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Sequence: _ISQVLK_
Matching Protein: YIL150C
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 344.2254
Precursor Theoretical Mass: 344.2236
Precursor Mass Error (ppm): 5.1
Andromeda Score: 140
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Sequence: _LLM(ox)IEGK_
Matching Protein: YBR207W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 414.2443
Precursor Theoretical Mass: 414.243
Precursor Mass Error (ppm): 3.2
Andromeda Score: 50.1
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Sequence: _IAILTSLK_
Matching Protein: YGL169W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 433.7936
Precursor Theoretical Mass: 433.7937
Precursor Mass Error (ppm): −0.13
Andromeda Score: 76.9
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Sequence: _LTLLDGDK_
Matching Protein: YIL169C;YOL155C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 441.754
Precursor Theoretical Mass: 441.7547
Precursor Mass Error (ppm): −1.7
Andromeda Score: 92.5
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Sequence: _EEGVSLDK_
Matching Protein: YPL187W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 442.7257
Precursor Theoretical Mass: 442.7262
Precursor Mass Error (ppm): −1
Andromeda Score: 75.4

y1

y2

y3

y4

y5

y6

y7

a2

b2

b2−H2O



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1100 1200 1300

0e
+

00
4e

+
05

8e
+

05

Sequence: _LQLDLQLK_
Matching Protein: YGR097W;YPR115W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 489.8078
Precursor Theoretical Mass: 489.8073
Precursor Mass Error (ppm): 1
Andromeda Score: 91.1
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Sequence: _LSPQEEFK_
Matching Protein: YOL032W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 493.2582
Precursor Theoretical Mass: 493.2577
Precursor Mass Error (ppm): 1.2
Andromeda Score: 75.9
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Sequence: _EALLGQLLK_
Matching Protein: YMR033W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 496.8154
Precursor Theoretical Mass: 496.8151
Precursor Mass Error (ppm): 0.53
Andromeda Score: 101.5
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Sequence: _DLNEFLIK_
Matching Protein: YCL024W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 500.2839
Precursor Theoretical Mass: 500.2837
Precursor Mass Error (ppm): 0.48
Andromeda Score: 91.1
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Sequence: _FLWSQLAK_
Matching Protein: YLR212C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 500.7891
Precursor Theoretical Mass: 500.7889
Precursor Mass Error (ppm): 0.44
Andromeda Score: 89.5
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Sequence: _TFLIDTYK_
Matching Protein: YDL202W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 504.7789
Precursor Theoretical Mass: 504.7782
Precursor Mass Error (ppm): 1.3
Andromeda Score: 73.9
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Sequence: _TLESLILSK_
Matching Protein: YGR198W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 506.3124
Precursor Theoretical Mass: 506.3124
Precursor Mass Error (ppm): −0.14
Andromeda Score: 68
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Matching Protein: YLR068W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 508.2438
Precursor Theoretical Mass: 508.2447
Precursor Mass Error (ppm): −1.8
Andromeda Score: 70
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Sequence: _AVGLDFVYK_
Matching Protein: YBR102C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 510.2858
Precursor Theoretical Mass: 510.2862
Precursor Mass Error (ppm): −0.76
Andromeda Score: 68.2
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Sequence: _PQYFAIIGK_
Matching Protein: YBR254C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 522.8025
Precursor Theoretical Mass: 522.802
Precursor Mass Error (ppm): 0.92
Andromeda Score: 116.5
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Sequence: _FEVAIGLNGK_
Matching Protein: YOL142W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 528.3028
Precursor Theoretical Mass: 528.3024
Precursor Mass Error (ppm): 0.84
Andromeda Score: 111.6
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Sequence: _FFISFSGFK_
Matching Protein: YOR280C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 544.2898
Precursor Theoretical Mass: 544.2888
Precursor Mass Error (ppm): 1.9
Andromeda Score: 79.9
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Sequence: _SVFSLSGLFK_
Matching Protein: YJL165C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 546.8123
Precursor Theoretical Mass: 546.8126
Precursor Mass Error (ppm): −0.55
Andromeda Score: 75.3
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Sequence: _VYDISSYLK_
Matching Protein: YMR073C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 548.2945
Precursor Theoretical Mass: 548.2942
Precursor Mass Error (ppm): 0.43
Andromeda Score: 90.7
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Sequence: _ACQEAARQY_
Matching Protein: YMR002W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 548.7459
Precursor Theoretical Mass: 548.7456
Precursor Mass Error (ppm): 0.5
Andromeda Score: 76.9
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Sequence: _(ac)SLLEQLARK_
Matching Protein: YOR076C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 554.3344
Precursor Theoretical Mass: 554.3342
Precursor Mass Error (ppm): 0.22
Andromeda Score: 79.9
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Sequence: _ESLNSPLLTK_
Matching Protein: YBR269C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 555.3178
Precursor Theoretical Mass: 555.3182
Precursor Mass Error (ppm): −0.85
Andromeda Score: 62.8
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Sequence: _NIIDIQFLK_
Matching Protein: YDR301W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 556.3342
Precursor Theoretical Mass: 556.3337
Precursor Mass Error (ppm): 0.83
Andromeda Score: 68.7

