g00 o
ci5%7, 215, c+l1s?, Z+11s?
800 o 1083.33
700 o
Zu®
1002.08
600
=
S
s
Z
£ s
z
&z
=
ana
c-Ti2?r, c1o®, ctl10?
955,33
300 o
P H
4417 !
cler, st ca, ctls”
1252.33 1511.42
200 e
=15, o7t
138125
-
100 760.25 z12*, 2+laet L
e . ' 185717 CHE o
el i 1909.67
396,52 632,42 ‘ -
. | Lo | |
500 1000 1500
miz
—_— vy, 2t 242 c, ol -1 — Precursor




@ Load | sove & Factory Defaults
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bequence: AIPVSREEKPSSAPSS, 55-Fhospho_STY (79.96632 Da)
Charge: +3, Monoisotopic m/z: 574.60534 Da (-0.06 mmu/-0.11 ppm), MH+ 1721.81046 Da, ET: 58.5Z min,
Identified with: SEQUEST (v1.12); XCorr:4.57, lons matched by search engine: 24/60

Fragment match tolerance used for search: 1.2 Da
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on Details
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Sequence: HFSFPEDLTVE, 53-Fhospho_STYRevl (7996633 Da)

Charge: +2, Monoisotopic m/z: 62678363 Da (-0.5 mmu/-0.8 ppen), MH+ 125255998 Da, RT: 75.14 min,
Identified with: Mascot (w1.15); lonScore:58, Exp Value:6.9E-005, lons matched by search engine: 8/82
Fragment match tolerance used for search: 0.1 Da

Fragment b

Extracted from: WPhD stuffiDenmark MS DatalOrbitrap Datal0-GleNAC StuddO-GleMAC_crystallinlOby_alpha_crystallin_TAG_HCD_ETD.raw #6721 RT: 75.14
FTMS, HCD, =+2, Mono miz=G26.78363 Da, MH+=1252 55898 Da, Match Tol=0.1 Da
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ication Details

& Load | o @ Factory Defaults . Eequence: HFSPEDLTYKVQEDFVEIHGE, T8-Phospho_STYRev] [79.96633 Da)
Display Options Charge: +4, Monoisotopic m/z: 634.30438 Da (-0.18 mmu/-0.28 ppm), MH+ 2534.19570 Da, RT: 93.40 min, =i
Chatges Detail Levek Identified with: Mascot (v1.15); lonScore: 76, Exp Value:5.0E-006, Ions matched by search engine: 13/160
@ al Fragment match tolerance used for search: 1.2 Da

(o]
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(@ | ‘ Absalute Extracted from: I\PhD stuffiDenmark M8 DatalOrhitrap DataiO-GlehAc StudO-GleNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD raw #9285 RT: 93.40
= ITME, ETD, z=+4, Mono miz=634.20428 Da, MH+=2524.18570 Da, Maich Tol=0.8 Da
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cation Details.

€ Load | &2 Factory Defaults Sequence: HFSFEDLTVEVQEDFVEIHGE, Ta-Fhospho (79.96633 Da) i
Display Options Charge: +4, Monoizotopic m/z: 634.30438 Da (-0.18 mmu/-0.28 ppm], MH+ 253419570 Da, RT: 93.39 min, |
Charge Detai Level Identified with: SEQUEST (v1.12); XCorr:6.54, Frobability: 74.21, lons matched by search engine: 37/177 i
@ al Fragment match tolerance used for search: 0.1 Da
ol |
Annotation Threshold
®| 25| zofBspesk
O‘ 1 ‘l Absolute Extracted from: IIPhD stuffiDenmark M3 DatalOrbitrap DatalO-GleMNAC StudwO-GlcNAc_crystallinDby_alpha_crystallin_TAG_HCD_ETD.raw #9284 RT: 9339

N FTMS, HCD, z=+4, Mono miz=634.30438 Da, MH+=2534.19570 Da, Match Tol=01 Da
Show Legend
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Peptide Identificat

1 Load b Save

Display Options
Charge Detail Level
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Show Legend
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Sequence: HFSFEDLTVE, 33-Fhospho_STY (7996632 Da)
Charge: +2, Monoisotopic m/z: 626.78406 Da (-0.07 rmu/-0.12 ppm), MH+: 1252.56084 Da, RT: 78.99 min,
Identified with: SEQUEST (w1.12); XCorr:2.38, lons matched by search engine: 11718
Fragment match tolerance used for search: 1.2 Da
Extracted from: WPhD stuffiDenmark MS DatanOrbitrap Datal0-GleMAC StudvO-GleMNAC_crystalliniObe00995_crystallin, TAG_HCDETDvZ RAVW #9950 RT: 78.99
ITWMS, ETD, z=+2, Manno miz=626.78406 Da, MH+=1252 56084 Da, Match Tol=0.8 Da
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Peptide Identification Details:

1 Load o
Display Options
Charge Detail Level
foN]
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Show Legend

] Use Search Settings
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Sequence: HFSFPEDLTVE, 53-Fhospho (7996633 Da)
Charge: +2, Monoisotopic m/z: 62678339 Da (-0.75 mrmu/-1.19 ppm), MH+ 1252.55950 Da, RT: 79.99 min,
Identified with: SEQUEST (w1.12); XCorr:3.35, Probability:60.66, lons matched by search engine: 20/26
Fragment match tolerance used for search: 0.1 Da
Extracted from: WPhD stuffiDenmark MS DatalOrbitrap DatalO-GleNAC StuddO-GleMAC_crystallinlOby_alpha_crystallin_TAG_HCD_ETD.raw #7411 RT: 79.99
FTMS, HCD, 2=+2, Mono miz=f26.78338 Da, MH+=1252 55950 Da, Match Tol=0.1 Da
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Show Legend
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Sequence: IPSGVDAGHSER, 510-Phospho_STYRevl (79.96633 Da)
Charge: +2, Monoisotopic m/z: 652.78461 Da (-0.6 mm/-0.92 pprm), MH+: 1204.56194 Da,  ET: 58.13 min,
Identified with: Mascot (v1.15); lonScore:69, Exp Value:33E-006, lons matched by search engine: 10/104
Fragment match tolerance uzed for search: 0.1 Da
Extracted from: I\PhD stuffiDenmark M8 DatalOrhitrap DataiO-GlehAc StudO-GleNAc_crystallimOby_alpha_crystallin_ TAG_HCD_ETD raw #4607 RT: 5813
FTMS, HCD, z=+2, Mono miz=B52.78461 Da, MH+=1304.56194 Da, Match Tol=0.1 Da
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Display Options
Charge Detail Level
foN]

Of++ \

Apnotation Threshold:

®| 40| 2oiBasePeck
@) | ‘ Absalute
Show Legend

] Use Search Settings
Mateh Tolerances

Mass Analyzer: | ITMS
Match Tolerance:
Fragments

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ob i [J -NHz=
c-1 z

c z+l
Oetl [Oze2
FThs Dther

-HsPOs (-F) [ Immonium

Precursor

P
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Sequence: IPSGVDAGHSER, 510-Fhospho STYRevl (79.96633 Da)
Charge: +2, Monoisotopic m/z: 652.78461 Da (-0.6 mmu/-0.92 ppm), MH+ 120456194 Da, ET: 58.14 min,
Identified with: Mascot (w1.15); lonScore:43, Exp Value:3.5E-003, lons matched by search engine: 10/88
Fragment match tolerance used for search: 1.2 Da
Extracted from: WPhD stuffiDenmark MS DatalOrbitrap DatalO-GlehNAC StudO-GleMAC_crystallinlOby_alpha_crystallin_TAG_HCD_ETD.raw #4608 RT: 58.14
ITWMS, ETD, z=+2, Maonn miz=652. 78461 Da, MH+=1304 56184 Da, Match Tol=08 Da
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ptide Identification Details

€ Load | 55w
Display Options

Chatge Detail Levet:
@ &l

Q|.‘. |

Annotation Threshold,

(O] @ %ot Base Peak
e | ‘ Absolute

&2 Factory Defaults

Show Legend

[] Use Search Settings
Mateh Toleranices

Mass Analyzer, FTMS
Match Tolerance:

Fragments

Activation Type: | HCD

lon Serizs Heutral Losses
Oa Ox -H:0

b ¥ -NHs
Oc1 Oz

Oc Ozn

Oerl Oz2

PTHs Dther

“HsPOs (-P) [ Immonium

Precursor

Sequence: IPSGVDAGHSER, 53-Fhospho_STYRevl (79.96633 Da) i
Charge: +2, Monoisotopic m/z: 652.78406 Da (-1.15 mmu/-1.76 ppm), MH+ 1304.56084 Da, RT: 60.15 min, _
Identified with: Mascot (v1.15); lonScore:80, Exp Value:6,7E-007, lons matched by search engine: 11/104
Fragment match tolerance uzed for search: 0.1 Da
Extracted from: I\PhD stuffiDenmark M8 DatalOrhitrap DataiO-GleMAc StudO-GleNAc_crystallimOby_alpha_crystallin_ TAG_HCD_ETD raw #4837 RT: 6015
FTMS, HCD, z=+2, Mono miz=B52.78406 Da, MH+=1304.56084 Da, Match Tol=0.1 Da
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Display Options
Charge Detail Level
foN]

Of+ 1

Apnotation Threshold:

®| 60| zciBasePeck
@) | ‘ Absalute
Show Legend

] Use Search Settings
Mateh Tolerances

MassAnabyzer | ITMS
Match Tolerance:
Fragments

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ob i [J -NHz=
c-1 z

c z+l
Oetl [Oze2
FThs Dther

[ Immonium
Precursor

~HsPOs (-P)

Sequence: IPSGVDAGHSER, 53-Fhospho_5TyERevl (7296633 Da)
Charge: +2, Monoisotopic m/z: 652.78406 Da (-1.15 mrnu/-1.76 ppm), MH+ 1304.56084 Da, RT: 60.16 min,
Identified with: Mascot (w1.15); lonScore:66, Exp Value:2.0E-005, lons matched by search engine: 9/88
Fragment match tolerance used for search: 1.2 Da
Extracted from: IWPhD stuffiDenmark MS DatalOrbitrap DatalO- GlehNAC StudO-GleMAC_crystallinlOby_alpha_crystallin_TAG_HCD_ETD.raw #4838 RT: 6016
ITWMS, ETD, z=+2, Maonno miz=652. 78406 Da, MH+=1304 56084 Da, Match Tol=0.8 Da
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Peptide Identific:

@

Factory Defaults

Display Options
Chargs Detsil Levet
ol
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Annotation Threshold
@| 40| zotBasePesk

e | ‘ Absolute
Show Legend

[] Use Search Settings
Mateh Toleranices

Mass Analyzer, | ITMS
Match Tolerance:

Fragments

Activation Type: | ETD

lon Serizs Heutral Losses
Oa Ox O -H:0
0 -NHs
c z+l
Oerl Ozi2
PTHs Dther

“HsPOs (-P) [ Immonium

Precursor

Sequence: IPVSREEKPSSAPSS, 54-AlkyneFPhos (611.18393 Da)

Identified with: SEQUEST (v1.12); XCorr:4.34, Ions matched by search engine: 19/56
Fragment match tolerance used for search: 1.2 Da
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Charge: +3, Monoisotopic m/z: 728.00220 Da (+0.28 mrmu/+0.39 ppm), MH+ 218199204 Da, RT: 65.81 min,
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e
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Extracted from: IWPhD stufDenmark MS DatatOrbitrap Datal0-GleMA: StudnO-GleMAc_crvstallinlObe01324_alpha_crystallin, TAG_HCDETD.RAWY #6097 RT: B5.81
ITMS, ETD, 2=+3, Mono miz=728.00220 Da, MH+=2181.99204 Da, Match Tol=0.2 Da
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1 Load ko Save & Factory Defaults .
Display Dptions
Charge Detal Level
& al
O| s

Annotation Threshold

@[ 25| otBasePeak

ol | Absolute

]
Show Legend

[[] Use Search Settings
Match Tolerances

Mags Analyzer ‘ |THS|
Match Talerance:
Fragments

Activation Type: ETD

lon Series Meutral Losses
Oa Ox [1-H:0
Ob ¥ [0 -NHs
-l

el [0 z42

PTHz Other
-HsPOs (-F) O Imronium
Precursor

Intensity [counts]

Sequence: LPSNWVDQSALS, 53-Phospho_STY (7996632 Da)
Charge: +2, Monoisotopic mfz: 605.77264 Da (+1.42 mmu/+2.35 ppm), MH+ 121053801 Da, RT: 73.25 min,
Identified with: SEQUEST (v1.12); XCorr:3.02, lons matched by search engine: 14/20
Fragment match tolerance used for search: 1.2 Da
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BEutracted from: [MPhD stufiDenmark M3 DatalOrbitrap DatalO-GleMNAE StudnO-GloNAc_crystallimObe00895_crystallin, TAG_HCDETDw2? RAW #5970 RT: 7925
ITME, ETD, 2=+2, Mano m/z=A05 77264 Da, MH+=1210.53801 Da, Match Tol=0.8 Da
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@] Load b save & Factory Defaulks

Display Dptions
Charge Detail Level
@ Al

O+ |
Annotation Thieshold
@ 50 zorBasePeak
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Show Legend

[[] Use Search Settings

Match Tolerances
ITMS
Match Tolerance:

Fragments

Mass Analyzer

Activation Type: | ETD

lon Series Neutral Losses
O -H0
O -NHs

c z+l

o+l 2

FTMs Other

-HsPOs (-F) [ Immonium

Frecursor

Sequence: LLESDLFPASTSLSPFYLRPPSFLR, S14-Phospho_STY (79.96632 Da) o
Charge: +3, Monoisotopic m/z: 97850006 Da (+0.21 mmu/ .22 ppm], MH#+ 293348563 Da, RT) 124.63 min,
Identified with: SEQUEST (v1.12); X Corr:5.25, lons matched by search engine: 28/96 T
Fragment match tolerance used for search: 1.2 Da
Extracted fram: I\PhD stufiDenmark MS DatalOrbitrap Datal0-GleMAc BtudyO-GleMNAc_crystallinlOby_alpha_crystallin_TAG_HCD_ETD.raw #13638 RT: 12463
ITMS, ETD, z=+3, Mono miz=978.50006 Da, MH+=2933.48563 Da, Match Tol=0.8 Da
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Peptide Identification Details.
C

1 Load | & Factory Defaults . Sequence: LLESDLFPASTSLSFFYLRFPSFLR, $14-Fhospho (7396633 Da) N
Display Options Charge: 43, Monoisotopic m/z: 978.50006 Da (+0.21 munu/+0.22 ppm), MH+ 293348563 Da, RT: 12462 min, |
Charge Detai Level Identified with: SEQUEST (w1.12); XCorr:6.24, Frobability:56.10, lons matched by search engine: 24f142 F
& Al Fragment match tolerance used for search: 0.1 Da
O [+t |
Annnlaglgljjljlishnld'
®[ 25| zoiBasePesk
@) ‘ | Absolute Extracted from: WPhD stuffDenmark M8 DataiOrbitrap DatalO-GleMNAC Studid-GleMAc_crystalliniObv_alpha_crystallin_TAG_HCD_ETD.raw #13637 RT: 124.62

SO FTMS, HCD, 2=+3, Mono m/2=972 50006 Da, MH+=2323.42563 Da, Match Tal=0.02 Da
Show Legend
[] Use Search Settings e
Match Tolerances 1058.53369
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Peptide Identification Details

1 Load ko 55

Display Options

@2 Factory Defaults

Charge Detail Levsl:
@ al

O |
Annatation Threshald:

®[ 0] zofBasePeak
O]
Show Legend

Absolute

[[] Use Search Settings
Match Tolerahces

Mass Analyzer. ‘_FTMS

Match Tolerance:

Fragments

Activation Type: | HCD

on Series Heural Losses
Oa Ox -H:0

b ¥ -MHs
Oel Oz

Oc Oz

Oetl O z42

PThts Other

-HzPOs (-P) [ Immonium

Precursor

bequence: LESTISPYYR, S6-FPhospho (79.96633 Da)

Fragment match tolerance used for search: 0.1 Da

Charge: +2, Monoisotopic mfz: 633.79132 Da (-0.62 mmu/-0.98 ppm]), WMH+ 1266.57536 Da, RT: 8187 min,
Identified with: SEQUEST (v1.12); XCorr:3.32, Probability:23.39, lons matched by search engine: 1726

Extracted from: I'PhD stufDenmark MS DatalOrhitrap Datalo-GlehAc Studno- GleMAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD.raw #7676 RT: 81.87
FTMS, HCD, z=+2, Mono miz=B33.79132 Da, MH+=1266 57436 Da, Match Tol=01 Da
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Identification Details

§ Load |

Display Options

- &2 Factory Defaults

Charge Detai Level
@ &l

Ol |

Annotation Threshold

@[ 40 %otBase Peak
ol T
Show Legend

Absolute

[[] Use Search Settings
Match Tolerances

Mass Analpzer. ‘ ITHS

Match Talerance:

Fragments
Activation Type: ETD
lon Series Meutral Losses
Ox [ -H:0
¥ O -NHs
z
z+l
el [0 z2

PTHz Other
-HsPOs (-F) O Imronium

Precursor

Sequence: QSLFRTVLDSGISEVR, To-FPhospho_STY (79.96632 Da)
Charge: +3, Monoisotopic mfz: 629.65051 Da (-0.09 mm/-0.14 ppm ], MH+ 1886.93698 Da, RT: 101.11 min,
Identified with: SEQUEST (v1.12); XCorr:6.26, lons matched by search engine: Z8/60
Fragment match tolerance used for search: 1.2 Da
Extracted from: I'PhD stufiDenmark MS DatalOrbitrap Datald-GleMAC StudWO-GleMNAe_crystallimlOby_alpha_crystallin_TAG_HCD_ETOD raw #10403 RT 10111
ITMS, ETD, z=+3, Mono m/z=628 65051 Da, MH+=1886 83638 Da, Match Tal=08 Da
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Display Options

@ Factory Defaults

Charge Detall Level
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O+ |
Armctation Thieshold
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< ‘ ‘ Absolute
ShetLetend

[[] Use Seach Settings
Match Tolerances

Mass dnalyzer | FTMS
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Fragments
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Oetl [ z42
FTHs Other

