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Supplementary Table 1: List of TMV mutants 

Mutants Insert Sequence Insert Site Calculated 
Mass (m/z) 

Observed 
Mass (m/z) 

RGD1 GRGDSPG Extended after T159 18161 18161 

RGD2 GAGSGRGDSGA Inserted between S155-
G156 18408 n/i* (no 

infection) 

RGD3 TGRGDSPASS Deleted G156-T159 and 
extended from S155 18124 n/i 

RGD4 GEPRGDTYRA Deleted G156-T159 and 
extended from S155 18311 n/i 

RGD5 AGSGRGDSGA Inserted between S155-
G156 18350 n/i 

RGD6 GEPRGDTYRAY Inserted between S155-
G156 18801 n/i 

RGD7 AVTGRGDSPASS Inserted between S155-
G156 18621 18622 

RGD8 ENGPRGDNYRA Inserted between S155-
G156 18766 n/i 

RGD9 AGSGEPRGDTYRASGA Inserted between S155-
G156 18621 n/i 

PHSRN1 PHSRNG Extended after T159 18183 n/i 

PHSRN2 EDRVPHSRNS Deleted G156-T159 and 
extended from S155 18387 n/i 

PHSRN3 EDRVPHSRNSIT Inserted between S155-
G156 18927 18926 

DGEA DGEA Inserted between S155-
G156 17908 17905 

P15 GTPGPQGIAGQRGVV Inserted between S155-
G156 18910 18896 

 



 

 

Supplementary Figure 1. Mass spectrometric analysis of degraded plant virus mutants. (a) TMV-
RGD1; (b) TMV-RGD7; (c) TMV-PHSRN3; (d) TMV-DGEA; (e) TMV-P15.  
 

 
 
 
 
 
 
 
 
 



Supplementary Table 2. The corresponding peptide loss associated with the truncated TMV 
coat protein. A mass difference of 17 is associated to the loss of a hydroxy ion. 
 

 

 

Supplementary Table 3. TMV mutant primers 

Mutant  Primer Sequence 
RGD1 Forward TCT GGT CCT GCA ACT GGA AGA GGA GAC TCT CCA GGA TGA GGT AGT CAA GAT 
 Reverse ATC TTG ACT ACC TCA TCC TGG AGA GTC TCC TCT TCC AGT TGC AGG ACC AGA 
RGD2 Forward AGC GGC AGA GGC GAC AGC GGC GCC GGT CCT GCA ACT TGA GGT AGT 
 Reverse GCT GTC GCC TCT GCC GCT GCC GGC ACC AGA GGT CCA AAC CAA ACC 
RGD3 Forward AGA GGC GAC AGC CCC GCC AGC AGC TGA GGT AGT CAA GAT GCA TAA 
 Reverse GGC GGG GCT GTC GCC TCT GCC GGT AGA GGT CCA AAC CAA ACC   
RGD4 Forward GGC GAG CCC AGA GGC GAC ACC TAC AGA GCC TGA GGT AGT CAA GAT GCA TAA 
 Reverse GGC TCT GTA GGT GTC GCC TCT GGG CTC GCC AGA GGT CCA AAC CAA ACC 
RGD5 Forward AGC GGC AGA GGC GAC AGC GGC GCC GGT CCT GCA ACT TGA GGT AGT 
 Reverse GCT GTC GCC TCT GCC GCT GCC GGC AGA GGT CCA AAC CAA ACC AGA 
RGD6 Forward CCG AGA GGA GAT ACA TAC AGA GCA TAC GGT CCT GCA ACT TGA GGT AGT 
 Reverse TCT GTA TGT ATC TCC TCT CGG CTC TCC AGA GGT CCA AAC CAA ACC AGA 
RGD7 Forward GGA AGA GGA GAT TCA CCG GCA TCA TCA GGT CCT GCA ACT TGA GGT AGT 
 Reverse CGG TGA ATC TCC TCT TCC TGT CAC TGC AGA GGT CCA AAC CAA ACC AGA 
RGD8 Forward AAT GGA CCG AGA GGA GAT AAT TAC AGA GCA GGT CCT GCA ACT TGA GGT 
 Reverse TCT GTA ATT ATC TCC TCT CGG TCC ATT CTC AGA GGT CCA AAC CAA ACC 
RGD9* Forward CGC GGT GAT ACG TAC CGT GCG AGC GGC GCC GGT CCT GCA ACT TGA 
 Reverse GTA CGT ATC ACC GCG TGG CTC TCC GCT GCC GGC AGA GGT CCA AAC CAA 
PHSRN1 Forward TCT GGT CCT GCA ACT CCA CAC TCT AGA AAT GGA TGA GGT AGT CAA GAT 
 Reverse ATC TTG ACT ACC TCA TCC ATT TCT AGA GTG TGG AGT TGC AGG ACC AGA 
PHSRN2 Forward AGA GTG CCC CAC AGC AGA AAC AGC TGA GGT AGT CAA GAT GCA TAA 
 Reverse TCT GCT GTG GGG CAC TCT GTC CTC AGA GGT CCA AAC CAA ACC 
PHSRN3 Forward GTG CCG CAC TCA AGG AAT TCA ATA ACG GGT CCT GCA ACT TGA GGT AGT 
 Reverse ATT CCT TGA GTG CGG CAC TCT ATC CTC AGA GGT CCA AAC CAA ACC AGA 
DGEA1 Forward TGG ACC TCT GAC GGC GAG GCC GGT CCT GCA ACT TGA GGT 
 Reverse AGC AGG ACC GGC CTC GCC GTC AGA GGT CCA AAC CAA ACC 
P15 Forward AGC GGC AGA GGC GAC AGC GGC GCC GGT CCT GCA ACT TGA GGT AGT 
 Reverse GCT GTC GCC TCT GCC GCT GCC GGC AGA GGT CCA AAC CAA ACC AGA 

*RGD9 created using U3/RGD5 plasmid as template. 

 

 