y1

y2

y3

y4

y5

y6

y7

a2

b2

b3



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

0
25

00
00

0
50

00
00

0

Sequence: _ITTSFNEAVK_
Matching Protein: YLR370C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 559.3026
Precursor Theoretical Mass: 559.3026
Precursor Mass Error (ppm): 0.013
Andromeda Score: 94.7
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Sequence: _FRFNIREK_
Matching Protein: YJL134W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 373.217
Precursor Theoretical Mass: 373.2167
Precursor Mass Error (ppm): 0.67
Andromeda Score: 78.8
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Sequence: _GDNITLITSAD_
Matching Protein: YOR159C
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 560.2815
Precursor Theoretical Mass: 560.28
Precursor Mass Error (ppm): 2.6
Andromeda Score: 73.7

y1

y2

y3

y4

y5

y7

y2−H2O

b3

b4

b5b5−H2Ob5−NH3

b6

b6−H2O

b6−NH3 b7

b7−H2O
b7−NH3



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900

0
15

00
00

30
00

00

Sequence: _EFELPIDFK_
Matching Protein: YJR092W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 573.301
Precursor Theoretical Mass: 573.3021
Precursor Mass Error (ppm): −1.9
Andromeda Score: 79.9
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Sequence: _(ac)SDGTLFTDLK_
Matching Protein: YGR201C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 573.7923
Precursor Theoretical Mass: 573.7921
Precursor Mass Error (ppm): 0.5
Andromeda Score: 82.7