-HsPOs (-P) [ Immonium

Precursor

14 start

bequence: QSLFRTVLDSGISEVR, To-Fhospho (7996633 Da)
Charge: +3, Monoisotopic m/z: 629.65051 Da (-0.02 mmuw/-0.14 ppm), MH+ 1386.93698 Da, RT: 93.53 min,
Identified with: SEQUEST (v1.12); XCorr:4.87, Probability:45.44, lons matched by search engine: 24/88
Fragment match tolerance used for search: 0.1 Da
Extracted from: I\PhD stufiDenmark MS DatalOrhitrap Datal0-GleMAC StudylO-GleMAc_crystallinlOby_alpha_crystallin_TAG_HCD_ETDuraw #9350 RT. 93.88
FTMS, HCD, z=+3, Mono m/z=629.65051 Da, MH+=1886.93698 Da, Match Tol=0.1 Da
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& Factory Defaults
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Annotation Threshaold:
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O 100 absolue
Show Legend

] Use Search Settings
Match Tolerances
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Match Tolerance:

Fiagments
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Activation Type: ETD
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Precursor
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Sequence: RTLGPFYPSE, T2-Fhospho_STY (7986632 Da)
Charge: +3, Monoisotopic mjz: 425.20761 Da (-0.22 mmu/-0.52 ppm), MH+ 1273.60828 Da, RT: 77.26 min,
Identified with: Mascot (v1.15); IonScore:49, Exp Value:1.ZE-00Z, lons matched by search engine: 9/72
Fragment match tolerance used for search: 1.2 Da

ye
52217

Extracted from: EAPhD stufiDenmark MS DatalOrbitrap DatalO-GleMNAe StudviObe00895_crystallin, TAG_HCDETDvZ RAVW #5814 RT: 7726
ITMS, ETD, z=+3, Mono miz=425.20761 Da, MH+=1273 60828 Da, Match Tol=08 Da
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ptide Identification Details

@1 Load | Save

Display Options

& Factory Defaults

Charge Detai Level
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Annotation Threshold
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Show Legend

[[] Use Search Settings
Match Tolerances

Mass Analpzer. EFTMS
Match Talerance:

Fragments

Activation Type: HCD
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PTHz Other
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Sequence: RTLGPFYPSR, T2-Fhospho (7996633 Da)
Charge: +2, Monoisotopic mfz: 637.30798 Da (-0.13 mmu/-0.2 ppm], MH+ 1273.60869 Da, RT: 77.19 min,
Identified with: SEQUEST (v112); XCorr:3.73, Probability:20.44, lons matched by search engine: 17126
Fragment match tolerance used for search: 0.1 Da
Eutracted from: [MPhD stufiDenmark M3 DatalOrbitrap DatalO-GleMNAE StudnO-GloNAc_crystallimObe00895_crystallin, TAG_HCDETDw2? RAW #5808 RT: 7713
FTMS, HCD, z=+2, Mana m/z=637 30793 Da, MH+=1273 608649 Da, Match Tol=0.1 Da
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Peptide Identification Details
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Display Options
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Show Legend

(&2 Factory Defaulks

[] Use Search Settings

Mateh Tolerances
ITHS
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Fragments
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Frecursor

lSequence: TVLDSGISEVRESDR, 512-Fhospho_STYRevl (79.96633 Da)

Charge: +2, Monoisotopic mfz: 807.38000 Da (-0.2 munuf-0.25 ppm), MH+ 1613.75273 Da, RT: 77.17 min,
Identified with: Mascot (v1.15); TonScore:34, Bxp Value:5.0E-002, lons matched by search engine: 6104
Fragment match tolerance used for search: 1.2 Da

TMS, ETD, z=+2, Mono m/z=807.36000 Da, MH+=1613.76273 Da, Match Tol=0.8 Da

1000 ~

Intensity [counts]
@
2
a
L

400 o

cs”
790,65

Ze*, I+ls
325.60

Eutracted from: I"PhD stufiDenmark M3 DataiQrbitrap Datalo-GleNA: Studyl0-GleMNAc_crystallinlOby_alpha_crystallin, TAG_HCGD_ETD raw #7006 RT 77.17
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Peptide Identification Details

Load b -

Display Ophions

(& Factory Defauks

Charge Detal Level
(o]

O |
Annatation Threshald:
@[ 40| zoiBase ek

ol | absohute
Shaw Legend

[[] Use Search Settings
Match Tolerances:

ITMS

Fragments

Mass Analyzer

Activation Type: ETD

lon Series Meutral Lasses
Oa Ox O -H=0
Ob ¥ [0 -NHs
el

c z+1

e+l [Ozs2

FThs Other

~HsPOs (-P)

[ Immonium
Precursor

Sequence: TVLDSGISEVRSDEDE, 512-Fhospho_STyRevl (79.96633 Da) o
Charge: +3, Monoisotopic m/z: 619.62915 Da (-0.72 mruf-1.16 ppmj, MH+: 18587290 Da, RT: F2.91 min,
Identified with: Mascot (v1.15); lonScore:87, Exp Value:Z 6E-007, lons matched by search engine: 23120
Fragment match tolerance 1ased for search: 1.2 Dia

Fragment bat
Extracted from: I\PhD stufiDenmark M3 DatalOrbitrap Datal0-GloMAc Stud0-GloMAc_crystallinOby_alpha_crystallin, TAG_HCD_ETDuraw #6414 RT: 72.91
TMS, ETD, z=+3, Mono miz=619.62915 Da, MH+=1858 87290 Da, Match Tol=0.8 Da
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eptide Identific:

&7 Losd | 5ove @ Factory Defaults - Sequence: TVLDSGISEVE, S5-Fhospho_STY ([79.96633 Da) e
Display Dptians Charge: +2, Monoisotopic m/z: 628.29962 Da (-0.53 m/-0.85 ppm), MH+ 1255.59197 Da, RT: 82.65 min, i
Charge Detall Levek Identified with: Mascot (v1.15); lonScore:8Z, Exp Value:® 2E-006, lons matched by search engine: 9/80
@ al Fragment match tolerance used for search: 1.2 Da
Of+:+ |
Annotation Threshold
@| 40| zotBasePesk
Ol ‘ Ahsalute Extracted from: EAPhD stuffiDenmark M3 DatalOrhitrap Datal0-GleMNAC StudyObe00995_crystallin, TAG_HCDETDw2.RAV #6243 RT. 82.64

= ITMS, ETD, 2=+2, Mono rmiz=B628.20962 Da, MH+=1255.49197 Da, Match Tol=0.8 Da
Show Legend
[] Use Search Settings zs"
Match Tolerances 1032.00
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2500 4
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@71 Load ko
Display Options

Chatge Detail Levet:
@ &l

Of+:+ |
Annotation Threshold
@| 40| zotBasePesk

&2 Factory Defaults

e | ‘ Absolute
Show Legend

[] Use Search Settings
Mateh Toleranices

Mass Analyzer, | FTMS
Match Tolerance:

Fragments

Activation Type: | HCD

lon Serizs Heutral Losses
Oa Ox -H:0

b ¥ -NHs
Oc1 Oz

Oc Ozx

Oerl Ozi2

PTHs Dther

“HsPOs (-P) [ Immonium

Precursor

Sequence: TYLDSGISEVR, 58-Fhospho_STYRevl (79.96633 Da)
Charge: +2, Monoisotopic m/z: 628.29999 Da (-0.17 m/-0.27 ppm), MH+ 1255.59270 Da, RT: 84.21 min,
Identified with: Mascot (v1.15); lonScore: 79, Exp Value:1L.3E-006, Ions matched by search engine: 10/96
Fragment match tolerance uzed for search: 0.1 Da
Extracted from: I\PhD stuffiDenmark M8 DatalOrhitrap DatalO-GleMAc StudiO-GleNAc_crystallinOby_alpha_crystallin_TAG_HCD_ETD raw #8012 RT: 84.21
FTMS, HCD, 2=+2, Mono miz=828.20099 Da, MH+=1255.59270 Da, Match Tol=0.1 Da
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@1 Load | 2w 22 Factory Defaults
Display Options

Charge Detail Level

& al

ofn ]
Annotation Thesshold
®[ 25| %oiBasePeck
O | Absolie
Show Legend

] Use Search Settings
Match Tolerances

Mass Analyzer: [ FTMS
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Fragments
Activation Type: HCD

lon Series Neutral Losses
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Ol [ ze2
PTHz DOther
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Sequence: YRLFENVD, 55-Fhosphe (#9.96633 Da)
Charge: +2, Monoisotopic mjz: 522.23126 Da (-0.27 mmu/-0.51 ppm), MH+: 1043.45525 Da, RT: 76.78 min,
Identified with: SEQUEST (v1.12); XCorr:2.30, Probability:17.67, lons matched by search engine: 10/20
Fragment match tolerance used for search: 0.1 Da
Estracted from: MPhD stuffiDenmark M8 DatanOrbitrap DatalD-GleMNAc StudvO-GleMNAC_crystallinlObe00395_crystallin, TAG_HCDETODvZ RAVW #5773 RT: 7678
FTMS, HCD, 2=+2, Mono miz=522 23136 Da, MH+=1043 45525 Da, Match Tol=0.02 Da
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@71 Load b Save & Factory Defaults

Display Optians
Charge Detail Level
@ al

o[+

ol J | Absahite

Show Legand

[ Use Search Settings

Match Tolerances

Mass Anazer | ITMS |

Match Tolerance 0s)pa v
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Ativation Type: | ETD

Ion Series Neutral Losses
Oa Ox 1 -H:0
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Oerl [Oz42

FThs Dther
-HzPOs (-P) [ Immonium
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Intensity [counts]

Sequence: YRLFSNVDQS, 55-Fhospho_STY (79.96632 Da)
Charge: +2, Monoisotopic m/z: 629.77661 Da (-0.22 mmuf-0.35 ppm), MH+: 125854595 Da, RT: F7.56 min,
Identified with: SEQUEST (v1.12); XCorr:2.93, lons matched by search engine: 11718

Fragment match tolerance used for search: 1.2 Da
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Extracted from: IWPhD stuffiDenmark M3 DatalOrbitrap DatalO-GleMAC StudnO-GleNAc_crystallinuOby_alpha_crystallin_TAG_HCD_ETD.raw #7061
ITMS, ETD, z=+2, Mono miz=629.77861 Da, MH+=1258.54595 Da, Malch Tol=0.8 Da

RT: 77.56
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Peptide Identification Details

1 Load b 55

Display Options

&2 Factory Defaults

Chargs Datail Level
@a

o[ |
Brictation Thrsshok:

®[ 25 zotBasePesk
o 1| bsolute

Show Legend

[[] Use Search Settings
Match Tolerances

Mass Analyzer FTHS

Match Tolerance: 0.02

Fragments

Activation Type: | HCD

lon Series Meutral Losses
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-HzFOs (-F) [ Immonium
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20
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Intensity [counts] {10%3)
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Sequence: YRLPENWVDQS, 85-Phospho (7996633 Da)
Charge: +2, Moneisotopic mfz: 629.77661 Da (-0.22 mmu/-0.35 ppm), MH+: 1258.54595 Da, RT: 77.55 min,
Identified with: SEQUEST (v1.12); XCorr:2.34, Probability:27.55, lons matched by search engine: 13/26

Fragment match tolerance used for search: 0.1 Da

Extracted from: I'PhD stufDenmark MS DatalOrhitrap DatalO-GleMNAc StudnO-GleNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETDuraw #7080 RT: 77.55
FTME, HCD, 2=+2, Mono miz=629.77661 Da, MH+=1258 54485 Da, Match Tol=0.02 Da
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Show Legend

[] Use Search Settings
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Precursor

bequence: YRLPSNVDQSA, 55-Fhospho_STY (79.96633 Da)
Charge: +2, Monoisotopic m/z: 665.29510 Da (-0.29 mu/-0.44 ppm), MH+ 132958293 Da, RT: 77.24 min,
Identified with: Mascot (v1.15); lonScore:55, Exp Value:4.7E-003, Ions matched by search engine: 7/80

Fragment match tolerance used for search: 1.2 Da

Extracted from: EAPhD stuffiDenmark M3 DatalOrhitrap Datal0-GleMNAC StudyObe00995_crystallin, TAG_HCDETDw2.RAV #5812 RT. 77.24
ITMS, ETD, 2=+2, Mono rmiz=BE5.29510 Da, MH+=1328.52202 Da, Match Tol=0.8 Da
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ptide Identification Details

§ Load ko 5o & Factory Defaults

[Display Ophions

Charge Dietall Level,
@ al

O [+t |
Annatation Threshald:
@ 25 ZotBasePesk

ol | Absolute
Show Legend

[ Use Search Settings
Match Talerances

Mass Analyzer; FTHS
Match Tolerance: on2
Fragments

Activation Type: | HCD

lon Series Meutral Losses
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Oe Ozal
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PThs Other
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Sequence: YRLPSNWDOSAL, 55-Phospho (79.96633 Da) i
Charge: +2, Monoisotopic m/z: 721.83801 Da (+0.58 mmu/+0.81 ppm), MH+ 144766875 Da, RT: 88.92 min, |
Identified with: SEQUEST (w1.12); XCorr:3.56, Probability:27.90, lons matched by search engine: 16/32
Fragment match tolerance used for search; 0.1 Da

Fragraent Matc|
Extracted from: MPhD stufiDenmark MS DatalQrbitrap DatalO-GleNAc StudylO-GleNAC_crystallinlObe00985_crystallin, TAG_HCDETOvZ RAW #6748 RT: 8382
FTMS, HCD, 2=+2, Mono miz=721 83801 Da, MH+=1442 675 Da, Match Tol=0.02 Da
bs-P
927.46594
an0 4
300 s
43325467
& brt-P
= 512,43512
- be-T
E 464.23648
2
; N be*-I
2 ¥ ¥z 71337195
2 13210162 203.13841 bz
Toamoq T 320.17114
ba
1025.44470
bet-INHs
30314456 L ETLT b ber-P
e PEDS 1055.52454
562.77777 910'4-]-'4.2? .
be P bie-NHs-F
00 357, 18903 112554552
bst-I o
599.33185 e
bs®-F 114255688
528.26630 bie2*-MNHz o bur-H:0
e 617.26556 177251697
: | - . ‘ ‘
200 ann &00 200 1000 1200 1400
miz
= Precursor, Precursor-HzO, Precursor-H2O-NHs, Precursor-NHs ==y, y-H0, y-IHs m— b, b-H:0, b-NHs




Peptide Iden

§ Load | save @ Factory Defaults Sequence: YRLPSNWDQSAL, S5-Fhospho_STY (79.96633 Da)
Display Dptians Charge: +2, Monoisotopic m/z: 721.83801 Da (+0.58 mmu/+0.81 ppm), MH+ 1442.66875 Da, RT: 88.91 min,
Charge Detall Levek Identified with: Mascot (v1.15); lonScore:66, Exp Value:4.0E-004, lons matched by search engine: 9/88
@ al Fragment match tolerance used for search: 1.2 Da
o[+ i
Annotation Threshold
@| 25| zotBasePesk
Ol “ Ahsalute Extracted from: EAPhD stuffiDenmark MS DatatOrhitrap Datal0-GleMNAL StudwviObe00995_crystallin, TAG_HCDETDY2Z.RAVW #6748 RT: 88.91
= ITMS, ETD, 2=+2, Mono rmiz=721.82801 Da, MH+=1442 66275 Da, Match Tol=0.8 Da
Show Legend
[ Use Search Settings e-ls
Match Tolerances . 3500 4 713.25
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Activation Type: | ETD 3000 4 /
lon Serizs Neutral Losses
O -H:0
O -NHs
@ 1 2500 o
Oerl Oz2
PTHs Dther
-HsFPOs (-F) O Immonium cs*
Prectrsor % 2000 1170.33
2
E c-ls*, o
2 1042.08
E
1500 ol
92617
1000 o
500 4
e-la c-le yu'-F
546,25 82725 1025.25
a T T T T T T T
200 400 00 200 1000 1200 1400
iz
—_— y, E Il — -] — Preciirsor

38



Identification Details

Load ke

Display Options

- &2 Factory Defaults

Charge Detai Level
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Show Legend

[[] Use Search Settings
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Mass Analpzer. ‘ ITHS
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Sequence: YRLPSNVDQSALS, 55-Fhospho_STY (7996632 Da)
Charge: +2, Monoisotopic mfz: 765.35291 Da (-0.54 mmu/-0.7 ppm], MH+ 1529.69853 Da, RT: 8821 min,
Identified with: SEQUEST (v112); XCorr:3.32, lons matched by search engine: 11/24

Fragment match tolerance used for search: 1.2 Da
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Eutracted from: I'"PhD stufiDenmark M3 DataiQrbitrap DatalO-GleNAC Study0-GleNAc_crystallinlOby_alpha_crystallin, TAG_HCD_ETD raw #8590 RT: 88.21
ITME, ETD, z=+2, Mano m/z=765 35201 Da, MH+=1528 63853 Da, Match Tol=0.8 Da
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¢ @2 Factory Defaults o

Display Options
Charge Detall Level
@ Al

O+ |
Armctation Thieshold
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o ERETT
Show Legend

Absolute

[[] Use Seach Settings
Match Tolerances

Mass dnalyzer. | TMS
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Fragments
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@ z+l
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FTHs Other

-HsPOs (-P) [ Immonium

Precursor

14 start

bequence: YROSLFR, 54-FPhospho_STY [72.96633 Da)
Charge: +2, Monoisotopic myz: 525.25171 Da (+1.66 mmu/+3.15 ppm), MH+ 1049.49614 Da, RT: 69.80 min,
Identified with: Mascot (v1.15); lonScore:24, Exp Value:2.3E+000, lons matched by search engine: 548
Fragment match tolerance used for search: 1.2 Da
Extracted from: EAPhD stuffiDenmark MS DataiCrhitrap DatalO-GleMAc StudviObce00995_crystallin, TAG_HCDETDwW2Z RAW #6226 RT. 69.80
ITMS, ETD, z=+2, Mono mfz=525.25171 Da, MH+=1049.49614 Da, Match Tol=0.8 Da
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bequence: APSWIDTGLSEMR, $3-Phospho_STY (7996632 Da), M12-Osddation (15.9%492 Da)

