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Figure S1. Baselines for Figure 1 prior to the addition of EGF. (a) Baselines for Figure la. (b)
Baselines for Figure 1b. This figure shows that stable baselines were established for the
measurements described in Figure 1. All the baselines were re-zeroed prior to the addition of

EGF and the collection of the data shown in Figure 1.
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Figure S2. Baselines for Figure 2 prior to the addition of EGF. (a) Baselines for Figure 2a. (b)
Baselines for Figure 2b. This figure shows that stable baselines were established for the
measurements described in Figure 2. All the baselines were re-zeroed prior to the addition of

EGF and the collection of the data shown in Figure 2.

Page 3 of 6



20 4 80 -
50 pretreatment with 333 nM mAb 2E9
10 - 1
no pretreatment 40
0 j——Ry
© ~ 30 -
o -10 - )
= < 20
) =
Q -20 - pretreatment with 333 nM mAb 2E9 : 10
g J
-30 4 0 no pretreatment
.40 =10 -
-50 T - - T - ! =20
0 10 20 30 40 50 60 0 10 20 30 40 50 80
Time (min) Time (min}

Figure S3. Baselines for Figure 3 prior to the addition of EGF. (a) Baselines for Figure 3a. (b)
Baselines for Figure 3b. This figure shows that stable baselines were established for the
measurements described in Figure 3. All the baselines were re-zeroed prior to the addition of

EGF and the collection of the data shown in Figure 3.
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Figure S4. Baselines for Figure 5 prior to the addition of EGF. (a) Baselines for Figure 5a. (b)
Baselines for Figure 5b. This figure shows that stable baselines were established for the
measurements described in Figure 5. All the baselines were re-zeroed prior to the addition of

EGF and the collection of the data shown in Figure 5.
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Figure S5. Quintuple QCM-D measurements of removal and addition of the assay buffer. (a)
AD-responses. The average AD-response: at 6 min, 3.6 = 1.2; at 50 min, 4.0 = 0.9. (b) Af
responses: at 6 min, 33.6 + 3.4. Both figures show that the peaks and valleys of all five replicate
measurements appear in the same time window and have the essentially same magnitude. This

validates the technique employed in the QCM-D experiments.
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