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FigureS1. Coarse-graining mapping scheme for the DPPC and DOPC phospholipids. One coarse-

grain bead correspond to four atoms. 

 

Bonds are described by a harmonic potential Vbond(R) type 

                                                 Vbond(R) =
1
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       (1) 

where Rbond is the equilibrium distance and Kbond  is the force constant of the bond. 

The stiffness of the chains is taken into account by a harmonic potential Vangle(θ) 

depending of the cosine of angle between atoms, where θ  is the angle between two 

successive bonds. 
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where Kangle is the force constant and θ0 is the equilibrium bond angle. 
 

Table S1. Parameters for bonding energetic term. 

bonds Rbond (nm) Kbond  (kJ mol-1 nm-2) 

N-P 0.470 1250 

P-G 0.470 1250 

G-G 0.370 1250 

G-C 0.470 1250 

C-C 0.470 1250 

D-C 0.470 1250 

  



 

Table S2. Parameters for angle energetic term. 

angle θo (deg) Kangle (kJ mol-1) 

P-G-G 120 25.0 

P-G-C 180 25.0 

G-C-C 180 25.0 

C-C-C 180 25.0 

C-D-C 120 45.0 

D-C-C 180 25.0 

 

 

 
Figure S2. Distribution of radius of gyration for the Particle-Particle and Particle-Field 

simulations. 

 

 



 
Figure S3. Distribution of angle between the two tails of the DPPC for Particle-Particle and 

Particle-Field simulations. 

 

In the Figure S4 is shown the scheme to define the vectors a and b. 

 

 

 
 

Figure 4. The vectors a and b are calculated, each, as the distance between two points identified 

by the first bead of type C and the last one. 