Charge: +2, Monoisotopic m/z: 77983368 Da (-0.36 mmuw/-0.47 ppm), MH+ 155866008 Da, RT:39.16 min,
Identified with: SEQUEST (v1.12); XCorr:3.18, lons matched by search engine: 12/24 T
Fragment match tolerance used for search: 1.2 Da

Fragment
Estracted fram: I\PhD stufiDenmark MS DatalOrbitrap Datal0-GlehAc BtuddO-GleMAc_crystallin\Oby_alpha_crystallin_TAG_HCD_ETDuraw #8723 RT: 8916
ITMS, ETD, z=+2, Mono miz=779.83368 Da, MH+=1558.68008 Da, Match Tol=0.8 Da
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Peptide Identification Details

§ Load | Save @& Factory Defaults . Sequence: APSWIDTGLSEMR, 53-Phospho (7996633 Da), M12-COxidation (15.99492 Da) i
Display Dptions Charge: +2, Monoisotopic m/z: 779.83374 Da (-0.31 mmu/-0.39 ppm), MH+ 155866020 Da, RT: 92.60 min, |
Charge Detail Level Identified wiith: SEQUEST (w1.12); XCorr:4.29, Probability:72.95, lons matched by search engine: 1925 F
@ all Fragment match tolerance used for search: 0.1 Da
o1 |

e Fragrent M
Annatation Thieshald I
® 25| zofBaseresk 21 PG
Ol “l Absaluts Eutracted from: PhD stufDenmark MS DataiOrbitrap Datal0-GleMAc StudnO-GleNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD.raw #3180 RT 9260
== FTMS, HCD, z=+2, Mano m/2=779.83374 Da, MH+=1552 66020 Da, Match Tol=0.1 Da
Show Legend
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Match Tolerances
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Show Legend

[[] Use Seach Settings
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Mass dnalyzer. | TMS
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Fragments

Agctivation Tupe: ETD
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FTHs Other
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Precursor

!y
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bequence: APSWIDTGLSEMR, M12-Ondidation (1599492 Da)
Charge: +3, Monoisotopic m/z: 49356355 Da (-0.13 mmuw/-0.26 ppm), MH+ 147869410 Da, RT: 87.82 min, &
Identified with: Mascot (v1.15); lonScore:79, Exp Value:1.4E-005, lons matched by search engine: 19/%
Fragment match tolerance used for search: 1.2 Da
Extracted from: EAPhD stufiDenmark MS DataiOrhitrap DatalO-GleMAc StudviObce00995_crystallin, TAG_HCDETDwW2Z RAW #6E60 RT. 87.82
ITMS, ETD, z=+3, Mono miz=493.56955 Da, MH+=1478.69410 Da, Match Tal=0.8 Da
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Charge: +3, Monoisotopic m/z: 616.97662 Da (-0.27 mmu/-0.44 ppm), MH+ 184891532 Da, RT: 8743 min, |
Identified with: SEQUEST (v1.12); XCorr:3.40, Probability:68.21, lons matched by search engine: 17/60 i
Fragment match tolerance used for search: 0.1 Da
Extracted from: I\PhD stufiDenmark MS DatalOrbitrap DatalO-GleNAC StudWlO-GleNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD.rawe #8476 RT: 87.43
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Charge: +3, Monoisotopic m/z: 673.6751F Da (+0.32 mmu/40.47 ppm), WMH+ 2019.0109 Da, RT: 109.72 min, |
Identified with: SEQUEST (v1.12); XCorr:5.09, lons matched by search engine: 23/64 W
Fragment match tolerance used for search: 1.2 Da
Extracted from: IPhD stufiDenmark M8 DatatOrbitrap DatalO-GleNAc StudhO-GleNAC_crystallimObe00985_crystallin_ TAG_HCDETDvZ RAW #8496 RT: 10972
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Sequence: ASTSLSPFYLRFPPSFLE, S6-Fhospho (79.96633 Da)
Charge: +3, Monoisotopic m/z: 673.67444 Da (-0.42 mo/-0.62 ppim), MH+ 2019.00876 Da, RT: 109.42 min,
Identified with: SEQUEST (v1.12); XCorr:3.37, Probability:3.43, lons matched by search engine: 15/54

Fragment match tolerance used for search: 0.1 Da

Extracted from: IWPhD stuffDenmark M3 DatalOrbitrap DatalO-GleMNAc StudylO-GleMAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD.raw #11638 RT: 109.42
FTME, HCD, 2=+3, Mono miz=B73.67444 Da, MH+=2019.00276 Da, Match Tol=0.1 Da
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Sequence: EEKFAVTAAFI, T7-AlkyneFhos (611.18299 Da)

Charge: +2, Monoisotopic m/z: 876.41077 Da (+2.14 mmu/+2.45 ppm), MH+ 175181426 Da, RT: 63.07 min,
Identified with: SEQUEST (v1.12); XCorr:1.20, lons matched by search engine: 720

Fragment match tolerance used for search: 1.2 Da

Extracted from: IWPhD stufDenmark MS DatatOrbitrap Datal0-GleMAC StudnO-GleNAc_crystallinlObe01324_alpha_crystallin, TAG_HCDETD.RAWY #5828 RT: 63.07
ITMS, ETD, 2=+2, Mono miz=876 41077 Da, MH+=1751.81426 Da, Match Tol=0.2 Da
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Sequence: FPASTSLSPFYLRPPSFLE, 58-Fhospho_STY (7996632 Da) o
Charge: +3, Monoisotopic myz: 755.04834 Da (-0.24 mmuw/-0.32 ppm), MH+ 2263.13047 Da, RT: 114.20 min,
Identified with: SEQUEST (v1.12); X Corr:5.23, lons matched by search engine: 23/72 T
Fragment match tolerance used for search: 1.2 Da
Extracted fram: I\PhD stufiDenmark MS DatalOrbitrap Datal0-GleMAc BtudyO-GleMNAc_crystallinOby_alpha_crystallin_TAG_HCD_ETD.raw #12287 RT: 11420
ITMS, ETD, z2=+3, Mono miz=755.04834 Da, MH+=2263.13047 Da, Match Tol=0.8 Da
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ptide Identification Details

§ Load & ! Fartory Defaults Fequence. GEHLLESDLFPASTSLSPFYLRPPSFLR, 517-Fhospho_STY (7996632 Da) N
Display Dptions Charge: +3, Monoisotopic m/z: 108620789 Da (+0.38 mmu/+0.35 ppm), MH+ 3256.60910 Da, RT: 119.36 min, |
Charge Detail Level Identified with: SEQUEST (w1.12); XCorr:5.69, lons matched by search engine: 20f108 i
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tiequence: KQASGPERTIPITE, T9-Fhospho_STY (7296632 Da)

Charge: +3, Monoisotopic m,z: 545.28571 Da (+0.12 mmu/+0.21 ppm), MH+ 16338425 Da, RT: 59.94 min,
Identified with: SEQUEST (v1.12); XCorr:5.06, Ions matched by search engine: 21/52
Fragment match tolerance used for search: 1.2 Da

Fragment Matches

Edtracted from: [\PhD stuflDenmark MS DatalOrbitrap DatalO-GleNAC StudnO-GlcNAc_crystallimObe00995_crystallin_TAG_HCDETDvZ.RAVW #4480 RT: 59.94
ITMS, ETD, z=+3, Mono m/z=545 268571 Da, MH+=1633 84256 Da, Match Tol=0.8 Da
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Peptide Identification Details

€ Load |l 5 & Factory Defauls lSequence: KQASGPERTIFITR, T2-Fhospho (79.96633 Da) i
Display Options Charge: +3, Monoizotopic m/z: 545.28571 Da (+0.11 mmu/A0.21 ppm), MH+ 163384256 Da, RT: 59.96 min, |
Charge Detai Level Identified with: SEQUEST (v1.12); XCorr:2.67, Probability:5.48, lons matched by search engine: 1776 3
@ al Fragment match tolerance used for search: 0.1 Da
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O‘ 1 ‘l Absolute Extracted from: [A\PhD stufiDenmark MS DatalOrhitrap Datal0-GleNAc StudwiO-GleMNAC_crystallimObeD0995_crystallin_TAG_HCDETDvZ.RAW #4481 RT. 59.96
== FTMS, HCD, z=+3, Mono miz=545 28571 Da, MH+=1633 84256 Da, Match Tol=01 Da
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bequence: LEKDRFSVNLDVE, 57-Fhospho_STYRevl [75.96633 Da)

Charge: +2, Monoisotopic m/z: 821.91278 Da (-0.9 mmu/-1.1 ppm), MH+ 164281828 Da, RT: 81.23 min,
Identified with: Mascot (v1.15); lonScore: 58, Exp Value:1.4E-004, lons matched by search engine: 9/134

Fragment match tolerance uzed for search: 0.1 Da

Extracted from: I\PhD stuffiDenmark M8 DatalOrhitrap DataiO-GleMAc StudO-GleNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD raw #7585 RT: 81.23
FTMS, HCD, 2=+2, Mono miz=821.91278 Da, MH+=1642.81828 Da, Match Tol=0.1 Da
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Sequence: LLESDLFPASTSLEFFYLRFFSFLE, 514-Fhospho STY (7996632 Da)

Charge: +3, Monoizotopic m/z: 978.50006 Da (+0.21 mmu/+0.22 ppm), MH+ 2933.48563 Da, RT: 124.63 min,

Identified with: SEQUEST (v1.12); XCorr:5.25, lons matched by search engine: 28/96
Fragment match tolerance used for search: 1.2 Da

Extracted from: I"PhD stufiDenmark MS DatalOrhitrap DatalO-GleMNAL Stud0-GleMAc_crystallimObyv_alpha_crystallin_TAG_HCD_ETD.raw #13638 RT: 124.63
ITMS, ETD, z=+3, Mono miz=878.50006 Da, MH+=2933.48563 Da, Match Tol=0.8 Da
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Peptide Identification Details

& Load ke v @ Factory Defaulks Sequenice: PASTSLSFFYLRFPSFLE, 57-Fhospho [79.96633 Da) =
Display Options Charge: +3, Monoisotopic m,z: 706.02551 Da (-0.27 munuf-0.38 ppm), MH+ 211606198 Da, RT: 110.05 min, |
Charge Detail Level: Identified with: SEQUEST (v1.12); XCorr:4.49, Probability:19.38, lons matched by search engine: 20/100 T
@ al Fragment match tolerance used for search: 0.1 Da
O [ 12 |
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FTMS, HCD, z=+3, Mono miz=7068.02551 Da, MH+=2116.06198 Da, Match Tol=0.1 Da
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Sequence; PFFPFHSPER, S7-Phospho (79.96633 Da) G
Charge: +3, Monoisotopic m/z: 43352866 Da (-0.14 mmu/-0.32 ppm), MH+ 129857141 Da, ET: 90.20 min, =l
Identified with: SEQUEST (w1.12); XCorr:5.09, Probability:56.14, lons matched by search engine: 28/52 ‘

Fragment match tolerance used for search: 0.1 Da
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Extracted from: [\PhD stufiDenmark M3 DatalOrbitrap DatalO-GleMAC Studi0-GleMAC_crystalliniObe00895_crystallin_TAG_HCDETDwZ.RAW #6854 RT 90.20
FTMS, HCD, z=+3, Mono miz=433. 52866 Da, MH+=1288.57141 Da, Match Tol =01 Da
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O+ |
Annctation Threshold:
®| 50| 2cfBasePeck

& Factory Defaults

O | ‘ Absolute
Show Legend

[ Use Search Settings
Match Tolerances

Mass bz | 1TMS |
Match Tolerance: 08| Da |
Fragments

Activation Type: ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ok ¥ [J -NH=
c-1
c z+l
Oetl [Oz2

PTHz DOther
-HsFQs (-F) [ Immonium
Precursor

‘4 start

bequeﬂce: FFFFFHSFSR, 57-Fhospho_STY (7296632 Da)
Charge: +3, Monoisotopic m/z: 433.52866 Da (-0.14 mmu/-0.32 ppm), MH+ 1298.57141 Da, RT: 90.19 min,
Identified with: SEQUEST (v1.12); XCorr:3.79, lons matched by search engine: 1526
Fragment match tolerance used for search: 1.2 Da
Fragment Mat
Extracted from: [WPhD stuffDenmark MS DatanOrbitrap Datal0-GleMAC StudwO-GleMNAC_crystallinObe00995_crystallin_TAG_HCDETDvZ RAVW #6853 RT. 9019
ITMB, ETD, 2=+3, Mann miz=433 52866 Da, MH+=1298 57141 Da, Match Tol=08 Da
yo', et
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z
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T Zg'
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miz
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ation Details

& Load | & Factory Defaults Sequence: RFFFFFHSPSE, S8-Fhospho (79.96633 Da) i
Display Dptians Charge: +3, Monoisotopic m/z: 485.56232 Da (-0.19 m/-0.38 ppm), MH+ 145467240 Da, RT: 84.76 min, |
Charge Detail Levek: Identified with: SEQUEST (v1.12); XCorr:4.46, Probability:25.96, lons matched by search engine: 24/55 3
@ al Fragment match tolerance used for search: 0.1 Da
of |
Annotation Threshold
@| 25| zotBasePesk
Ol ‘ Absalute Extracted from: [APhD stufiDenmark MS DatawOrhitrap DatalO-GleNAC StudnO-GleNAC_crvstallinlObe00995_crystallin_TAG_HCDETDw2Z RAW #6414 RT. 84.76

= FTMS, HCD, z=+3, Mono miz=485.86232 Da, MH+=1454.67240 Da, Match Tal=0.1 Da
Show Legend
[ Use Search Settings [MLE3HT
Match Tolerances 48556094
Mass Analyzer. FTHS
Match Tolerance:
300 4
Fragments
Activation Type: | HCD
lon Serizs Neutral Losses
Oa O=x -H:0
b ¥ -NHs 250 4
el [ = [M+3HP--P
Oc Ozt 452.90210
Oerl Oz2
PTHs Other _
. & 200 4 + NHs-F, bs#-F, bt
-HsPOs (-P) [ Immonium = e BRlF, BER I, 122
Precursor 7 2200
E
2
z
o]
=
5
E 150 o
ye'-Ha0, yr*-NH:-F, be
792.41724
J v
100 350.20248
ye'-F
52 428, 22433
332,13300 oo, be
401, 22855
50 - 71 g5 F
175.11845 28314478 F
: o= ye&-F
yu*-F 6325962 1534008
600.79962
; . I | | L . ‘ .
200 300 400 500 00 700 a00 an0
miz
== Frecursor, Frecursor-Hz0, Frecursor-HeO-NHs, Precursor-NHs ==y, y-H:20, y-NHs m— b, b-H:0, b-INHz
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on Details

] Load b save & Factary Defauls - Sequence: RFFFFFHSFER, 53-Fhospho STY (7996632 Da) e
Display Options Charge: +4, Monoisotopic m/z: 364.42297 Da (-0.72 mrnu/-1.98 ppm), MH+ 145467006 Da, RT: 80.16 min, |
Chiarge Detail Level Identified with: SEQUEST (w1.12); XCorr:3.79, lons matched by search engine: 25/60 F
foNy] Fragment match tolerance used for search: 1.2 Da
O [+ |

Fragrnent b
Annctation Threshold:
®| 25| %orBaseFeak
Ol I ‘ Absalute Extracted from: PHhD stuffiDenmark MS DatanOrbitrap Datal0-GleMNAC StudvO-GleMNAC_crystalliniObe00995_crystallin, TAG_HCDETOvZ RAVW #6047  RT: 8016
= ITWMS, ETD, z=+4, Monno miz=364 42257 Da, MH+=1454 67006 Da, Match Tol=0.8 Da
Show Legend
[ Use Search Settirigs 1000 | 52, Z+1a?
Mateh Tolerances 519.67
MassAnabzer | ITMS
Matoh Toletance: won
Fragments
Activation Type ETD o
lon Series Neutral Losses s00 4 #1833
Oa Ox O -H:0
Ob i [J -NHz=
c-1 z
o0 4
[ e z+l
Oetl [Oze2
PTHs Dther
&00
-HsPOs (-F) [ Immonium e-1ue®, cio®, 102"
Precursor % 64925
2
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Z
2
=
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ification Details

&7 Losd | Save & Factory Defaults - Sequence: SDLFPASTSLESPFYLRPPSFLE, 511-Fhospho_STY (79.96633 Da)
Display Optiors Charge: +3, Monoisotopic m/z: 860.09656 Da (+0.29 mrmu/+0.34 ppm), MH+ 2573.27512 Da, RT: 12130 min,
Charge Detail Levek Identified with: Mascot (v1.15); lonScore:67, Exp Value:3.5E-004, Ions matched by search engine: 10/168
@ al Fragment match tolerance used for search: 1.2 Da
O+ |
Annotation Threshold
@ 4 | zasaseres
Ol “ Absolute Extracted from: EXPHD stuffiDenmark MS DatalOrbitrap DatalO-GleNAC StudviObe00995 crystallin, TAG_HCDETDw2.RAVW #9440 RT: 121.30
= ITME, ETD, z=+3, Mono miz=860.09656 Da, MH+=2572.27512 Da, Maich Tol=0.8 Da
Show Legend
[ Use Search Setings 2197, e
Match Tolerances 1124.33
Mass Analyzer, ITMS
Match Tolerance:
Fragments
Activation Type: | ETD
lon Serigs Neutral Losses 180 4 5, 4l
Oa Ox O -H:0 857,25 2w, 2+l
Ob i O -NHa ‘ 1280.50
c1
c
Oerl Dz
PTHs Other Z1s*, Z+l1s
“HsPOs (-P) [ Immonium 134567
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Peptide Identification Details

@ Load [
Display Dptions
Charge Detai Level
@ 8l

&2 Factory Defaults

5| % of Base Peak

1| Absaate
Show Legend

[[] Uss Seaich Sattings

Mateh Tolerances
FTMS
Match Tolerance:

Fragments

Mass Analyzer:

Activation Type: | HCD

lon Series Meutral Losses
Oa Ox Hz0

b ¥ NHs
Oe1l Oz

Oc Ozl

el Oz+2

PThs Other

-HaPO: (-P) [ Immonium

Precursor

Sequence: SDLFFASTSLEFFYLRFFSFLE, 511-Fhospho (7296633 Da)