y1

y2

y4

y5

y6

y7

y8
b2

b2−H2O

b3

b4

b4−H2O



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

0e
+

00
1e

+
06

2e
+

06 Sequence: _VSLDNFVLLK_
Matching Protein: YBL105C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 578.3489
Precursor Theoretical Mass: 578.3468
Precursor Mass Error (ppm): 3.6
Andromeda Score: 70.1
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Sequence: _DILDVLNLLK_
Matching Protein: YIL002W−A
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 578.353
Precursor Theoretical Mass: 578.3528
Precursor Mass Error (ppm): 0.4
Andromeda Score: 121.7
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Sequence: _ISPEVSVNDAK_
Matching Protein: YIL010W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 583.811
Precursor Theoretical Mass: 583.8108
Precursor Mass Error (ppm): 0.38
Andromeda Score: 76.1
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Sequence: _IGSNSIDLITK_
Matching Protein: YDR057W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 584.8378
Precursor Theoretical Mass: 584.8368
Precursor Mass Error (ppm): 1.7
Andromeda Score: 66.1
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Sequence: _SVMQTDNLQK_
Matching Protein: YPR058W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 586.2966
Precursor Theoretical Mass: 586.297
Precursor Mass Error (ppm): −0.66
Andromeda Score: 94.7
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Sequence: _(ac)SFFDSLRQK_
Matching Protein: YGR100W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 589.3093
Precursor Theoretical Mass: 589.3082
Precursor Mass Error (ppm): 1.9
Andromeda Score: 69.4
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Sequence: _VNEYVNVDLK_
Matching Protein: YCR034W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 596.8132
Precursor Theoretical Mass: 596.8141
Precursor Mass Error (ppm): −1.5
Andromeda Score: 128
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Sequence: _NIISNVLDGNK_
Matching Protein: YHR081W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 597.8328
Precursor Theoretical Mass: 597.8321
Precursor Mass Error (ppm): 1.2
Andromeda Score: 72
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Sequence: _LSTSFILGIIK_
Matching Protein: YPR066W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 600.3782
Precursor Theoretical Mass: 600.3781
Precursor Mass Error (ppm): 0.18
Andromeda Score: 71
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Sequence: _(ac)SFDREEDQK_
Matching Protein: YDR021W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 602.2722
Precursor Theoretical Mass: 602.272
Precursor Mass Error (ppm): 0.25
Andromeda Score: 68.7
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Sequence: _DLEFPAFTEK_
Matching Protein: YGR092W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 602.8033
Precursor Theoretical Mass: 602.8024
Precursor Mass Error (ppm): 1.5
Andromeda Score: 96.3
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Sequence: _DFLNDVIQLK_
Matching Protein: YJL204C
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 602.8322
Precursor Theoretical Mass: 602.8322
Precursor Mass Error (ppm): −0.0043
Andromeda Score: 65.3
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Sequence: _IDIIIRESLK_
Matching Protein: YOR019W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 604.3789
Precursor Theoretical Mass: 604.3786
Precursor Mass Error (ppm): 0.38
Andromeda Score: 74.2
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Sequence: _HTWGCVLLSK_
Matching Protein: YCR017C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 604.8206
Precursor Theoretical Mass: 604.8204
Precursor Mass Error (ppm): 0.28
Andromeda Score: 171.6
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Sequence: _LQTNLEEQVK_
Matching Protein: YBR043C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 605.3317
Precursor Theoretical Mass: 605.3319
Precursor Mass Error (ppm): −0.23
Andromeda Score: 70
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Sequence: _LSLQENEENK_
Matching Protein: YBR267W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 606.3042
Precursor Theoretical Mass: 606.3033
Precursor Mass Error (ppm): 1.5
Andromeda Score: 131
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Sequence: _IVDSPHPLIVK_
Matching Protein: YOL094C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 409.2516
Precursor Theoretical Mass: 409.2513
Precursor Mass Error (ppm): 0.75
Andromeda Score: 97.5
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Sequence: _APLINFLPLPK_
Matching Protein: YBL106C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 615.8884
Precursor Theoretical Mass: 615.8886
Precursor Mass Error (ppm): −0.42
Andromeda Score: 64.3
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Sequence: _LFIAPVSYWK_
Matching Protein: YLR393W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 616.3525
Precursor Theoretical Mass: 616.3519
Precursor Mass Error (ppm): 0.93
Andromeda Score: 80.2
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Sequence: _TLAFVIPILIK_
Matching Protein: YDR243C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 618.4149
Precursor Theoretical Mass: 618.4145
Precursor Mass Error (ppm): 0.61
Andromeda Score: 81.9
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Sequence: _(ac)MNRIFGYGNK_
Matching Protein: YDR486C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 625.3155
Precursor Theoretical Mass: 625.3155
Precursor Mass Error (ppm): 0.042
Andromeda Score: 86.2
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Sequence: _RFTGNAPLSTGK_
Matching Protein: YJR034W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 628.8456
Precursor Theoretical Mass: 628.8455
Precursor Mass Error (ppm): 0.2
Andromeda Score: 95
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Sequence: _RLHQLDGIPHA_
Matching Protein: YBR126W−A
Charge: 3
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 419.5668
Precursor Theoretical Mass: 419.5668
Precursor Mass Error (ppm): −0.021
Andromeda Score: 112.1
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Sequence: _DLLQDEEFLK_
Matching Protein: YCR048W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 629.3264
Precursor Theoretical Mass: 629.3263
Precursor Mass Error (ppm): 0.22
Andromeda Score: 114.8
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Matching Protein: YER022W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 629.3454
Precursor Theoretical Mass: 629.3445
Precursor Mass Error (ppm): 1.5
Andromeda Score: 76.5
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Sequence: _LDLADFIDSNK_
Matching Protein: YKL155C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 629.823
Precursor Theoretical Mass: 629.8239
Precursor Mass Error (ppm): −1.4
Andromeda Score: 87.3
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Sequence: _SNIGNAEVAGLSK_
Matching Protein: YGR260W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 630.3324
Precursor Theoretical Mass: 630.3331
Precursor Mass Error (ppm): −1.2
Andromeda Score: 72.1
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Sequence: _SMINLNLNPLK_
Matching Protein: YMR312W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 632.8623
Precursor Theoretical Mass: 632.8623
Precursor Mass Error (ppm): 0.039
Andromeda Score: 97.5
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Sequence: _YNTIQDIRNK_
Matching Protein: YBR176W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 424.8972
Precursor Theoretical Mass: 424.8977
Precursor Mass Error (ppm): −1.2
Andromeda Score: 82.7
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Sequence: _SFVGTGVLFLPK_
Matching Protein: YKL146W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 636.876
Precursor Theoretical Mass: 636.8757
Precursor Mass Error (ppm): 0.41
Andromeda Score: 75
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Sequence: _DLDSFSIDDLK_
Matching Protein: YEL043W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 638.3138
Precursor Theoretical Mass: 638.3134
Precursor Mass Error (ppm): 0.68
Andromeda Score: 109.4
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Sequence: _LIDWIVRINK_
Matching Protein: YPL065W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 426.5989
Precursor Theoretical Mass: 426.5988
Precursor Mass Error (ppm): 0.05
Andromeda Score: 90.6
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Sequence: _ANVGNVQQMDAK_
Matching Protein: YDR348C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 641.8183
Precursor Theoretical Mass: 641.8186
Precursor Mass Error (ppm): −0.52
Andromeda Score: 67.1
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Sequence: _VLELLDSPDFK_
Matching Protein: YDR041W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 642.3538
Precursor Theoretical Mass: 642.3523
Precursor Mass Error (ppm): 2.4
Andromeda Score: 68.9
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Sequence: _PLYSLDGSVTIK_
Matching Protein: YGR269W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 646.8579
Precursor Theoretical Mass: 646.8585
Precursor Mass Error (ppm): −0.87
Andromeda Score: 62.3
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Sequence: _IAGILADEMGLGK_
Matching Protein: YBR245C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 648.3601
Precursor Theoretical Mass: 648.3596
Precursor Mass Error (ppm): 0.84
Andromeda Score: 89.4
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Sequence: _EALWVDWENK_
Matching Protein: YKR049C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 649.3194
Precursor Theoretical Mass: 649.3188
Precursor Mass Error (ppm): 0.89
Andromeda Score: 109.3
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Sequence: _LTDILTEEVEK_
Matching Protein: YDL120W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 649.352
Precursor Theoretical Mass: 649.3525
Precursor Mass Error (ppm): −0.69
Andromeda Score: 129.7
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Sequence: _GAVAADGEVHLRK_
Matching Protein: YGL077C
Charge: 3
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 441.5767
Precursor Theoretical Mass: 441.5774
Precursor Mass Error (ppm): −1.4
Andromeda Score: 56.2
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Sequence: _DDDEIENLILK_
Matching Protein: YGL227W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 662.8402
Precursor Theoretical Mass: 662.8397
Precursor Mass Error (ppm): 0.72
Andromeda Score: 107.8
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05 Sequence: _LSNVTLSAEQEK_
Matching Protein: YPL245W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 663.8535
Precursor Theoretical Mass: 663.8532
Precursor Mass Error (ppm): 0.53
Andromeda Score: 109.6
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Sequence: _LLEEVEGSCTGK_
Matching Protein: YDR404C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 665.3261
Precursor Theoretical Mass: 665.3259
Precursor Mass Error (ppm): 0.27
Andromeda Score: 120.8
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Sequence: _LICPQYGTENK_
Matching Protein: YNL232W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 665.831
Precursor Theoretical Mass: 665.8312
Precursor Mass Error (ppm): −0.25
Andromeda Score: 63.3
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Sequence: _NLLQLTSIGEIK_
Matching Protein: YLR199C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 668.8995
Precursor Theoretical Mass: 668.8999
Precursor Mass Error (ppm): −0.61
Andromeda Score: 99.5
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05 Sequence: _(ac)SAQDYYGNSASK_
Matching Protein: YDL012C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 670.7961
Precursor Theoretical Mass: 670.7959
Precursor Mass Error (ppm): 0.31
Andromeda Score: 107
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Sequence: _NAAPGMVANPVSSK_
Matching Protein: YMR122W−A
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 671.8424
Precursor Theoretical Mass: 671.8428
Precursor Mass Error (ppm): −0.56
Andromeda Score: 94
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Sequence: _ENIFEPLALYK_
Matching Protein: YNL261W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 672.8683
Precursor Theoretical Mass: 672.8681