Charge: +3, Monoisotopic m/z: 860.09576 Da (-0.5 mumu/-0.59 ppm), MH+ 257827274 Da, RT: 119.98 min,
Identified with: SEQUEST (w1.12); X Corr:4.29, Probability:42.38, lons matched by search engine: 74/124
Fragment match tolerance used for search: 0.1 Da

Spestur

Extracted from: [\PhD stufiDenmark MS DataiQrbitrap Datal0-GleNAe StudnO-GleNAc_crystalliniOby_alpha_crystallin, TAG_HCD_ETD.raw #13065 RT: 11988
FTMS, HCD, z=+3, Mono m/z=860.09576 Da, MH+=2578 27274 Da, Match Tol=01 Da

182"
1058, 53455
120+ i
100 o
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. -
70602649
&
&
7
Z
E
g
£ 8o 4
z
5
£
a
3 197
495.22345 75504534
Vb
Y 2
46321895 gL
: 696,89331
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—— Precursor, Precursor-HzO, Precursor-HzO-NHs, Precursor-MNHz: —— 3, y-Hz0, y-NH:

—— b, b-Hz0, b-NH:
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Peptide |dentifi

£ Load | & Fartory Defaults Sequence; SLSPFYLRPPSFLR, 53-Phospho_STY (79.96632 Da) i
Display Options Charge: +3, Monoisotopic m/z: 587.30212 Da (-0.45 mmw0.77 ppm ), MH+: 175989182 Da, RT: 110.40 min, |
Charge Detail Levet Identified with: SEQUEST (v1.12); ¥Corr:4.93, lons matched by search engine: 1852 T
@& a1 Fragment match tolerance used for search: 1.7 Da

|
W % of Base Peak
o) ‘ ‘ Absalute Extracted from: IZPhD stuDenmark MS DatalOrhitrap DatalO-GleMNAc StudyiO-GleMAc_crystallinlObhe00995 _crystallin_TAG_HCDETOvZ RAW #8551 RT. 110.40
ITMS, ETD, z=+3, Mana m/z=587 30212 Da, MH+=1758 88182 Da, Match Tol=08 Da
Show Legend
[[] Use Search Settings cist
Match Taolerances 1603.42
- 600
Mass Analyzer: ITMS
tatch Tolerance: 4133‘17
Fragments
Activation Type: ETD
lok Sefies MNeutral Losses 500
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Peptide Identification Details

€ Load
Display Options

Charge Detal Level
& s

(o] EIEE i
Annatation Threshold
® 25| zotBaseresk

& Factory Defauls -

fo]| 1000 | Absclute
Show Legend

[] Use Search Settings
Match Tolerances

MassAnabizer: | FTHS
Match Tolerance:
Fragments

Activation T ype: HCD

lon Series Neutral Losses
Oa [Ox -H=0

b b -NHz
Oec1 Oz

Oec Oz

Oed [Oz42

PThs Other

[ Immonium
Precursor

“HsPO: (-F)

Sequence: SLSPFYLRPPSFLE, 53-Fhospho (79.96633 Da)
Charge: +3, Monoisotopic m/z: 58730212 Da (-0.45 mmuw/-0.77 ppm], MH+ 1759.89182 Da, RT: 110,42 min, |
Identified with: SEQUEST (v1.12); XCorr:2.87, Probability:19.03, lons matched by search engine: 14/7 T
Fragment match tolerance used for search: 0.1 Da
Extracted from: I\PhD stufiDenmark MS DatalOrhitrap DatalO-GlcMAC Studyi0-GleMAc_crystallimObe00995_crystallin_TAG_HCDETDy2 RAW #8552 RT. 110.42
FTMS, HCD, 2=+3, Mono m/z=587.30212 Da, MH+=1750.88182 Da, Match Tal=0.1 Da
12
e 69639166
500 yu-F
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=
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pE S . . . . | ‘
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——— Precursor, Precursor-Hz0, Precursor-HzO-MNHs, Precursor-MNHs =——— 1y, y-H:0, y-NHs m— b, b-Hz(, b-NH3
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Peptide |dentification Details

€ Load b S & Factory Defaults Sequence; STSLSPFYLRPPSFLE, 55-Phosphe_STY (79,6632 Da) ~
Display Options Charge: +3, Monoisotopic mfz: 649.99561 Da (-0.21 mmu/-0.32 ppm), MH+ 194797236 Da, RT: 110.04 min,
Charge Detail Level: Identified with: SEQUEST (w1.12); XCorr:4.85, lons matched by search engine: 2160 =
@ sl Fragment match tolerance used for search: 1.2 Da
Fragment Mat
Ol ‘ Ahsolute Extracted from: IAPhD stuDenmark M35 DataiQrhitrap Datand-GleMAC Studn0-GleMAc_crystalimOby_alpha_crvstallin_TAG_HCD_ETD raw #11726 RT. 110.04
ITMS, ETD, z=+3, Mano miz=648 98561 Da, MH+=1847 973226 Da, Match Tol=0.8 Da
Show Legend
[[] Use Search Settings zs*
Match Talerances 419.26 il
13
Maszz Analyzer; ITMS 1530.69
Match Tolerance: 3000 H
Fragments ]
Activation Type: | ETD ! . 7;g86
lon Series Neutral Losses .= '
Oa (ol 52 [ -H:0 —
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= 1093.52 167770
o N
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b 506.26 el 154461 . rsel
Z+ls ='\
15, 24+l 24ls 1133.60
828.93.“ 370,57
0o ys'y cra®-T
716.35
o e
406:26 670,24
500 7o
. 572,18 EEfelP
= . Vs 1432.02
435,26 619.26 e
o T ‘ T T
500 4000 1500
miz
—_— 5 2] m— ] — Precirsor
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§1 Load B4
Display Options
Charge Detail Level
foNy]

O+ |
Annctation Threshold:
®| 50| 2cfBasePeck

& Factory Defaults

Sequence: TIPITREEKFPAVTAAFK, T5-Fhospho_STYRevl (7296633 Da)
Charge: +3, Monoisotopic m/z: 634.67389 Da (-0.86 mmu/-1.36 ppm), MH+ 1902.00711 Da, RT:69.22 min,
Identified with: Mascot (w1.15); IonScore:98, Exp Value:6.7E-009, lons matched by search engine: 12/128

Fragment match tolerance used for search: 1.2 Da

Fragrment Mat

Ol ‘ Absolute Extracted from: IPhD stufiDenmark MS DatawOrhitrap DatalQ-GlcMAC Studno-GleMAC_crystallimOby_alpha_crystallin_TAG_HCD_ETD.raw #4930 RT. £9.22
— ITMB, ETD, z=+3, Maonn miz=634 67388 Da, MH+=1802.00711 Da, Match Tol=0.8 Da

Show Legend

[ Use Search Settirigs a0
Match Tolerances

Mass ndbzer | ITHS |

Match Tolerance: 08| Da |

Fragments

Activation Type: ETD

lon Series Neutral Losses
Oa Ox 0 -H:0
Ob ¥ [] -NH= 300 4
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Peptide Identification Details
. ~

] Load

Display Options

@ Factory Defaults

Charge Detall Level
@ Al

O+ |
Armctation Thieshold
@ 50 ZotbasePeak

< ‘ ‘ Absolute
ShetLetend

[[] Use Seach Settings
Match Tolerances

Mass dnalyzer. | TMS
Match Tolerance:
Fragments

Agctivation Tupe: ETD

lon Series Meutral Losses
Oa Ox O -H0
Ob ¥ [J -NHs
ol z

@ z+l

Oetl [ z42

FTHs Other

-HsPOs (-P) [ Immonium

Precursor

14 start

Sequence: TSLSPFYLRPPSFLE, 54-Phospho 5TV (79.96632 Da)
Charge: +3, Monoisotopic m/z: 62093456 Da (-0.58 mmuw/-0.93 ppm), MH+ 1360.93912 Da, RT: 110.12 min,
Identified with: SEQUEST (v1.12); XCorr:4.35, lons matched by search engine: 19/56
Fragment match tolerance used for search: 1.2 Da
Extracted from: I\PhD stufiDenmark MS DatalOrhitrap DatanQ-GleMAC StudnO-GleMAC_crystalliniObe00995_crystallin, TAG_HCDETOwZ RAW #8528 RT. 11012
ITMS, ETD, z=+3, Mono miz=620.99456 Da, MH+=1860.93812 Da, Match Tal=0.8 Da
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& Factory Defaults

Display Options
Charge Detail Level
foNy]

O+ |
Annctation Threshold:
®| 50| 2cfBasePeck

O | ‘ Absolute
Show Legend

[ Use Search Settings
Match Tolerances

Mass bz | 1TMS |
Match Tolerance: 08| Da |
Fragments

Activation Type: ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ok ¥ [J -NH=
c1

c
Ol [ ze2
PTHz DOther

[J Immonium
Precursor

-HsFO: (-F)

bequeﬂce: ¥LEFFEFLE, 56-Fhospho_STY (79.96632 Da)
Charge: +3, Monoisotopic m/z: 410.2125¢ Da (-0.22 mmu/-0.53 ppm), MH+ 1228.62320 Da, RT: 90.45 min,
Identified with: SEQUEST (w1.12); XCorr:2.92, lons matched by search engine: 15/32 T
Fragment match tolerance used for search: 1.2 Da
Extracted from: [WPhD stuffDenmark MS DatanOrbitrap Datal0-GleMAC StudwO-GleNAC_crystallinObe00995_crystallin,_TAG_HCDETODvZ RAVW #6875 RT. 90.45
ITMS, ETD, z=+3, Manno miz=410.21253 Da, MH+=1228 62320 Da, Match Tol=08 Da
[
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eptide Identification Details

Load ke Save

Display Options

Charge Detail Level
& al

o[«

Annotation Threshaold:

& Factory Defaults

®| 50 %oiBasePeck

ol wow
Show Legend

] Use Search Settings
Match Tolerances

Mass Analyzer:

Fiagments

Activation Type: ETD

lon Series

Oa Ox
Op ¥
c1 z

@ z+l
Ol [ ze2
FTHs

~HzFOs (-F)

Absalute

ITHS
Match Tolerance:

Meutral Losses
0 -H:0
[] -NH=

DOther
[ Immonium
Precursor

Intensity [counts)

zo0

o
=}

100

50

MH+ 2545.26212 Da,

Sequence; AGPPPGPAPGSGPAPAPAFATAQPAFPAAK, 511-Phospho_STY (7996633 Da)
Charge: +3, Monoisotopic mjz: 849.09222 Da (+0.63 mmu/+0.8 ppm),
Identified with: Mascot (v1.15); IonScore:61, Exp Value:1.7E-003, lons matched by search engine: 27/224
Fragment match tolerance used for search: 1.2 Da

RT: 66.95 mir,

BExtracted from: EAPhD stufiDenmark MS DatalOrbitrap Datal0-GleMNA: StudviObe00895_crystallin, TAG_HCDETDvZ RAVW #5008 RT: 6695
ITMS, ETD, z=+3, Mono miz=849.09232 Da, MH+=2545 26212 Da, Match Tol=08 Da
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7 Load | save & Factory Defadkts

Display Options
Chaigs Detail Levet

@ al

ol I
Annotation Threshold:

(0] r __D] % of Base Peak

o] 1| bsciute
Show Legand

[ Use Search Settings
Match Tolerancas

Mass Arilyzer | ITMS
Match Tolerance

Fragments

Activation Type: | ETD
Jon Series Neuiral Losses
Oa O [ -Hz0
Ob ¥ O -NHs

o+l 242

PThs Other
-HzPOs (-P) [ Immonium
Frecursor

Sequence: ANLGKNVSTNMHHGPAAEIAVETTVIK, 58-Phospho (79.96633 Da), T9-Fhospho (79.96633 Da)
Charge: +5, Moneisotopic m/fz: 590.07782 Da (+0.26 mmu/+0.61 ppm), MH+ 2946.35999 Da, RT: 104.58 min,
Identified with: SEQUEST (v1.13); XCorr:4.29, lons matched by search engine: 41/208
Fragment match tolerance used for search: 1.2 Da
Extracted from: EAO-GleMNAc method developmentObc01324_alpha_crystallin, TAG_HCDETD RAW #8878 RT.104.58
ITMS, ETD, z=+5, Mono miz=590.07782 Da, MH+=294F 35999 Da, Match Tol=0.8 Da
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7 Load | save & Factory Defaults

Display Options
Charge Detail Level
@ al
of

Anriotation Threshold:

@ 1| motBassPesk

o 1001 Absolute
Shoiw Legend

[ Use Seach Settings
Match Tolerances

Mass Anazer. | FTHS
Match Tolersnce:

Fragments

Activation Type: | HCD

lon Series Meutral Losses
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el Ozt2

PTHs Other

-H:POs (-F) [ Immonium
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Sequence: AVFPSIVGRER, S5-Phospho_STY (79.96633 Da)
Charge: +2, Monoisotopic m/z: 63983942 Da (-0.17 mmu/-0.27 ppm), MH+ 12786715 Da, RT: 84.85 min,
Identified with: Mascot (v1.16); IonScore:42, Exp Value:Z.0E-003, lons matched by search engine: 5/84
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAO-GleNAC method developmentObe00395_crystallin_TAG_HCDETOwZ.RAW #8421 RT. 84.85
FTME, HCD, 2=+2, Mono miz=638.82042 Da, MH+=1278.67156 Da, Match Tol=0.1 Da
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Show Legend

[] Use Search Settings
Mateh Toleranices

Mass Analyzer, | ITMS
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Fragments

Activation Type: | ETD

&2 Factory Defaults
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Intensity [counts)

Sequence: DSGDFGAPQFPQVQSVRR, S14-Fhospho_STYRevl (79.96633 Da)
Charge: +3, Monoisotopic m/z: 641.96143 Da (-0.42 mo/-0.65 ppim), MH+ 192386972 Da, RT: 72.72 min,
Identified with: Mascot (v1.15); lonScore:96, Exp Value:3.9E-008, Ions matched by search engine: 11/128
Fragment match tolerance used for search: 1.2 Da

Extracted from: I\PhD stuffiDenmark M8 DatalOrhitrap DataiO-GlehAc StudO-GleNAc_crystallimOby_alpha_crystallin_TAG_HCD_ETD raw #8386 RT: 72.72
ITME, ETD, z=+3, Mono miz=641.96143 Da, MH+=1922.86872 Da, Maich Tol=0.8 Da
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@7 Load b save & Factory Defaults

Display Options
Charge Detail Level:
@ 8l

ol

Annotation Threshold

@r 1l “ % of Base Peak

Y|S0
Show Legend
[ Use Search Settings
Mateh Tolerances

Mass Analyzer, [ITMS

Absalute

Match Tolerance

Fragrnents

Activation Type: ETD
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Ov ¥y

il
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Oetl [Oz42

PTHs
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Meutral Losses
[ -HeD
[ -NHa

Other
[ Immonittm
Precursor

2000

Saquence: DTNVSAAEAASQCLOTLVR, 55-Phospho_STY (79.96633 Da)
Charge: +3, Monoisotopic m/z: 686.31415 Da (-3.04 mmu/-4.43 ppm), MH+ 205692789 Da, RT: 75.27 min,
Identified with: Mascot (v1.16); lonScore:45, Exp Value:1.0E-003, lons matched by search engine: 12144
Fragment match tolerance used for search: 1.2 Da
Fragment b
Exdracted fram: EMO-GleMNAC method developmenflOby_alpha_crystallin_TAG_HCD_ETD.raw #6740 RT: 7527
ITMS, ETD, z=+3, Mono m/z=6586.31415 Da, MH+=2056.92789 Da, Maich Tol=0.8 Da
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Peptide Identi

€ Load | -
Digplay Options
Charge Detail Level:
@ al

ol |

Annotation Threshold:

@[ 10| %otBase Peak
(ol 1| abschte
Show Legend

& Factory Defaults

[[] Use Ssarch Settings
Mateh Tolerances

Mass dnslyzer | FTMS
Match Tolerance:

Fragments

Activation Type: | HCD

lon Series Neutral Losses
Oa [Ox -H:0

b ¥ -MHs
Oel O=

Oc Oz

Oetl [z+2

PThs Other
-HsPO: (-P) [ Immonium
Frecursor

Eequence: EASQAAAAASLQSR, 510-Phospho STY (79.96633 Da)
Charge: +2, Monoisotopic m/z: 720.82953 Da (+1.93 mmu/+2.67 ppm), MH+ 144065178 Da, RT: 84.54 min,
Identified with: Mascot (v1.16}; lonScore:26, Exp Value:1.7E-001, lons matched by search engine: 4/148
Fragment match tolerance used for search: 0.1 Da
Exracted from: EAD-GlcNAC method developmentiChy_alpha_crystallin_ TAG_HCD_ETDraw #8058 RT. 8454
FTME, HCD, z=+2, Mono miz=720.82953 Da, MH+=1440.65178 Da, Match Tol=0.1 Da
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7 Load b ove & Factory Defadkts

Display Options
Chaigs Detail Levet

@ al

ol I
Annotation Threshold:

(0] r __D] % of Base Peak

o] 1| bsciute
Show Legand

[ Use Search Settings
Match Tolerancas

Mass Aridyzer. | FTMS
Match Tolerance

Fragments

Activation Type: | HCD
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Oc O=z#l
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-HzPOs (-P) [ Immonium
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Sequence: EASQAAAAASLQSR, 213-Thospho_STY (7996633 Da)
Charge: +2, Moneisotopic m/fz: 720.82953 Da (+1.93 mmu/+2.67 ppm), MH+ 144065178 Da, RT: 84.54 mirn,
Identified with: Mascot (v1.16); lonZcore26, Exp Value:1.7E-001, lons matched by search engine: 4/148
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAD-GleMNAc method developmentOby_alpha_crystallin TAG_HCD_ETD.raw #8058 RT. 84.54
FTMS, HCD, z=+2, bono m/z=720 82953 Da, MH+=1440.65178 Da, Match Tol=01 Da
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Peptide Identification Details:

@1 Load b Save & Factory Defaults

Display Options
Charge Detail Level
foN]

Of++ \

Apnotation Threshold:

®| 25| %orBaseFeak
@) | “ Absalute
Show Legend

] Use Search Settings
Mateh Tolerances

Mass Analyzer: | ITMS
Match Tolerance:
Fragments

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ob i [J -NHz=
c-1 z

z+l

Oetl [Oze2

FThs Dther

-HsPOs (-F) [ Immonium

Precursor

Sequence: EHIKSLETQISEWNLQLE, 511-Fhospho (79.96633 Da)
Charge: +5, Monoisotopic m/z: 456.03403 Da (+1.74 mmu/+3.83 ppim), MH+ 227614103 Da, RT: 6846 min,
Identified with: SEQUEST (w1.13); XCorr:4.66, Ions matched by search engine: 317136

Fragment match tolerance used for search: 1.2 Da

Extracted from: EAO-GleMAC method developmentObe00995_crystallin_ TAG_HCDETDw2Z.RAW #9123 RT, 62.46 =
ITWMS, ETD, z=+5, Mann miz=456.03403 Da, MH+=2276.14103 Da, Match Tol=08 Da
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Peptide Identification Details:

1 Load o

Display Options
Charge Detail Level
foN]

Of+ 1

Apnotation Threshold:

®| 50| %orBaseFeak
@) | \‘ Absalute

Show Legend

(&2 Factory Defauls

] Use Search Settings
Mateh Tolerances

MassAnabyzer | ITMS
Matoh Toletance:

Fragments

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ob i [J -NHz=
c-1 z

z+l

Oetl [Oze2

FThs Dther

-HsPOs (-F) [ Immonium

Precursor

‘4 start

bequeme: EISHDPSLKPWTASYDFGSAK, 519-Fhospho_STY (72.96633 Da)
Charge: +3, Monoisotopic m/z: 78935986 Da (-1.7 mmu/-2. 15 ppm), MH+ 2266.06504 Da, ET: 81.50 min,
Identified with: Mascot (w1.15); lonScore:74, Exp Value:1.4E-004, lons matched by search engine: 20/160
Fragment match tolerance used for search: 1.2 Da
Fragment Matches
Extracted from: EAPhD stufiDenmark M8 DatalOrbitrap DatalO-GleMNA: StudWObec00995_crystallin, TAG_HCDETDvZ RAV #6153 RT: 81.50
ITMS, ETD, z=+3, Mono miz=789.35986 Da, MH+=2366.06504 Da, Match Tol=08 Da
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tification Details

1 Load ko save

Display Options

@2 Factory Defaults

Charge Detail Levsl:
@ al

O+ I
Annatation Threshald:
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Show Legend

[[] Use Search Settings
Match Tolerahces

Mass Analyzer. tFTMS
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Fragments

Activation Type: | HCD
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Sequence: EISHDPSLKPWTASYDFGEAK, 519-Phospho_STY [79.96633 Da)
Charge: +3, Monoisotopic mfz: 789.36115 Da (-0.41 mmu/-0.52 ppm]), WMH+ 2366.06855 Da, RT: 83.54 min,
Identified with: Mascot {v1.16); Ion3core:29, Exp Value:4.5E-002, lons matched by search engine: 12/Z20
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAO-GleNAC method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #7817 RT: 83.54
FTMS, HCD, z=+3, Mono miz=788.36115 Da, MH+=236 06888 Da, Match Tol=01 Da
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Peptide Identific:

Display Options
Chargs Detsil Levet
ol
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Annotation Threshold,

&2 Factory Defaults

@| 25| zotBasePesk

e | ‘ Absolute

Show Legend

[] Use Search Settings
Mateh Toleranices

Mass Analyzer, I-ITMS
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Fragments

Activation Type: | ETD

lon Serizs

Oa Ox

c z+l
Oectl Oz+2
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~H:POs [-P)

Heutral Losses
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O -NHa

Dther
O Immonium

Precursor

bequence: ENSPSFLSWWIC, 55-Fhospho (79.96633 Da)

Identified with: SEQUEST (v1.13); XCorr:2.91, Ions matched by search engine: 12/20
Fragment match tolerance used for search: 1.2 Da

Extracted from: EAO-GleMAC method developmenfiOhc00935_crystallin, TAG_HCDETOvZ RAYY #5131
ITME, ETD, z=+2, Mono miz=705.81124 Da, MH+=1410.61540 Da, Maich Tol=0.8 Da

RT: £8.65

Charge: +2, Monoisotopic m/z: 705.81134 Da (+3.2 munu/+4h53 ppm), MH+ 141061540 Da, RT: €8.55 min,
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Peptide Identification Details

& Load
Display Dptions
Charge Detail Level
@ Al
O+ |
Annotation Threshold
@ 25| zorBasePeak
o | absoluts

Show Legend

& Factory Defaults

[[] Use Search Settings
Match Tolerances

Mass Analyzer ITMS
Match Tolerance:

Fragments

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ob ¥ O -NHs
c-1
c z+l
e+l O z42

PTHs Other
-HsPOs (-F) [ Immonium
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Intensity [counts]
o
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bequence: EWGSHAQTSQIQSIRER, 513-Phospho (79.96633 Da)
Charge: +3, Monoisotopic m/z: 65530865 Da (-0.69 mmuw/-1.05 ppm), MH+ 1963,
Identified with: SEQUEST (v1.13); ¥XCorr:4.12, lons matched by search engine: 24/60
Fragment match tolerance used for search: 1.2 Da

91141 Da, RT: 68.57 tmit,

Extracted fram: EXO-GleMNAS method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #5844 RT: 63.57
ITMS, ETD, z=+3, Mono miz=655.30865 Da, MH+=1963.91141 Da, Match Tol=0.8 Da
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Peptide Identification Details

@ load k] Seve & Factory Defaults - Sequence: EYILVEEAKLEK, ¥2-FPhospho_STY (79.96633 Da)
Bt o Charge: +3, Monoisotopic mfz: 50125211 Da (-4,42 mmuj-8.82 ppm), MH+: 1501,7417 Da, RT: 73.22 min, =
Chargs Detail Level: Identified with: Mascot (v1.16); lon3core:50, Exp Value:3.3E-004, lons matched by search engine: %/88
@ &l Fragment match tolerance used for search: 1.2 Da
(o] i
S Fragment Mat
Annatation Threshald: £
®[  05] zofBasePeak
Ol 1 Absolute Extracted from: EAO-GleNAc method developmentiOhcd1345_alpha_crystallin_TAG_CIDETD RAVY #5242 RT:73.22 =
S TS, ETD, z=+3, Mono miz=501 25211 Da, MH+=1501.74176 Da, Match Tol=0.8 Da
Show Legend
[[] Use Search Settings
Match Tolerahces
Mass Analyzer. DTMS
Match Tolerance:
Fragments
Activation Type:  ETD 400 +
lon Series Neutral Losses
Oa Ox [ -H:0
Ow O -1H:
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tion Details

& Factory Defaults

Display Options
Charge Detail Level
foNy]

O+ |
Annctation Threshold:
®| 05| 2cfBasePeck

ol wow
Show Legend

Absalute

[ Use Search Settings
Match Tolerances

Mass bz | 1TMS |
Match Tolerance: 08| Da |
Fragments

Activation Type: ETD

lon Series Neutral Losses
Oa Ox 0 -H:0
Ok ¥ [J -NH=

z
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Ol [ ze2
PTHz DOther

[J Immonium
Precursor

-HsFO: (-F)

‘4 start

Sequence: FESATMVANAFQGGR, $2-Fhospho_STY (72.96633 Da), M6-Oxidation (15,9492 Da)
Charge: +2, Monoisotopic m/z: 820.34943 Da (-0.97 mmu/-1.18 ppm), MH+ 1639.69158 Da, RT:85.73 min,
Identified with: Mascot (v1.16); lonScore:4], Exp Value:2.8E-003, lons matched by search engine: 77112
Fragment match tolerance used for search: 1.2 Da
Fragment Matc
Extracted from: EAO-GlcMAc method developmentiObe00995_crystallin_TAG_HCDETDw2.RAW #6495 RT. 85.73
ITMB, ETD, z=+2, Maonn miz=820.34943 Da, MH+=1639 69158 Da, Match Tol=0.8 Da
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@1 Load | 2w 22 Factory Defaults
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Show Legend

] Use Search Settings
Match Tolerances

Mass Analyzer: ITHS
Match Tolerance:
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Sequence; GDYKDEGDFGAFQPQVQSVE, 518-Fhospho_STY (7996633 Da) e
Charge: +3, Monoisotopic mjz: 744.33051 Da (+0.13 mmu/+0.15 ppm), MH+ 22309769 Da, RET: 7337 min, |
Identified with: Mascot (v1.15); IonScore:67, Exp Value:7.8E-004, lons matched by search engine: 24/152 T
Fragment match tolerance used for search: 1.2 Da
-
BExtracted from: EAPhD stufiDenmark M8 DatalOrbitrap DatalO-GleMNA: StudviObe00895_crystallin, TAG_HCDETDvZ RAVW #5509 RT: 73.37
ITMS, ETD, z=+3, Mono miz=744 33051 Da, MH+=2230 876496 Da, Match Tol=0.8 Da
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Peptide Identification Details
a

Load b

& Factory Defaults Sequence: GSNLLTIKDEAENSFLLEELLAFR, 514-Phospho [79.96633 Da) it
Display Options Charge: +4, Monoisotopic m/z: 70135260 Da (-1.92 mmuw/-2. 74 ppm), MH+ 280238857 Da, RT: 7474 min, =
Chargs Detail Leve! Identified with: SEQUEST (v1.13); XCorr:4.23, lons matched by search engine: 24/138
@ Al Fragment match tolerance used for search: 1.2 Da
O+ |
Annutal_lEr:_T_}:Eshu\d
@ 05| ZotbasePeak
O ‘ ‘ Absolute Extracted from: EAO-GleNA: method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #BE61 RT. 74.74 =
S ITMS, ETD, z=+4, Maono miz=701.35260 Da, MH+=2802.38857 Da, Match Tal=0.8 Da
Shoiw Lagend
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Peptide Identification Details
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@] Load b save & Factory Defaulks
Display Dptions

Charge Detail Level
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Show Legend

[[] Use Search Settings

Match Tolerances
ITMS
Match Tolerance:

Fragments
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FTMs Other
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Sequence: GSVAAPSPAPGPALRPAPEDQR, 52-FPhospho (7996633 Da) o
Charge: +3, Monoisotopic m/z: 74103003 Da (-0.24 mmw/-0.32 ppm), MH+ 2221.07553 Da, RT: 73.15 min,

Identified with: SEQUEST [v1.13); XCorr:4.71, lons matched by search engine: 26/84 T
Fragment match tolerance used for search: 1.2 Da

Fragment

Extracted fram: EXO-GleMNAS method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #6447 RT: 7315 =
ITMS, ETD, z2=+3, Mono miz=741.03003 Da, MH+=2221.07553 Da, Match Tol=0.8 Da
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o
& Load I 5
Display Dptions

Charge Detail Level

G Al

ol
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¢ @2 Factory Defaulks o

[] Use Search Settings

Mateh Tolerances
ITMS
Matah Tolerance

Fragments

Mazs Analpzer:
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cl
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PTMs Dther
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-HsFOs {-F)

Sequence: HOGVMVGMGOKDSYVGDEAQSK, M5-Oscidation (1599492 Da), MB-Oxidation (1599492 D), 513-Phospho_STY (79.96633 Da) ’_‘|
Charge: +3, Monoisotopic m/z: 821.68134 Da (-0.76 mmuw/-0.93 ppm), MH+ 2463.02945 Da, RT: 62.84 min, =i
Identified with: Mascot (v1.16); lonScore:91, Exp Value:4.5E-008, Tons matched by search engine: 23/168

Fragment match tolerance used for search: 1.2 Da

Extracted from: EXO-GleMAc method developmentOby_alpha_crystallin_TAG_HCD_ETDuraw #9165 RT: 62.94 =
ITMS, ETD, 2=+3, Mono miz=2821.681324 Da, MH+=2463.02945 Da, Maich Tol=0.8 Da
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Peptide |dentification Details

€ Load | 5o @ Factory Defaults Fequence: HWNEWD ANQPQLQSVRE, 514-Fhospho (79.96633 Da) i
Diisplay Options Charge: +3, Monoisotopic mfz: 748.67438 Da (-0.31 mmu/-0.42 ppm), MH+ 2244.00858 Da, RT: 78.82 min, |
Chiarge Dietail Level: Identified with: SEQUEST (w1.13); XCorr:5.10, lons matched by search engine: 2464 T
@ sl Fragment match tolerance used for search: 1.2 Da

Fragment b
rEshoId i
0] % ¢t Base Pesk
| absciute Extracted fram; EAC-GleMNAS method developmentiOhy_alpha_crystallin_TAG_HCD_ETD.raw #7245 RT. 76.62
——== ITMS, ETD, z=+3, Mano miz=748 67438 Da, MH+=2244.00858 Da, Match Tol=0.8 Da
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@71 Load ko
Display Options
Charge Detail Level:
@ Al
Of+:+ |
Annotation Threshold,

@[ 40

40 %of Bass Peak

9] | ] ‘ Absolute

Show Legend

&2 Factory Defaults

[] Use Search Settings
Mateh Toleranices

Mass Analyzer. ITMS
Match Tolerance:

Fragments

Activation Type: | ETD

lon Serizs Neutral Losses
Oa O=x 0 -H:0
Ob ¥ O -NHs

c-1

Oetl O z+2

PTh= Other
“HsPOs (-P) [ Immonium

Prectrsor

Identified with: Mascot (v1.16); lonScore:4Z, Exp Value:2.3E-003, lons matched by search engine: 9/88
Fragment match tolerance used for search: 1.2 Da

Extracted from: EAO-GleNAC method developmentOby_alpha_crystallin_TAG_HCD_ETD.raw #6993 RT. 77.12
ITMS, ETD, 2=+2, Mono miz=732.21860 Da, MH+=1462.62993 Da, Match Tol=0.8 Da

Sequence: IMNTFSVMPSPE, M2-Oxidation (15.99492 Da), M&-COxidation (15.99492 Da), 510-Fhospho_STY (79.96633 Da)
Charge: +2, Monoisotopic m/z: 732.31860 Da (-0.58 mmu/-0.79 ppm), MH+ 146362993 Da, RT: 77.12 min,
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@] Load b Save & Factory Defaukts .
Display Options
Charge Detail Level
@ Al
o[« |
Annotation Threshold
@[ | motBasspeak
o[ 1]
Show Legend
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[[] Use Szarch Settings
Match Talerancas

Mass Analyzer | FTMS |
Match Tolerancs 01oa v

Fragments

Activation Type: | HCD

lon Series Neutral Losses
Oa Ox -H:0
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el Ozt2
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HsPOs (-F)
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Sequence: IMNTFSVMPSPEK, M2-Cwxidation (15.99492 Da), ME-Osddation (15.99492 Da), $10-Phospho_STY (79.96633 Da)
Charge: +2, Monoisotopic m/z: 73231860 Da (-0.58 mmuw/-0.79 ppm), MH+ 1463.62933 Da, RT: 77.11 min,
Identified with: Mascot {v1.16); lonScore:4%, Exp Value:4 8E-004, lons matched by search engine: 9/113
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAO-GleMAc method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #6938 RT: 77.11
FTMS, HCD, z=+2, Mono miz=732.31860 Da, MH+=1483.62893 Da, Match Tol =01 Da
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@7 Load b Save &2 Factory Defaults

Display Options
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Annctation Threshold:
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Show Legend

Absalute

[ Use Search Settings
Match Tolerances

Mass bz | 1TMS |
Match Tolerance: 08| Da |
Fragments

Activation Type: ETD
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z
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Ol [ ze2
PTHz DOther

-HsFQs (-F) [ Immonium
Precursor

‘4 start

Sequence: IMNTFEWVEPSFE, M2-Oxidation (15.99492 Da), 510-Fhospho_STY (79.96633 Da)

Charge: +2, Monoisotopic m/z: 708.33563 Da (-0.05 mmu/-0.08 ppm), MH+ 1415.66399 Da, RT:84.33 min,
Identified with: Mascot (v1.16); lonScore:55, Exp Value: 1.BE-004, lons matched by search engine: 13/88
Fragment match tolerance used for search: 1.2 Da

Fragment Matc

Extracted from: EAO-GlcMAc method developmentiObe00995_crystallin_TAG_HCDETDw2.RAW #B8380 RT. 84.33
ITMB, ETD, z=+2, Maonn miz=708.334563 Da, MH+=1415 66399 Da, Match Tol=0.8 Da
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@7 Load |k save & Factory Defaults .