Precursor Mass Error (ppm): 0.29
Andromeda Score: 62.5
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Sequence: _NLETTFSEIGVK_
Matching Protein: YLR345W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 673.3586
Precursor Theoretical Mass: 673.3581
Precursor Mass Error (ppm): 0.7
Andromeda Score: 65.4
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Sequence: _DMNQDMDDVEK_
Matching Protein: YBR187W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 674.2678
Precursor Theoretical Mass: 674.2678
Precursor Mass Error (ppm): 0.024
Andromeda Score: 129.7
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Matching Protein: YER182W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 679.825
Precursor Theoretical Mass: 679.825
Precursor Mass Error (ppm): 0.081
Andromeda Score: 85.3
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05 Sequence: _DLFDIANFRNK_
Matching Protein: YOR221C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 454.2415
Precursor Theoretical Mass: 454.2415
Precursor Mass Error (ppm): −0.0037
Andromeda Score: 99.7
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Sequence: _EQENDELDELK_
Matching Protein: YNL265C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 685.3153
Precursor Theoretical Mass: 685.3141
Precursor Mass Error (ppm): 1.8
Andromeda Score: 83
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Sequence: _VEFLGGLDAIFGK_
Matching Protein: YIL008W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 687.3828
Precursor Theoretical Mass: 687.3814
Precursor Mass Error (ppm): 2
Andromeda Score: 116.2
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Sequence: _YAPDVVRSLENL_
Matching Protein: YDL111C
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 688.3642
Precursor Theoretical Mass: 688.3644
Precursor Mass Error (ppm): −0.32
Andromeda Score: 65.6
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Sequence: _PLSWVCQEILK_
Matching Protein: YNL129W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 690.8754
Precursor Theoretical Mass: 690.8754
Precursor Mass Error (ppm): −0.00056
Andromeda Score: 68.9
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Sequence: _NVEDLWFPEVK_
Matching Protein: YKR055W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 692.355
Precursor Theoretical Mass: 692.3554
Precursor Mass Error (ppm): −0.59
Andromeda Score: 102
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Sequence: _DLFELERYYK_
Matching Protein: YPR034W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 692.3551
Precursor Theoretical Mass: 692.3554
Precursor Mass Error (ppm): −0.35
Andromeda Score: 111.1
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Sequence: _IANIVEEIISFK_
Matching Protein: YLR310C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 692.4035
Precursor Theoretical Mass: 692.4023
Precursor Mass Error (ppm): 1.8
Andromeda Score: 62.4
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Sequence: _VIQEQQNLRQK_
Matching Protein: YBL029C−A
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 464.5997
Precursor Theoretical Mass: 464.5997
Precursor Mass Error (ppm): 0.052
Andromeda Score: 112.7
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Sequence: _FIDLLLGQKPIK_
Matching Protein: YER176W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 467.6332
Precursor Theoretical Mass: 467.6331
Precursor Mass Error (ppm): 0.38
Andromeda Score: 66.6
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Sequence: _M(ox)FSLQDVITTTK_
Matching Protein: YER044C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 704.3671
Precursor Theoretical Mass: 704.3676
Precursor Mass Error (ppm): −0.67
Andromeda Score: 140.1
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Sequence: _LNELDELILEAK_
Matching Protein: YJR112W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 704.3946
Precursor Theoretical Mass: 704.3947
Precursor Mass Error (ppm): −0.047
Andromeda Score: 90.7
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Sequence: _LSSDVTQAIDLLK_
Matching Protein: YLR211C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 705.8992
Precursor Theoretical Mass: 705.9001
Precursor Mass Error (ppm): −1.4
Andromeda Score: 130
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Sequence: _MEGGDLEYQHVK_
Matching Protein: YCR043C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 471.8892
Precursor Theoretical Mass: 471.8901
Precursor Mass Error (ppm): −1.9
Andromeda Score: 61.3
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Sequence: _TIEVPSNDSSTEK_
Matching Protein: YBR264C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 707.8444
Precursor Theoretical Mass: 707.843
Precursor Mass Error (ppm): 2
Andromeda Score: 72.3
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Sequence: _VQTVTTEDGETVK_
Matching Protein: YER067W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 707.8609
Precursor Theoretical Mass: 707.8612
Precursor Mass Error (ppm): −0.47
Andromeda Score: 65.4
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Sequence: _LTSSSTIEESPEK_
Matching Protein: YKL047W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 708.353
Precursor Theoretical Mass: 708.3532
Precursor Mass Error (ppm): −0.24
Andromeda Score: 97.2
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06 Sequence: _GFFIPQSSLGNLK_
Matching Protein: YNL130C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 708.3924
Precursor Theoretical Mass: 708.3923
Precursor Mass Error (ppm): 0.23
Andromeda Score: 122.5
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Sequence: _SIAPEIYGNLDVK_
Matching Protein: YBR202W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 713.8865
Precursor Theoretical Mass: 713.887
Precursor Mass Error (ppm): −0.73
Andromeda Score: 75.5
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Sequence: _IGESVPLELITEK_
Matching Protein: YFL030W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 718.4114
Precursor Theoretical Mass: 718.4103
Precursor Mass Error (ppm): 1.5
Andromeda Score: 72.7
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Sequence: _LLDSYSTAATSSSK_