Display Options
Charge Detail Level
@ Al
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Annotation Threshold

@ 1| motbasspeak
(ol 1000 Absclute
Shaw Lagend

[[] Use Szarch Settings
Match Talerancas

Mass Anszer | FTMS
Match Tolerance:

Fragments

Activation Type: | HCD

lon Series Meutral Losses
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-H:PO: (-F) [ Immonium
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Sequence: IMNTFSVVPEPEK, M2-Oxidation (15.99492 Da), £10-Fhospho_STY (7996633 Da)
Charge: +2, Monoisotopic mfz: 708.33502 Da (-0.67 mmu/-0.94 ppm), MH+ 141566277 Da, RT: 85879 min,
Identified with: Mascot {v1.16); lonZcore:31, Exp Value:4.0E-002, lons matched by search engine: 6/118
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAO-GleMAc method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #8254 RT: 8583
FTME, HCD, z=+2, Mono miz=702.33502 Da, MH+=1415.66277 Da, Match Tol.=0.1 Da
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Sequence: IPTYTHGQSRPSLGDAK, 512-FPhospho (79.96633 Da)
Charge: +3, Monoisotopic m/z: 63663739 Da (-1.19 mmu/-1.87 ppm),
Identified with: SEQUEST (v1.13); XCorr:5 18, lons matched by search engine: 27/64
Fragment match tolerance used for search: 1.2 Da

MH+ 190789762 Da,

Extracted from: EXO-GleNAC method developmenhOby_alpha_crystallin_TAG_HCD_ETDraw #9637 RT. 66.91
ITMS, ETD, 2=+3, Maono miz=636.637 38 Da, MH+=1907.89762 Da, Match Tal=0.8 Da
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Peptide Identification Details
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Charge Detail Level
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Annotation Thieshold
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Show Legend

& Factory Defaults

[[] Use Search Settings
Match Tolerances

ITMS
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Fragments
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c-1

c z+l
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FTMs Other

-HsPOs (-F) [ Immonium

Frecursor

bequence: ITLYENPNFTGKE, T10-FPhospho ST (79.96633 Da)

Charge: +3, Monoisotopic m/z: 535,59521 Da (-0.32 mmuw/-0.6 ppm), MH+ 160477109 Da, RT: 73.44 min,
Identified with: Mascot (v1.16); lonScore:62, Bxp Value:2.3E-005, lons matched by search engine: 16/96 T
Fragment match tolerance used for search: 1.2 Da

Fragment

Estracted fram: EXO-GleMNAS method developmentiObe00895_crystallin_TAG_HCDETDw2 RAWY #5905 RT: 78.44
ITMS, ETD, z2=+3, Mono miz=535.59521 Da, MH+=1804.77109 Da, Match Tol=0.8 Da
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1 Load | Save &2 Factory Defaults
Display Dptions:

Charge Detail Levsl:
@ al

Show Legend

[[] Use Search Settings
Match Tolerances

Mass Analpzer. | FTMS
Malch Talerance:

Fragments
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Sequence: ITLYENPNFTGKE, T10-Phospho_STY (79.96633 Da)
Charge: +2, Monoisotopic m/fz: 802.88916 Da (-0.5 mmw-0.63 ppm), MH+ 1604.77104 Da, RT: 78.55 min,
Identified with: Mascot {v1.16); Ioncore:59, Exp Value:5.0E-005, lons matched by search engine: 4/126
Fragment match tolerance used for search: 0.1 Da

Extracted from: EAO-GlcMNAC method developmenfiObe00995_crystallin_TAG_HCDETDvZ.RAW #5913 RT. 78.55

FTMS, HCD, 7=+2, Mono miz=8032.88916 Da, MH+=1604.77104 Da, Match Tal=0.1 Da
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Peptide |dentification Details

£ Load | Save & Factory Defaults Sequence; IVAPISDSPKPPPQR, 58-Phospho (72,96633 Da)
Charge: +3, Monoisotopic m/z: 561.29443 Da (+1.46 mmu/+0.81 ppm), MH+ 1681.86875 Da, RT: 67.71 min,
Identified with: SEQUEST (w1.13); XCorr:3.62, lons matched by search engine: 16/56

Fragment match tolerance used for search: 1.2 Da

Diisplay Options
Charge Detail Level:
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Show Legend

[[] Use Search Settings 100
Match Toleratcss

Maszz Analyzer; VITMS

Match Tolerance: a0 4
Fragrnents

Activation Type: | ETD

lon Series Neutral Losses 80 1
Oa (ol 52 [ -H:0

Ob ¥ [ -INHa

c-1 z 0

4 z+l
el O z2
PTHs Oither 0 4

[ Immonium
Prectirsor

-HzPOs (-F)

Extracted from: EMO-GleMAC method developmentiOhe00995_crystallin_TAG_HCDETDwZ RAW #5068 RT. 67.71
ITMS, ETD, z=+3, Mono m/z=561.28443 Da, MH+=1681 86874 Da, Match Tol=0.8 Da
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1 toad L sove &Y Factory Defaults

Display Options

Charge Detail Level

@ al
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Annotation Thieshold.
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Show Legend

[ Use Search Settings
Match Tolerances

Mass Analyzer: | FTMS
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Oe1 O=
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bequer\ce. IVKASFEK, 55-Phospho_STY (7296633 Da)
Charge: +2, Monoisotopic m/z: 436,73581 Da (+0.08 mmu/+0.19 ppm), MH+ 87246434 Da, RT: 58,65 min,
Identified with: Mascot (v1.16); lonScore:4l, Exp Value:5.3E-003, lons matched by search engine: 6/56
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAO-GleNA: method developmentiObe00895_crystallin, TAG_HCDETOw2Z RAW #4384 RT:58.65
FTHS, HCD, z=+2, Mono miz=436 73581 Da, MH+=872 46434 Da, Maich Tol=01 Da
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Peptide Iden

& Load | Sove & Factory Defaults - Sequence: KDLYANTVLSGGTTMYPGIADR, 810-Fhospho_STY (79.96633 Da], M15-Oxidation (15.99492 Da)
Display Options Charge: +3, Monoisotopic m/z: 813.71326 Da (-0.35 mmu/-0.43 ppm), MH+ 243912522 Da, RT: 90.0% min, =
Charge Detail Leval Identified with: Mascot (v1.16); lonScore:45, Exp Value:1.0E-003, lons matched by search engine: 7/248
@ al Fragment match tolerance used for search; 0.1 Da
ol |
Annotation Thieshold
@[ 10| %otBasePeak
@) ‘ 1 ‘| Absolute Extracted from: EAD-GlcMAC method developmentOhy_alpha_crystallin, TAG_HCD_ETD.raw #8840 RT: 90.04
SR FTME, HCD, z=+3, Mono miz=212.71326 Da, MH+=2433.12522 Da, Match Tol.=0.1 Da
Show Legend
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Mass Anabyzer | FTMS
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2 Factory Defaults

Display Options

Charge Detail Level

@ al

of
Annotation Thieshold.

® 10| zctBasepeak
Of 1w
Show Legend

Absolute

[ Use Seach Settings
Match Tolerances

MassAnayzer | FTHS
Match Tolerance:

Frsgments
Activation Type: | HCD

Jon Series Meutral Lasses
Oa [Ox
b ¥ -NHs
Ocl Oz

Oc Oz
Oetl [Oz+2
PTHs Other

-H:POs (-F) [ Immonium
Precursor

Sequence: KDLY ANTVLSGGTTMYPGIADE, T13-Phospho_STY (79.96633 Da}, M15-Oxidation (1599492 Da)
Charge: +3, Monoisotopic m/z: 813,71326 Da (-0.35 mmu/-0.43 ppm), MH+ 243912522 Da, RT: 90.04 min,
Identified with: Mascot (v1.16); IonScore:45, Exp Value:1.0E-003, lons matched by search engine: 7248

Fragment match tolerance used for search: 0.1 Da

Extracted from: EAO-GleMAC method developmenftiOby_alpha_crystallin_TAG_HCD_ETCD.raw #8840 RT. 80.04
FTMS, HCD, z=+3, Mono m/z=813.71326 Da, MH+=243912522 Da, Match Tol=0.1 Da

e P'recursor, Frecursor-Hz0, Precursor-H20-NHsz, Precursor-IHs sy, y-Ha0, y-NHz

= b, b-H20, b-INHz

ye

26 | 62834058

20 4
& 15
5
7
g
5
2
=
G
2
E]
=
E -

791,40570
10 o
yor
31467346 - be!
905.47351 .
361.18140 P 8
s
71884546 98, 0BT
¥ b -HaO-F "
175.11914 92, be 543.40149 102948438
52023700
o T T T T T T T T
200 300 400 800 800 700 800 Qoo 1000
iz

96



Peptide Identification Details

@ Load b save & Factory Defaulks
B hons

Charge Detall Level
@ Al

O+ |
Armctation Thieshold
@ 10] ZotbasePeak

< ‘ "‘ Absolute
Sl Lagerd

[[] Use Seach Settings
Match Tolerances

Mass dnalyzer. | TMS
Match Tolerance:
Fragments

Agctivation Tupe: ETD

lon Series Meutral Losses
Oa Ox O -H0
Ob ¥ [J -NHs
ol z

@ z+l

Oetl [ z42

FTHs Other

-HsPOs (-P) [ Immonium

Precursor

Sequence: KYVLGNPLTPGVSQGPQIDE, T3-Phospho (7996633 Da)
Charge: +3, Monoisotopic myz: 731.04395 Da (+0.44 mmu/+0.61 ppm), MH+ 219111728 Da, RT 85.02 min,
Identified with: SEQUEST (v1.13); XCorr:4.50, lons matched by search engine: 24/76
Fragment match tolerance used for search: 1.2 Da
Extracted from: EXO-GleNAC method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #8561 RT. 88.02
ITMS, ETD, z=+3, Mano miz=7231.04395 Da, MH+=2181.11728 Da, Match Tal=0.8 Da
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@71 Load ko
Display Options

Chatge Detail Levet:
@ &l

(o]
Annotation Threshold
@ 10| zotBasePask

&2 Factory Defaults

9] | ‘ Absolute
Show Legend

[] Use Search Settings
Mateh Toleranices

FTMS
Match Tolerance:

Fragments

Activation Type: | HCD

Mass Analyzer.

lon Series Neutral Losses
Oa O=x -HaO

b ¥ -NHs
Oc1 Oz

Oc Oz+l

Oerl Oz+2

FTHz Other

-HsPOs (-P) [ Immonium

Precursor

bequence: LARLDMTSNE, 58-Phospho_STY (79.96633 Da)
Charge: +2, Monoisotopic m/z: 628.79620 Da (+1.69 mmu/+2.68 ppm), MH+ 1256.58512 Da, RT: 59.95 min,
Identified with: Mascot (v1.16); lonScore:30, Exp Value:3.2E-002, Ions matched by search engine: 6/52
Fragment match tolerance uzed for search: 0.1 Da
Extracted from: EAO-GleNAC method developmentOby_alpha_crystallin_TAG_HCD_ETD.raw #4812 RT: 99.95
FTME, HCD, z=+2, Mono miz=628.79620 Da, MH+=1256.52412 Da, Match Tol=0.1 Da
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tion Details

@ Load b save @ Factary Defauls - Sequence: LEGDQISSFHDVLAEYQQRFQR, 58-Fhospho_STY (7996633 Da)
Charge: +4, Monoisotopic m/z: 662.31335 Da (+0.18 mmu/+0.27 ppm), MH+ 264623159 Da, ET: 8326 min,
Identified with: Mascot (w1.16); IonScore:53, Exp Value:1.5E-004, lons matched by search engine: 22/168

Fragment match tolerance used for search: 1.2 Da

Display Options
Charge Detail Level
foNy]

O+ |
Annctation Threshold:
®| 10| 2ofBasePeak

ol wow
Show Legend

Fragment Matc

Extracted from: EAO-GlcMAc method developmentOby_alpha_crystallin_TAG_HCD_ETDraw #7877 RT: 8326
ITME, ETD, z=+4, Monn miz=R62.31335 Da, MH+=2646.23153 Da, Match Tol=0.8 Da

Absalute

[ Use Search Settings
Match Tolerances

Mass Analyzer. | ITHS |
Match Tolerance: 08| Da | 4000 -
[M+4HT
Fragments 253 27
Activation Type: ETD
lon Series Neutral Losses
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PTHz DOther
-HsFQs (-F) [ Immonium -
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Peptide Ident;

7 Load b ove & Factory Defadkts

Display Options
Chaigs Detail Levet
Al

o2 I

Annotation Threshold:

1| absoite
Show Legend

[ Use Search Settings
Match Tolerancas

FTMS
Match Tolerance

Fragments

Activation Type: | HCD

Mass Ainalyzer:

lon Series Meutral Losses
Oa O

b ¥

Oe1l Oz

Oc O=z#l

Oerl Oz42

PTHs Other

-HzPOs (-P) [ Immonium

Frecursor

Sequence: LEISRSVHLTDR, T10-Phospho_STY (79.96633 Da)
Charge: +2, Monoisotopic m/z: 753.37683 Da (-0.43 mmu/-0.57 ppm), MH+ 1505.74633 Da, RT: 67.53 min,
Identified with: Mascot (v1.16); lonZcore:24, Exp Value:1.4E-001, lons matched by search engine: 3/120
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAD-GleMNAc method developmentOby_alpha_crystallin TAG_HCD_ETD.raw #5712 RT. 87.53
FTMS, HCD, z=+2, Mono m/z=753 37683 Da, MH+=150574638 Da, Match Tol=01 Da
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€] Load I 5
Display Options

Charge Detail Level:
@ 8l

(oIl

- & Factory Defaulks

Annotation Threshold

@[ 25| zorBasePeak

O oo
Show Legend

Absalute

[ Use Search Settings

Mateh Tolerances

Mass Analyzer, EITMS

Match Tolerance

Fragrnents
Activation Type:
lon Series
Oa DO=x
Ov ¥y
e-1 z
c z+l
Octl O z42
FTHs

-HzPOs (-F)

ETD

Meutral Losses
[ -HeD
[ -NHa

Other
[ Immonittm
Precursor

Sequence: LGDTDKPVMAPGSPESHLTPDDKDSE, M9-Oxidation (15.99492 Da), 516-Phospho_STY (79.96633 Da)
Charge: +4, Monoisotopic mfz: 709.06270 Da (-0.73 mmu/-1.03 ppm), MH+ 283325698 Da, RT: 68.89 min, = |
Identified with: Mascot (v1.16); lonScore66, Exp Value:1.1E-005, lons matched by search engine: 31/200 F
Fragment match tolerance used for search: 1.2 Da
Exdracted fram: EMO-GleMNAC method developmenflOby_alpha_crystallin_TAG_HCD_ETD.raw #5887 RT: BB.BY =
ITMS, ETD, z=+4, Mono m/z=703.06370 Da, MH+=2833 25638 Da, Maich Tol=0.8 Da
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@71 Load ko

Display Options

Chatge Detail Levet:
@ &l

ol

Annotation Threshold,

@| 25| zotBasePesk
9] | ‘ Absolute

Show Legend

&2 Factory Defaults

[] Use Search Settings
Mateh Toleranices

Mass Analyzer. ITMS
Match Tolerance:

Fragments

Activation Type: | ETD

lon Serizs Neutral Losses
Oa Ox 0 -H:0
Ob O -MHs
Oerl Oz2

PThs Dther

O Immonium

Prectrsor

~H:POs [-P)

Sequence: LHFFMPGFAPLTSRGSQQYR, M5-Oxidation (15.99492 Da), 516-Fhospho (7996633 Da)
Charge: +4, Monoisotopic m/z: 609.78888 Da (+0.43 mmu/+0.71 ppm), MH+ 2436.13269 Da, RT: 85.34 min,
Identified with: SEQUEST (v1.13); XCorr:4.01, lons matched by search engine: 36/114
Fragment match tolerance used for search: 1.2 Da

Fragme

Extracted from: EAO-GleNAC method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #9555 RT. 95.34
ITMS, ETD, z=+4, Mono miz=B09.78888 Da, MH+=2426.13363 Da, Match Tol=0.8 Da
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Peptide Identifi

& Factory Defaults -

€ Load B 52w
Display Oplions
Chaige Detai Levek
@ al

o« J

Anrintation Threshold:

@ 10| zotBasePesk
O 100 absohie
Show Legend

[ Use Search Settings
Match Tolances

Mass Anlzer: | FTMS
Match Tolerance:

Fragments

Activalion Type: | HCD

Ion Series Meutrsl Lasses
Oa O ~Fs0

b ¥

Ocl Oz

Oc Ozt

Oetl Oz42

PThs Dther

-HsFQ: (-F) [ Immonium
Precursor

Intensity [counts] {10*3)

Charge: +2,

Eequence: LIPQHTGTFR, To-Phospho_STY (7996633 Da)
Ionoisotopic m/z: 625.30768 Da (-0.43 mimuf-0.69 ppm),
Identified writh: Mascot (v1.16); lonScore:28, Exp Value:5.3E-002, lons matched by search engine: 488
Fragment match tolerance used for search: 0.1 Da

MH+ 1249.60808 Da, RT: 68.53 min,

Extracted from: EAQ-GleMNAc method developmentiOby_alpha_crystallin,_ TAG_HCD_ETDraw #5838 RT 68.53
FTMS, HCD, z=+2, Mono miz=R25 30768 Da, MH+=1249 60808 Da, Match Tol=01 Da

v -IHz, ya®-P
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ye-T
700.35071
yeir-F
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ye2t-Ha0), y2! 925.46759
33218726
e y=-P
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T T T
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Peptide Identific.

- & Factory Defaults ., Sequence: LIPQHTGTFR, T8-Fhospho_STY (79.96633 Da)
Displap Dplirs Charge: 43, Monoisotopic mfz: 63530768 Ta (-0.43 mmuj-0.69 ppm), MH+ 124960208 Da, RT: 63.53 min, E|
Charge Detail Level Identified with: Mascot (v1.16); lonScore 28, Exp Value:5.3E-002, lons matched by search engine; 4/88
@ al Fragment match tolerance used for search: 0.1 Da
Annotation Thieshold:
O‘ 1 ‘l Absolute Extracted from: EAD-GleMNAc method developmentOby_alpha_crystallin_ TAG_HCD_ETD.raw #5838 RT. 88453
e FTMS, HCD, z=+2, Mono miz=625 30768 Da, MH+=1248 0808 Da, Match Tol=01 Da
Shaw Legend
[ Use Search Settings e ye-F
Mateh Toletances 463.23557
Mass Analyzer. | FTMS
Match Tolerance
14
Fragments
Activation Tppe: | HCD
lon Series Meutral Losses
Oa O=x -Hz0 "
b ¥ -NHs
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Display Options
Charge Detail Level
foN]

Of+ 1

Apnotation Threshold:

®| 25| 2ciBasePeck
@) | ‘ Absalute
Show Legend

] Use Search Settings
Mateh Tolerances

MassAnabyzer | ITMS
Match Tolerance:
Fragments

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ob i [J -NHz=
c-1 z

c z+l
Oetl [Oze2
FThs Dther

[ Immonium
Precursor

~HsPOs (-P)

‘4 start

bequemce: LKEQGQAPITPQQGQALAK, T10-Phospho_S5TY (79.96633 Da)
Charge: +3, Monoisotopic m/z: 696.02783 Da (-0.13 mrnu/-0.19 ppm), MH+ 2086.06894 Da, RT: 69.99 min,
Identified with: Mascot (w1.16); IonScore:84, Exp Value:9.9E-008, lons matched by search engine: 14/144 T
Fragment match tolerance used for search: 1.2 Da
Extracted from: EAO-GleMAe method developmenfiOby_alpha_crystallin_TAG_HCD_ETD.raw #6025 RT:69.89 =
ITMS, ETD, z=+3, Monn miz=696.02783 Da, MH+=2086.06854 Da, Match Tol=0.8 Da
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Peptide Identification Details

& Load b save & Factory Defaults Sequence: LMSFRPIK, M2-Oxidation (1599492 Da), 3-Phospho_STY (79.96633 Da) A
Displap Dplins Charge: 43, Monoisotopic m/fz: 54437357 T (40,37 mmu/t0.67 ppm), MH+: 1087.53777 D, RT: 74.29 min, E|
Charge Detail Level Identified with: Mascot (v1.16); lonScore:52, Exp Value:1.7E-004, lons matched by search engine: 6/62
@ al Fragment match tolerance used for search: 0.1 Da
O+ ]