Matching Protein: YJR093C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 719.857
Precursor Theoretical Mass: 719.8612
Precursor Mass Error (ppm): −5.9
Andromeda Score: 64.7
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Sequence: _NANQESVEEAVLK_
Matching Protein: YBR049C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 719.8665
Precursor Theoretical Mass: 719.8668
Precursor Mass Error (ppm): −0.39
Andromeda Score: 144.7
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Sequence: _(ac)SRVGVMVLGPAGAGK_
Matching Protein: YLR243W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 724.9105
Precursor Theoretical Mass: 724.9103
Precursor Mass Error (ppm): 0.3
Andromeda Score: 72.4
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Sequence: _IIEIINQPDFLK_
Matching Protein: YLR352W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 725.9231
Precursor Theoretical Mass: 725.9234
Precursor Mass Error (ppm): −0.42
Andromeda Score: 114.8
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Matching Protein: YJL212C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 729.8798
Precursor Theoretical Mass: 729.8819
Precursor Mass Error (ppm): −2.9
Andromeda Score: 74.9
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Sequence: _SIFDPNFDLQEK_
Matching Protein: YJR067C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 730.8615
Precursor Theoretical Mass: 730.861
Precursor Mass Error (ppm): 0.72
Andromeda Score: 78.7
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Sequence: _SGGSNVVGIPLLDTK_
Matching Protein: YPL144W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 732.9079
Precursor Theoretical Mass: 732.911
Precursor Mass Error (ppm): −4.2
Andromeda Score: 60
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Sequence: _ILFEVLGPSILQK_
Matching Protein: YPL082C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 732.95
Precursor Theoretical Mass: 732.9494
Precursor Mass Error (ppm): 0.72
Andromeda Score: 98.4
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Sequence: _EILSNELQYIDK_
Matching Protein: YJL019W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 736.8897
Precursor Theoretical Mass: 736.8898
Precursor Mass Error (ppm): −0.12
Andromeda Score: 113.5
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Sequence: _SFLSFDPLTDSEK_
Matching Protein: YPL149W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 747.3664
Precursor Theoretical Mass: 747.3661
Precursor Mass Error (ppm): 0.36
Andromeda Score: 85.3
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Sequence: _IQPNTTSSAASLPAK_
Matching Protein: YBR108W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 747.4059
Precursor Theoretical Mass: 747.4061
Precursor Mass Error (ppm): −0.24
Andromeda Score: 67.3
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Sequence: _RIGSQNADQLFLK_
Matching Protein: YMR004W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 499.9472
Precursor Theoretical Mass: 499.947
Precursor Mass Error (ppm): 0.43
Andromeda Score: 111.8
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Sequence: _EELQEIHAFSCK_
Matching Protein: YGL220W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 749.8577
Precursor Theoretical Mass: 749.8579
Precursor Mass Error (ppm): −0.3
Andromeda Score: 101.9
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Sequence: _DLINRFDVEDEK_
Matching Protein: YIL016W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 500.9185
Precursor Theoretical Mass: 500.9189
Precursor Mass Error (ppm): −0.8
Andromeda Score: 88.6
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Sequence: _ETEFNELLAEAEK_
Matching Protein: YMR115W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 765.8737
Precursor Theoretical Mass: 765.8743
Precursor Mass Error (ppm): −0.78
Andromeda Score: 96.1
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Sequence: _YVECSALTQRGLK_
Matching Protein: YLR229C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 511.6048
Precursor Theoretical Mass: 511.6042
Precursor Mass Error (ppm): 1.1
Andromeda Score: 100.7
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Sequence: _SLENLYILGALNSK_
Matching Protein: YNR011C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 771.9368
Precursor Theoretical Mass: 771.9345
Precursor Mass Error (ppm): 3
Andromeda Score: 51.2
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Sequence: _LDTQLITLLPSSLK_
Matching Protein: YNR023W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 775.4664
Precursor Theoretical Mass: 775.4682
Precursor Mass Error (ppm): −2.3
Andromeda Score: 102.9
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Sequence: _IIWSPIVDSLYNK_
Matching Protein: YBR220C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 778.435
Precursor Theoretical Mass: 778.4341
Precursor Mass Error (ppm): 1.1
Andromeda Score: 86.3
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Sequence: _TLPELVPIADVSDGK_
Matching Protein: YOR231W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 781.4317
Precursor Theoretical Mass: 781.4318
Precursor Mass Error (ppm): −0.17
Andromeda Score: 68.3
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Sequence: _LVGHPINTSLYTLK_
Matching Protein: YJL096W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 521.9706
Precursor Theoretical Mass: 521.971
Precursor Mass Error (ppm): −0.86
Andromeda Score: 81.4
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Sequence: _FSNLIHEVLSGSQK_
Matching Protein: YIL110W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 522.9504
Precursor Theoretical Mass: 522.9504
Precursor Mass Error (ppm): 0.11
Andromeda Score: 84.4
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Matching Protein: YCR086W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 785.8935
Precursor Theoretical Mass: 785.8936
Precursor Mass Error (ppm): −0.087
Andromeda Score: 161.1
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05 Sequence: _DLTNNPQDDDSQSK_
Matching Protein: YGR158C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 792.847
Precursor Theoretical Mass: 792.8468
Precursor Mass Error (ppm): 0.18
Andromeda Score: 80.5
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Matching Protein: YNR008W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 793.4264
Precursor Theoretical Mass: 793.4268
Precursor Mass Error (ppm): −0.51
Andromeda Score: 104.6
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Sequence: _ASSFTQSSFSNFFK_
Matching Protein: YMR124W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 796.8772
Precursor Theoretical Mass: 796.8772
Precursor Mass Error (ppm): 0.044
Andromeda Score: 64.7
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Sequence: _SLENACTDISELLK_
Matching Protein: YGR250C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 800.9073
Precursor Theoretical Mass: 800.9025
Precursor Mass Error (ppm): 5.9
Andromeda Score: 64.7
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00 Sequence: _YLVDRDDVEQNLK_
Matching Protein: YDR367W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 538.9457
Precursor Theoretical Mass: 538.9453
Precursor Mass Error (ppm): 0.79
Andromeda Score: 76.5
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Sequence: _SNEGIDEDIDLFLK_
Matching Protein: YKL119C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 808.4014
Precursor Theoretical Mass: 808.4007
Precursor Mass Error (ppm): 0.84
Andromeda Score: 86.3
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Sequence: _QIREFLEEIVDTQ_
Matching Protein: YBR111W−A
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 810.4209
Precursor Theoretical Mass: 810.4174
Precursor Mass Error (ppm): 4.3
Andromeda Score: 126.1
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Sequence: _ERLGITEPIIIETK_
Matching Protein: YBL101C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 540.6537
Precursor Theoretical Mass: 540.6534
Precursor Mass Error (ppm): 0.39
Andromeda Score: 71.9
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Sequence: _STLNDGIAANFDGISK_
Matching Protein: YGR081C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 815.911
Precursor Theoretical Mass: 815.9118
Precursor Mass Error (ppm): −0.88
Andromeda Score: 103.2
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Sequence: _(ac)TTTATQHFAQLLQK_
Matching Protein: YEL020C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 819.4414
Precursor Theoretical Mass: 819.4405
Precursor Mass Error (ppm): 1.2
Andromeda Score: 246.5
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Sequence: _VGDTIPADLRLIETK_
Matching Protein: YDR038C;YDR039C;YDR040C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 550.3167
Precursor Theoretical Mass: 550.3168
Precursor Mass Error (ppm): −0.32
Andromeda Score: 67
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Sequence: _RRRTGQVGVPTISQV_
Matching Protein: YPR149W
Charge: 3
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 551.9884
Precursor Theoretical Mass: 551.9884
Precursor Mass Error (ppm): −0.096
Andromeda Score: 75
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Sequence: _FEDQVNNVLNVIQK_
Matching Protein: YEL029C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 834.4455
Precursor Theoretical Mass: 834.4458
Precursor Mass Error (ppm): −0.28
Andromeda Score: 92.9
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Sequence: _IEALFTVSQPAVVASK_
Matching Protein: YLR407W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 834.4769
Precursor Theoretical Mass: 834.4765
Precursor Mass Error (ppm): 0.46
Andromeda Score: 64.4
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Sequence: _NRDARTIENDSEIK_
Matching Protein: YMR037C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 556.9515
Precursor Theoretical Mass: 556.9512
Precursor Mass Error (ppm): 0.46
Andromeda Score: 59.2
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Matching Protein: YMR291W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 837.4657
Precursor Theoretical Mass: 837.4656
Precursor Mass Error (ppm): 0.096
Andromeda Score: 109.2
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Sequence: _(ac)SDPSSINGGIVVAMTGK_
Matching Protein: YER094C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 841.9303
Precursor Theoretical Mass: 841.9291
Precursor Mass Error (ppm): 1.4
Andromeda Score: 111.7
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Sequence: _NLENEIEPFLNINK_
Matching Protein: YMR313C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 847.9468
Precursor Theoretical Mass: 847.9456
Precursor Mass Error (ppm): 1.5
Andromeda Score: 71.2
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Sequence: _SLSQVPEDEILPELK_
Matching Protein: YHL004W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 852.9603
Precursor Theoretical Mass: 852.9609
Precursor Mass Error (ppm): −0.71
Andromeda Score: 57.1
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Sequence: _RGILETDLLLSGFAAK_
Matching Protein: YOL071W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 571.3321
Precursor Theoretical Mass: 571.3326
Precursor Mass Error (ppm): −0.86
Andromeda Score: 60.5
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Sequence: _RRRVAVIEDDEDED_
Matching Protein: YOR123C
Charge: 3
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 572.9431
Precursor Theoretical Mass: 572.9431
Precursor Mass Error (ppm): −0.043
Andromeda Score: 109.8
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Sequence: _LNTLEDSQESISSASK_
Matching Protein: YDR289C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 858.9229
Precursor Theoretical Mass: 858.9225
Precursor Mass Error (ppm): 0.4
Andromeda Score: 91.4
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Sequence: _EFYAQEEREAANAGK_
Matching Protein: YDL212W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 860.9053
Precursor Theoretical Mass: 860.9045
Precursor Mass Error (ppm): 0.97
Andromeda Score: 189.9
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06 Sequence: _NSELPSVLVNEMVGTK_
Matching Protein: YGR248W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 862.9519
Precursor Theoretical Mass: 862.9526
Precursor Mass Error (ppm): −0.73
Andromeda Score: 55.2