Annotation Thieshold:
@[ 1| zotBassPesk
O‘ | Absolute Extracted from: EAO-GlecMAc method developmentiOhe00985_crystallin_ TAG_HCOETOwZ RAW #5580 RT:74.29
e FTMS, HCD, z=+2, Mono miz=544 27252 Da, MH+=1087 53777 Da, Match Tol=01 Da
Shaw Legend
[ Use Search Settings ye-P
Match Tolerances 729.438%
Mass Analyzer. | FTMS a0 ]
Match Tolerance
Fragments y52 P
Activation Type: | HCD 438.74075
lon Series Meutral Losses
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Peptide |dentification Details

€ Load | 5ove @ Factory Defaults . bequence: LOSLKNLETLDLSFMQLE, S13-Phospho_STY (79.96633 Da)
Display Dptions Charge: +3, Monoisotopic mfz: 728.71399 Da (-1.28 mmu/-1.76 ppm), MH+ 2184.12741 Da, RT: 105.00 min,
Chiarge Dietail Levek Identified with: Mascot (v1.16); lonScore:38, Exp Value:3.1E-003, lons matched by search engine: 11136 b
@ oal Fragment match tolerance used for search: 1.2 Da
ofa i
Annntaljgrﬂrfshnld
@[ 25| zorBasePeak
O | ‘ Absolute Exdracted from: EMO-GleMNAC method developmentObe00895_crystallin_TAG_HCDETDvZ RAW #8102 RT:105.00 2
——n ITME, ETD, z=+3, Mono miz=728.713599 Da, MH+=2184.12741 Da, Maich Tol.=0.2 Da
Show Legend
[ Use Search Settings it
Mateh Tolerances 400 4 727,25
Mass Analyzer, [ITMS
Match Toletance:
Fragrnents
Activation Type: ETD
lon Series Neutral Losses
Oa (il 52 [ -Hz0
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Peptide |dentification Details

€] Load b 55v¢ @ Factory Defaults

Diisplay Options
Charge Detail Level:
@ al

5| %ofBase Pesk

‘ Absolute
Show Legend

[[] Use Search Settings

Match Toleratcss
ITMS
Match Tolerance:

Fragrnents

Maszz Analyzer;

Adtivation Type: | ETD

lon Series Neutral Losses
Oa (ol 52 [ -H:0
Ob ¥ [ -INHa
e-1 z

4 z+l
el O z2
PThs Other

-HzPCs (-P) [ Immonium

Prectirsor

Sequence; LESAFIETPITLYTASHGASLEPE, 522-Phospho_STY (79.96633 Da)

Charge: +3, Monoisotopic m/z: 867.09882 Da [(+0.48 mmu/+0.55 ppm), MH+ 2599.28189 Da, RT: 107.89 min,
Identified with: Mascot (v1.16); lonScore: 74, Bxp Value:1.6E-006, lons matched by search engine: 24154
Fragment match tolerance used for search: 1.2 Da

Fragment b

Extracted from: EAO-GIeMNAC method developrmentiOly_alpha_crystallin_TAG_HCD_ETD.raw #11415 RT.107.69 =
ITMS, ETD, z=+3, Mono m/z=867.08882 Da, MH+=2589 28184 Da, Match Tol=0.8 Da
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7 Load b Save & Factory Defaulks

Display Optians
Charge Detail Level

@ al

ofa |
Annatation Thresheld

® 1| %ofBasePesk
O ‘ ‘ Absolute

Show Legend

[[] Use Seach Settings
Mateh Talerances

Mass Analyzer FTHS
Match Tolerance:

Fragments

Activation Type: HCD

lon Series Neutral Losses
Oa Ox -H:0

b ¥ -NHs
Oel Oz

Oc Ozl
Oerl O 22
PTMs Other

“HsPOs -P) [ Immonium

Precursor

Sequence: LESAFIETPITLYTASHGASLSER, 522-Fhospho_STY (7996633 Da)
Charge: +3, Monoisotopic mfz: 867.09357 Da (+0.24 mmu/+0.27 ppm), MH+ 2599.28116 Da, ET: 108.Z21 min,
Identified with: Mascot (v1.16); lonScore:43, Exp Value:2.1E-003, lons matched by search engine: 12/224
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAO-GleNAC method developmentiChy_alpha_trystallin_TAG_HCD_ETD raw #11460 RT.108.21
FTMS, HCD, 2=+3, Mono miz=BE7.00857 Da, MH+=2589.28116 Da, Malch Tol=0.1 Da
i
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Peptide Identification Details

a

@ Load b save & Factory Defaulks
Display Options

Charge Detall Level
@ Al

O+ |
Armctation Thieshold
@ a0 ZotbasePeak

< ‘ ‘ Absolute
ShetLetend

[[] Use Seach Settings

Match Tolerances

Mass dnalyzer. | TMS
Match Tolerance:
Fragments

Agctivation Tupe: ETD

lon Series Meutral Losses
Oa Ox O -H0
Ob ¥ [J -NHs
ol z

@ z+l

Oetl [ z42

FTHs Other

-HsPOs (-P) [ Immonium

Precursor

74 start

Sequence: LVFHTQLAHGSPTGR, 511-Phospho (7996633 Da)

Charge: +3, Monoisotopic myz: 56761395 Da (+0.14 mmu/+0.24 ppm), MH+ 1700.52730 Da, RT: 70.15 min,
Identified with: SEQUEST (v1.13); XCorr:4.26, lons matched by search engine: 23/56

Fragment match tolerance used for search: 1.2 Da

Extracted from: EXO-GleNAC method developmentiObe00985 crystallin_ TAG_HCDETODwZ. RAWY #5256 RT: 7015
ITMS, ETD, 2=+3, Mono miz=567.61385 Da, MH+=1700.82730 Da, Match Tal=0.8 Da

— -] — Precursor
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& Load

Display Options

Charge Detall Level
@ Al

Q‘.‘.

@ Factory Defaults

Annotaiion Thieshiold
@ 25| wotbasePeak

< ‘ ‘ Absolute

Show Legend

[[] Use Seach Settings

Match Tolerances

Mass dnalyzer. | TMS

Match Tolerance:

Fragments

Agctivation Tupe: ETD

lon Series

Oa Ox
Ob ¥
ol z

@ z+l
Oetl [ z42
PTHs

-HzPOs (-P)

14 start

Meutral Losses
0 -H:0
[] -NHs

Other
[ Immenium

Precursor

bequence: MFGGPGTASRPSSTR, M1-Oswidation (1599492 Da), T14-Phospho STY (7996633 Da)
Charge: +2, Monoisotopic m/z: 80284705 Da (-0.98 mmuw/-1.22 ppm), MH+ 160468682 Da, RT: e0.27 min,
Identified with: Mascot (v1.16); lonScore:67, Exp Value:7,3E-006, lons matched by search engine: 12/112
Fragment match tolerance used for search: 1.2 Da
Extracted from: EXO-GleNAC method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #4853 RT. 60.27
ITMS, ETD, z=+2, Maono miz=802.84705 Da, MH+=1604 68662 Da, Match Tal=0.8 Da
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& Factory Defaults . bequence. MFGGPGTASRPSSTR, M1-Oxidation (1599492 Daj, 513-Phosphe_STY (7996633 Da) e
Display Dptions Charge: +2, Monoisotopic m/z: 802.84772 Da (-0.3 mmu/-0.38 ppm), MH+ 1604.68816 Da, RT: 57.46 min, |
Charge Dietail Levek Identified with: Mascot {v1.16); lonScore:49, Exp Value:4.8E-004, lons matched by search engine: 10/112 3
@& al Fragment match tolerance used for search: 1.2 Da
O[5+ |
Fragment M:
Annntal_lEE_Tl_ershuld I
@[ 25| zofBassPesk
Ol ‘ Ahsalite Extracted from: EMD-GleNAC method developmentdbe00995_crystallin, TAG_HCDETDOwZ RAW #4297 RT. 57.48 &
S TS, ETD, =+2, Mono m/z=802.84772 Da, MH+=1604 68816 Da, Match Tol=0.6 Da
Show Legend
[[] Use Search Settings
Match Tolerances e
Magzs Analyzer; ‘_ITMS |
Match Talerance: 08| Da v|
Fragments B0
Activation Type: ETD
lon Series Neutral Losses za, 2l
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200 400 00 00 1000 1200 1400 1600
miz
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Peptide Identification Details

€ Load | =
Display Options
Charge Detall Level
@ Al
O+ |
Annntal_lEr!_T_l:Eshu\d

® ’— 2 5} % of Base Peak

@ Factory Defaults

< ‘ "‘ Absolute
Sl Lagerd

[[] Use Seach Settings
Match Tolerances

MessAndjeer. | ITHS

Match Tolerance:
Fragments
Agctivation Tupe: ETD

lon Series Neutral Losses
Oa Ox O -H0
Ob ¥ [J -NHs
c-1 z

4 z+l

Oetl [ ze2

PTHs Other

-HsPOs (-P) [ Immonium

Precursor

Sequence: NYSEFGTQAHTGQLQSIR, 516-Phospho_sSTY (79.96633 Da)
Charge: +3, Monoisotopic m/z: 706.32074 Da (+0.85 mmu/+1.34 ppm), MH+ 211694767 Da, RT: 75.00 min,
Identified with: Mascot (v1.16); lonScore:92, Exp Value:Z. 1E-008, lons matched by search engine: 24/136
Fragment match tolerance used for search: 1.2 Da
Extracted from: EXO-GleNAC method developmentiObe00985 crystallin_ TAG_HCDETDwZ. RAWY #5870 RT:78.00
ITMS, ETD, 2=+3, Mono miz=706.22074 Da, MH+=2116.94767 Da, Match Tal=0.8 Da
380 -
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&7 toad L 5o @ Factory Defaults aquence: NYSEFGTQAHTGQLQSIRR, S16-FPhospho_STY (79.96633 Da
q P’
Display Dptians Charge: +3, Monoisotopic m/z: 758.35425 Da (+0.75 mrmu/+0.98 ppm), MH+ 2273.04819 Da, RT: 72.48 min, =]
Charge Detail Levek: Identified with: Mascot (v1.16); lonScore:94, Exp Value:1.3E-008, lons matched by search engine: 13/144
@ al Fragment match tolerance used for search: 1.2 Da
ol |
Annotation Threshold
@| 25| zotBasePesk
O | ‘ Absalute Extracted from: EAO-GleMAC method developmentiObe00995_crystallin_TAG_HCDETOVZ RAWY #5437 RT: 72.48
= ITME, ETD, z=+3, Mono miz=758.358426 Da, MH+=2272.04819 Da, Maich Tol=0.8 Da
Show Legend
[ Use Search Settings 2+l -F
Match Tolerances 761.08
Mass Analyzer ITHS 800y
Match Tolerance:
Fragments
00 o
Activation Type: | ETD
lo Series Neutral Losses 217", Tl
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Peptide Identific:

(& Factory Defadls Sequence: QAFQIGSPWR, 57-Fhospho_STY (79.96633 Da) =
Display Dptians Charge: +2, Monoisotopic m/z: 635.29242 Da (-0.05 m/-0.07 ppim), MH+ 1269.57756 Da, RT: 95.80 min, |
Charge Detall Levek Identified with: Mascot (v1.16); lonScore:43, Exp Value:2.0E-003, Ions matched by search engine: 7/72 3
@ al Fragment match tolerance used for search: 1.2 Da
Of+:+ |
Annotation Threshold
@| 25| zotBasePesk
O | ‘ Ahsalute Extracted from: EXO-GleNAC method developmentiOby_alpha_crystallin, TAG_HCD_ETD.raw #9620 RT: 95.80
= ITMS, ETD, 2=+2, Mono miz=B35.20242 Da, MH+=1269.57756 Da, Match Tol=0.8 Da
Show Legend
[] Use Search Settings g 9"
Match Tolerances 1054.60 1125.69
Mass Analyzer, LITMS
Match Tolerance:
Fragments o g z+1s
Activation Type: | ETD £10.43
lon Serizs Neutral Losses
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Peptide Iden tion Details

@ Load b Save & Factory Defaults - Sequence: QAFQIGSPWE, S7-FPhospho_STY (79.96633 Da)
i Do Charge: +2, Monoisotopic m/fz: 635.29266 Da (+0.2 mmuf40,31 ppm), MH+ 1269.57805 Da, RT: 95.21 min,
Chargs Detail Levsl: Identified with: Mascot (v1.16); lonScore:50, Exp Value:3.3E-004, lons matched by search engine: /90 i
@ al Fragment match tolerance used for search: 0.1 Da
O+ I
Annotation Threshold:
® | zotBasepesk
Ol “ Absoluts Extracted from: EAO-GlcMNAC method developmenfiObe00995_crystallin_TAG_HCDETOvZ.RAVW #7263 RT. 95.21
——— FTMS, HCD, 7=+2, Mono miz=635.2826f Da, MH+=1269 57805 Da, Match Tal=0.1 Da
Show Legend
[] Use Search Settings ys*-F
Maich Talerances 58429272
Mass Aralyzsr | FTMS
Malch Talerance: .
Fragments
Activation Type: | HCD
lon Series Neutral Losses
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b ¥
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Peptide |dentification Details

£ Load | 5o @ Factory Defaults Sequence; QGAPEIVWRLGSEILYYHPEK, Y17-Phospho (7996633 Da)
Diisplay Options Charge: +4, Monoisotopic m/z: 609.81372 Da (+5.46 mmu/+8.95 ppm), MH+ 2436.23305 Da, RT: 114.22 min, |
Chiarge Dietail Level: Identified with: SEQUEST (w1.13); XCorr:4.26, lons matched by search engine: 30/114 T
@ sl Fragment match tolerance used for search: 1.2 Da
O[+1:22 |
Annotatio ﬂrfshold:
@[ 25| zotBasepesk
Ol ‘ Bhsolute Extracted from: EAO-GleMAc method developmentiObe1345_alpha_crystallin_TAG_CIDETD RAW #9210 RT.114.22
——== ITMS, ETD, z=+4, Mono m/z=G09.81372 Da, MH+=2436.23304 Da, Match Tol=0.8 Da
Show Legend
[[] Use Search Settings zet, Zae™, Z+let, 2+lae®
Match Talerances 608.75
Maszz Analyzer; VITMS
Match Talerance:
Fragrnents
Activation Type: | ETD 200 4
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€] Load | ¢

Display Options

- & Factory Defauls

Chaigs Detail Levet
Al

Shaw Legend

[ Use Search Settings
Match Tolerancas

Mass Analyzer. | FTMS

Match Tolerance: | 01)[pa v

Fragments

Activation Type: | HCD

lon Series Meutral Losses
Oa O

b ¥ -NH:
Oe1l Oz

Oc O=z#l

Oerl Oz42

PTHs Other

-HsPOs (-F)

[ Immonium
Frecursor

Sequence: QLESGVSEIQQTADR, 53-Fhospho_STY (7996633 Da)

Charge: +2, Monoisotopic m/z: 84988788 Da (-0.51 mmu/-0.6 ppm), MH+: 169876848 Da, RT: 81.49 min,
Identified with: Mascot (v1.16); lonZcore: 101, Exp Value:2 8E-009, lons matched by search engine: 13/162
Fragment match tolerance used for search: 0.1 Da

Fragment Spectium

Extracted from: EAD-GleMNAc method developmentOby_alpha_crystallin TAG_HCD_ETD.raw #7821 RT. 81.48
FTMS, HCD, z=+2, bono m/z=849 88788 Da, MH+=18498 76848 Da, Match Tol=01 Da
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Peptide Identification Details

& Load
Display Dptions

Charge Detail Level

@ Al

O+t |
Annotation Threshold

@ 25| zorBasePeak
ol | Absalute

Show Legend

& Factory Defaults

[[] Use Search Settings
Match Tolerances

Mass Analyzer

ITMS
Match Tolerance:

Fragments

Activation Type: | ETD

lon Series Neutral Losses
Oa Ox O -H:0
Ob ¥ O -NHs
c-1

c z+l

e+l O z42

FTMs Other

[ Immonium
Frecursor

~HaFOs (-F)

bequence: QLESGVSEIQOTADR, 53-Phospho STV (79.96633 Da)

Charge: +2, Monoisotopic m/z: §49.83788 Da (-0.51 mmuw/-0.6 ppm), MH+ 169876548 Da, RT: 8L.51min,
Identified with: Mascot (v1.16); lonScore:71, Bxp Value:2.6E-006, Tons matched by search engine: 10/112

Fragment match tolerance used for search: 1.2 Da

Fragment

Extracted fram: EXO-GleMNAS method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #7622 RT: 81.51

ITMS, ETD, 2=+2, Mono miz=849.88788 Da, MH+=1698.76848 Da, Match Tol=0.8 Da
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(&2 Fackory Defaults ﬁequence. QSIFR, $2-Fhospho STY (79.96633 Da)
Display Options Charge: 42, Monoisotopic m/z: 365.66800 Da (+0.17 munuf+0.45 ppm), MH+ 73032872 Da, RT: FLE? min, =
Charge Detai Level Identified with: Mascot (v1.16); lonScore:27, Exp Value:6.2E-00Z, lons matched by search engine: 4/40
& Al Fragment match tolerance used for search: 0.1 Da
ol |
Annnla@glﬂlﬁshnld'
®[ 25| zoiBasePesk
O‘ | Absolute Extracted from: EAO-GleNA: method developmentlObe00995_crystallin_TAG_HCDETOYZ.RAW #5330 RT: 71.87
SO FTME, HCD, z=+2, Mono miz=365.66200 Da, MH+=730.32872 Da, Match Tol=0.1 Da
Show Legend
[[] Use Search Settings yz
Match Tolerances st 32218658
Match Tolerance
Fragments
bctivation Type: | HED ™
lon Series Meutral Losses
Oa Ox
b ¥
Oe1l Oz i
Oc O=z#l
Oerl Oz42
FTHs Other 500
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Display Optiors
Charge Detail Level
@ al

ofa 1

Annotation Threshold

®| 25| zoibsepesk
O ‘ | Ahsolute
Show Legend

[ Use Search Settings
Match Tolerances

Mass Anshzer: | FTHS
Match Tolerance

Fragments

Activation Type: HCD

lon Series Neutral Losses
Oa Ox -H20

b v -NH:
Oe1 Oz

Oc DOzH
el O 242
PTHs Dther

SHsPOs (-F) [ Immonium

Precursor

lSequence: RFTGLFEGQER, T3-Fhospho_STY (79.96633 Da)
Charge: +2, Monoizsotopic m/z: 620.79578 Da (+0.4 mmu/+065 ppm), WMH+ 1240.58428 Da, ET: £9.19 min,
Identified with: Mascot (v1.16); IonScore:35, Exp Value:1.1E-002, lons matched by search engine: 4/95
Fragment match tolerance used for search: 0.1 Da
Extracted from: EAO-GlcMAc method developmentiOhe00335_crystallin_TAG_HCDETDvZ.RAW #6179 RT. 69.19
FTMS, HCD, z=+2, Mono miz=B20 79578 Da, MH+=1240.58428 Da, Match Tal=01 Da
[M+ZH]>-F
571.80591
50 4
a0 o
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Peptide Identification Details
. ~

] Load

Display Options

@ Factory Defaults

Charge Detall Level
@ Al

O+ |
Armctation Thieshold
@ 25| wotbasePeak

< ‘ ‘ Absolute
ShetLetend

[[] Use Seach Settings
Match Tolerances

Mass dnalyzer. | TMS
Match Tolerance:
Fragments

Agctivation Tupe: ETD

lon Series Meutral Losses
Oa Ox O -H0
Ob ¥ [J -NHs
ol z

@ z+l

Oetl [ z42

FTHs Other

[ Immenium

Precursor

-HzPOs (-P)

14 start

Sequence: RTDSLSSLREPIE, S4-Phospho_STY (79.96633 Da)
Charge: +3, Monoisotopic m/z: 484.92416 Da (+0.29 mmu/+0.59 ppm), MH+ 1452.75794 Da, RT. 71.04 min,
Identified with: Mascot (v1.16); lonScore:73, Exp Value:1.4E-006, lons matched by search engine: 10/58
Fragment match tolerance used for search: 1.2 Da
Extracted from: EXO-GleNAC method developmentiObe00985 crystallin, TAG_HCDETODwZ. RAWY #5324 RT:71.04
ITMS, ETD, 2=+3, Mono miz=484.92416 Da, MH+=1452.75734 Da, Match Tal=0.8 Da
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ptide Identification Details

Load ke Save

Display Options

& Factory Defaults

Charge Detail Level
& al

o[« ]

Annotation Threshaold:

®[ 25| %oiBasePeck
O 1| Absolute
Show Legend

] Use Search Settings
Match Tolerances

ITHS
Match Tolerance:

Fiagments

Mass Analyzer:

Activation Type: ETD

lon Series Meutral Losses
Oa Ox O -H:0
Ob ¥ [J -NH=

=il z
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PTHz DOther

-HsFQe (-F) [ Immonium

Precursor

quuEﬂCE: RTSMGGTQQOFVEGVER, T2-Fhospho_STY (7996633 Da), M4-Dsuadation (1599492 Da)
Charge: +3, Monoisotopic mjz: 626.28375 Da (-0.17 mmu/-0.28 ppm), MH+ 1876.83670 Da, RT: 70.67 min,
Identified with: Mascot (v1.16); IonScore:57, Exp Value:7.4E-005, lons matched by search engine: 11/120
Fragment match tolerance used for search: 1.2 Da
Extracted from: EAO-GleMA: method developmentOby_alpha_crystallin_TAG_HCD_ETD raw #6113 RT: 70B7
ITMS, ETD, z=+3, Monn miz=G26.28375 Da, MH+=1876 83670 Da, Match Tol=0.8 Da
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ptide Identification Details

Load ke Save

Display Options

& Factory Defaults

Charge Detail Level
& al

o[« ]

Annotation Threshaold:

®[ 25| %oiBasePeck
O 1| Absolute
Show Legend

] Use Search Settings
Match Tolerances

ITHS
Match Tolerance:

Fiagments

Mass Analyzer:

Activation Type: ETD

lon Series Meutral Losses
Oa Ox O -H:0
Ob ¥ [J -NH=

=il z
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PTHz DOther

-HsFQe (-F) [ Immonium

Precursor

quuEﬂCE: RTSMGGTQQOFVEGVER, T2-Fhospho_STY (7996633 Da), M4-Dsuadation (1599492 Da)
Charge: +3, Monoisotopic mjz: 626.28375 Da (-0.17 mmu/-0.28 ppm), MH+ 1876.83670 Da, RT: 70.67 min,
Identified with: Mascot (v1.16); IonScore:57, Exp Value:7.4E-005, lons matched by search engine: 11/120
Fragment match tolerance used for search: 1.2 Da
Extracted from: EAO-GleMA: method developmentOby_alpha_crystallin_TAG_HCD_ETD raw #6113 RT: 70B7
ITMS, ETD, z=+3, Monn miz=G26.28375 Da, MH+=1876 83670 Da, Match Tol=0.8 Da
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Peptide Identification Details
0

] Load | save

Display Options

& Factory Defaults

Charge Detall Level
@ Al

O+ |
Annotation Thieshold

@’— it W % of Base Peak
< ‘ ‘ Absolute
Show Legend

[[] Use Seach Settings
Match Tolerances

Mass dnalyzer. | TMS
Match Tolerance:

Fragments

Agctivation Tupe: ETD

lon Series Meutral Losses
Oa Ox O -H0
Ob ¥ [J -NHs
ol z

@ z+l

Oetl [ z42

FTHs Other

[ Immenium

Precursor

-HzPOs (-P)

14 start

Sequence: RVSLELGGE, 53-Phospho_5TY (7996633 Da)
Charge: +2, Monoisotopic m/z: 519.77094 Da (+0.1 mmu/+0.19 ppm), MH+ 1038.53459 Da, RT: 70.38 min,
Identified with: Mascot (v1.16); lonScore:46, Exp Value:9.4E-004, lons matched by search engine: 7/64
Fragment match tolerance used for search: 1.2 Da
Extracted from: EXO-GleNAC method developmentiObe00985 crystallin_ TAG_HCDETODwZ. RAWY #5274 RT:70.38
ITMS, ETD, 2=+2, Mano miz=519.77084 Da, MH+=1038.53458 Da, Match Tal=0.8 Da
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ptide Identification Details

&7 Load b 55w & Factory Defaults
Display Options

Chargs Detsil Levet

ol

Of+:+ |
Annotation Threshold,

@| 25| zotBasePesk
e | ‘ Absolute
Show Legend

[] Use Search Settings
Mateh Toleranices

Mass Analyzer, ITMS
Match Tolerance:

Fragments

Activation Type: | ETD

lon Serizs Heutral Losses
Oa Ox 0 -H:0
Ob ¥ 0 -NHs
c1

c
Oerl Oz2
PTHs Dther

O Immonium
Precursor

~H:POs [-P)

bequence: SATQSAEITIPVTFQAR, 51-Phospho_STY (73.96633 Da)

Identified with: Mascot (v1.16); lonScore:66, Exp Value: LE6E-005, Ions matched by search engine: 22/128
Fragment match tolerance used for search: 1.2 Da

Extracted from: EAO-GleNAC method developmentiObyv_alpha_crystallin, TAG_HCD_ETD.raw #10257 RT. 10015
ITMS, ETD, 2=+2, Mono rmiz=950.46387 Da, MH+=1299.02046 Da, Match Tol=0.8 Da

Charge: +2, Monoisotopic m/z: 950.46387 Da (-0.4 mmu/-0.42 ppm), MH+: 1899.92046 Da, ET: 100.15 min,
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Peptide Identification Details.

@1 Load | Save 2 Factory Defaults
Display Options

Charge Detail Level
& al

ofne
Arnatalion Thieshaid
®[ 1| %orBassFaak
(o]l | Absolute
Show Legend

] Use Search Settings
Match Tolerances

FTHS
Match Tolerance:

Fiagments

Mass Analyzer:

Activation Type: HCD

lon Series Neutral Losses
Oa Ox

b ¥ -NH=
Ol Oz

Oec Ozl

Ol [ ze2

PTHz DOther

-HsFQe (-F) [ Immonium

Precursor

Sequence: TDELESLRFIK, 53-Fhospho_STY (73.96633 Da) i
Charge: +2, Monoisotopic mjz: 648.83124 Da (-0.38 mmu/-0.59 ppm), MH+ 1296.65520 Da, RT: 77.00 min, |
Identified with: Mascot (v1.16); IonScore:64, Exp Value:1.3E-005, lons matched by search engine: 9/96 T
Fragment match tolerance used for search: 0.1 Da
Estracted from: EAD-GleMA: method developmentObe00885_crystallin, TAG_HCDETDw2 RAW #5793 RT: 77.00
FTMS, HCD, =+2, Mono miz=f48.83124 Da, MH+=1286 65520 Da, Match Tol=0.1 Da
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§1 Load B4
Display Options
Charge Detail Level
foNy]

O+ |
Annctation Threshold:

®| 25| 2cfBasePeck
O | ‘ Absolute

Show Legend

& Factory Defaults

[ Use Search Settings
Match Tolerances

Masspnabzer  [ITWS |
Match Tolerance: —EIB ﬁ-
Fragments
Activation Type: ETD

lon Series Neutral Losses
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[J Immonium
Precursor

-HsFO: (-F)

Sequence: TDSLESLRFIKVDSQEHE, 53-Fhospho (7996633 Da)
Charge: +3, Monocisotopic m/z: 707.35138 Da (+0.39 mmu/+0.55 ppm),

Fragment match tolerance used for search: 1.2 Da

Fragrment Mat

MH+ 212002958 Da,
Identified with: SEQUEST (w1.13); XCorr:5.28, lons matched by search engine: 25/68

Extracted from: EAO-GlcMAC method developmentOhe00995_crystallin_TAG_HCDETDw2.RAW #5416 RT. 72.21
ITMB, ETD, z=+3, Manno miz=707 35138 Da, MH+=2120 03358 Da, Match Tol=0.8 Da
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Peptide Iden

@71 Load B save & Factory Defauls

Display Options

Charge Detail Level:

for|

O 4122 i
Annatation Threshold

® 10| 2ctBasepesk

o | Absoute

]
Show Legend

[[] Use Gearch Settings
Match Tolerances

Mass Analyzer: FTHS
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Fragments
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lon Series Meutral Losses
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[ Immonium
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“HsPO: (-F)

Sequence: TPFQEELTTR, T8-Phospho_STY (7296633 Da)
Charge: +2, Monoisotopic m/z: 65128717 Da (-5.16 mmu/-7.92 ppm), MH+ 1301.56706 Da, RT: E3.32 min,
Identified with: Mascot (v1.16}; lonScore:24, Exp Value:1.2E-001, lons matched by search engine: 77100
Fragment match tolerance used for search: 0.1 Da
Extracted from: EANO-GleNAC method developmentiOby_alpha_crystallin_TAG_HCO_ETD.raw #7888 RT 8332
FTMS, HCD, 2=+2, Mono miz=G51.28717 Da, MH+=1301 56706 Da, Match Tal=0.1 Da
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&7 Load | Save & Factory Defaults

Display Options
Chargs Detsil Levet
ol

Of+:+ |
Annotation Threshold
@| 40| zotBasePesk

e | ‘ Absolute
Show Legend

[] Use Search Settings
Mateh Toleranices

Mass Analyzer, | ITMS
Match Tolerance:
Fragments

Activation Type: | ETD
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c z+l
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PTMs Other

O Immonium

Precursor

~H:POs [-P)

Sequence: TPRFTSAFAIAPSPAAEGGVPGAFVEEK, 56-Phospho_STY (79.96633 Da)
Charge: +3, Monoisotopic m/z: 868.78906 Da (-0.68 mmu/-0.79 ppm), MH+ 2604.25263 Da, RT: 74.83 min,
Identified with: Mascot (v1.16); lonScore:68, Exp Value:2.9E-006, Ions matched by search engine: 14208
Fragment match tolerance used for search: 1.2 Da

Extracted from: EAO-GleNAC method developmentiOby_alpha_crystallin, TAG_HCD_ETD.raw #6675 RT. 74.83
ITMS, ETD, 2=+3, Mono miz=868.78006 Da, MH+=2604.25263 Da, Match Tol=0.8 Da
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tion Details

&1 Load | save & Factory Defaults . Sequence: VESLFR, 53-Phospho_STY (79.96633 Da)
Dt Do Charge: +2, Monoisotopic m/fz: 415.69440 D (+0.34 mmu/+0.82 ppm), MH+: 83038152 Da, RT: 86.49 min,
Chargs Detail Level: Identified with: Mascot (v1.16); lon3core:37, Exp Value:4.7E-003, lons matched by search engine: 5/42 i
@ al Fragment match tolerance used for search: 0.1 Da
ol
Annotation Threshold:
il | %ofBase Peak
Ol Absolute Extracted from: EAO-GleNAC method developmentiObe01324_alpha_crystallin_TAG_HCDETD.RAW #8119 RT. 86.49
=== FTMS, HCD, z=+2, Mono miz=415.68440 Da, MH+=830.38152 Dia, Match Tol=0.1 Da
Show Legend
[[] Use Search Settings
Match Tolerances
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ation Details

& toad | Sove @ Factory Defauks Sequence: VQSGTWVGYQYPGYR, 53-Phospho_STY (79.96633 Da)
Display Options Charge: +2, Monoisotopic m/z; 920.90564 Da (-0.73 munuf-0.79 ppm), MH+ 184020400 Da, RT: 90.17 min,
Chargs Detail Levsl: Identified with: Mascot (v1.16}; IonScore:64, Exp Value:1.5E-005, lons matched by search engine: 9/142 F
@ al Fragment match tolerance used for search: 0.1 Da
Oofne
Annotation Thieshold
@[ 25| %olBasePeak
@) ‘ ‘ Absolute Extracted from: EAD-GlcNAC method developmenfiChy_alpha_crystallin, TAG_HCD_ETDraw #8858 RT. 89017
S FTMS, HCD, 2=+2, Mono miz=220.30564 Da, MH+=1840.20400 Da, Match Tol=0.1 Da
Show Legend
[[] Use Ssarch Settings e
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Mass Analyzer | FTMS
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&1 Lozd | Save & Factory Defaults Sequence: VOSGTWVGYYPGYR, T5-Fhospho_STY (7996633 Da)
Display Options Charge: +2, Moneisotopic m/fz: 920,90564 Da (-0.73 mmu/-0.73 ppm), MH+ 184080400 Da, RT: 20.17 min,
Charge Detail Level Identified with: Mascot (v1.16); lonZcore:64, Exp Value:1.5E-005, lons matched by search engine: 9/142 T
@ al Fragment match tolerance used for search: 0.1 Da
O ]
Annotation Thieshold:
O] r 1 ] % of Base Peak
O‘ ‘l Absolute Extracted from: EAD-GleMNAc method developmentOby_alpha_crystallin TAG_HCD_ETD.raw #8858 RT. 8017
e FTMS, HCD, z=+2, bono m/z=920 90564 Da, MH+=1840.80400 Da, Match Tol=01 Da
Shaw Legend
[ Use Search Settings iy
Match Tolerances 1003 46161
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& Load

Display Options

Charge Detall Level
@ Al

(IR

Annotation Threshold

& Factory Defaults

@ 25| yotbasePeak
< ‘ ‘ Absolute

Show Legend

[[] Use Seach Settings
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Mass dnalyzer. | TMS
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Intensity [pounts]

Sequence: YKVPQLEIVPNSAEER, 512-Phospho_STY [79.96633 Da)

Charge: +3, Monoisotopic m/z: 65132208 Da (-0.29 mmuw/-0.44 ppm), MH+ 195195169 Da, RT: 82.58 min,
Identified with: Mascot (v1.16); lonScore: 70, Exp Value:3.4E-006, lons matched by search engine: 13/120
Fragment match tolerance used for search: 1.2 Da

Extracted from: EXO-GleNAC method developmentiOby_alpha_crystallin_TAG_HCD_ETD.raw #8777 RT. 89.48
ITMS, ETD, z=+3, Maono miz=651.32208 Da, MH+=1951.95168 Da, Match Tal=0.8 Da
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Peptide Iden

& Load | Save & Factory Defaults - Sequence: YWLGNFPLTPGVSQGFQIDE, T8-Phospho_STY (7996633 Da)
Display Options Charge: +2, Monoisotopic mfz; 1032.01453 Da (+0.4 mmu/+0.38 ppm), MH+ 206302178 Da, RT: 25,18 min,
Charge Detail Leval Identified with: Mascot (v1.16); lonScore:71, Exp Value:Z.6E-006, lons matched by search engine: 13/192 F
@ al Fragment match tolerance used for search; 0.1 Da
ofw ]
Annotation Thieshold
@ 1| zotBaserpea
O‘ 1 ‘| Absolute Exracted from: EAD-GlcMNAC method developmentiOhy_alpha_crystallin, TAG_HCD_ETD.raw #8531 RT: 9518
SR FTMS, HCD, z=+2, Mono miz=1032.01453 Da, MH+=2063.02178 Da, Match Tol=0.1 Da
Show Legend
[ Use Ssarch Settings yu*
Match Tolerances 1125.58704
Mass Analyzer | FTMS a5
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Fragments
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Peptide Identification Details:

Options
§1 Load b 52
Display Options

Charge Detail Level
foN]

Of++ \

Apnotation Threshold:

®| 25| 2ciBasePeck
@) | ‘ Absalute

Show Legend

(&2 Factory Defauls

] Use Search Settings
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Mass Analyzer. |
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Fragments
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Peptide Summary
Sequence: YVLGNFPLTPGVEQGPQIDKEQYEK, Ta-Fhospho_STY (7996633 Da) o
Charge: +3, Monoisotopic m/z: 914.11237 Da (-0.17 mrnu/-0.19 ppm), MH+ 2740.32254 Da, RT: 90.59 min, |
Identified with: Mascot (w1.16); IonScore:84, Exp Value:1.3E-007, lons matched by search engine: 27184 T
Fragment match tolerance used for search: 1.2 Da
Extracted from: EAO-GleMAC method developmentOby_alpha_crystallin_TAG_HCD_ETDraw #8915 RT: 9059
ITMS, ETD, z=+3, Monn miz=814 11237 Da, MH+=2740.32254 Da, Match Tol=0.8 Da
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