y1 y7

y9

y12

y12(2+)

b2

b3

b3−H2O

b4b4−NH3



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

0
60

00
00

12
00

00
0

Sequence: _VVAPDVAPDQEVEINK_
Matching Protein: YMR285C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 865.9561
Precursor Theoretical Mass: 865.9562
Precursor Mass Error (ppm): −0.13
Andromeda Score: 85.5
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Sequence: _TSTPTVGFNVETVTYK_
Matching Protein: YOR094W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 876.4505
Precursor Theoretical Mass: 876.4507
Precursor Mass Error (ppm): −0.24
Andromeda Score: 82.9
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Sequence: _ALLQNGVPNILSSSGFK_
Matching Protein: YJR101W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 876.9908
Precursor Theoretical Mass: 876.9903
Precursor Mass Error (ppm): 0.52
Andromeda Score: 91.4
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Sequence: _DLEFLENIRERLSK_
Matching Protein: YHL014C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 590.6595
Precursor Theoretical Mass: 590.6594
Precursor Mass Error (ppm): 0.27
Andromeda Score: 48.7
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Sequence: _VLNLNGNPLVSIVESSK_
Matching Protein: YOR373W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 896.0091
Precursor Theoretical Mass: 896.0087
Precursor Mass Error (ppm): 0.38
Andromeda Score: 53.4
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Sequence: _NLELLQAQNYSRNIK_
Matching Protein: YLL036C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 604.6668
Precursor Theoretical Mass: 604.6666
Precursor Mass Error (ppm): 0.28
Andromeda Score: 60.6
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Sequence: _TFGPELGNNNIFFIPK_
Matching Protein: YOR250C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 908.4789
Precursor Theoretical Mass: 908.4796
Precursor Mass Error (ppm): −0.81
Andromeda Score: 65.1
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Sequence: _RVLIIGGGDGGVLREVAK_
Matching Protein: YLR146C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 606.3665
Precursor Theoretical Mass: 606.3664
Precursor Mass Error (ppm): 0.18
Andromeda Score: 91.5
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Sequence: _DWVNSLVRDVANPSEK_
Matching Protein: YNR067C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 612.9823
Precursor Theoretical Mass: 612.9825
Precursor Mass Error (ppm): −0.33
Andromeda Score: 93.5
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00 Sequence: _AEDESEDVEDVERVSK_
Matching Protein: YDR054C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 615.2811
Precursor Theoretical Mass: 615.281
Precursor Mass Error (ppm): 0.29
Andromeda Score: 57.8
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Sequence: _ITESFITPNSNNSSDSK_
Matching Protein: YGR017W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 924.9391
Precursor Theoretical Mass: 924.9387
Precursor Mass Error (ppm): 0.4
Andromeda Score: 56.6
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Sequence: _EVDDVLGGGWDNVDQTK_
Matching Protein: YDR045C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 927.9337
Precursor Theoretical Mass: 927.9334
Precursor Mass Error (ppm): 0.31
Andromeda Score: 55.2
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Sequence: _RVNDSYDSPLSGTASTGK_
Matching Protein: YPL049C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 621.6394
Precursor Theoretical Mass: 621.6372
Precursor Mass Error (ppm): 3.5
Andromeda Score: 66.3
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Sequence: _PDRAIFQYALDDIISK_
Matching Protein: YMR130W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 625.0029
Precursor Theoretical Mass: 625.003
Precursor Mass Error (ppm): −0.17
Andromeda Score: 71.7
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Sequence: _SQETIGSLNEEIEQYK_
Matching Protein: YER016W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 938.4571
Precursor Theoretical Mass: 938.4567
Precursor Mass Error (ppm): 0.38
Andromeda Score: 110.8
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Sequence: _DRPLEEYQSFLESEK_
Matching Protein: YNL056W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 626.6366
Precursor Theoretical Mass: 626.6384
Precursor Mass Error (ppm): −2.9
Andromeda Score: 68

y1 y3 y4 y5

y6

y7

y8

y8−NH3

b5

b6

b7

b6(2+)



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1200 1400 1600 1800

0e
+

00
4e

+
05

8e
+

05

Sequence: _TLINENYQQPTFFQK_
Matching Protein: YJR111C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 939.9776
Precursor Theoretical Mass: 939.9774
Precursor Mass Error (ppm): 0.14
Andromeda Score: 90
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05 Sequence: _IEEICNAVRGGLLQSIK_
Matching Protein: YPL184C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 636.6863
Precursor Theoretical Mass: 636.6869
Precursor Mass Error (ppm): −1.1
Andromeda Score: 72.4
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00 Sequence: _APDFVESNTIFNLNTVK_
Matching Protein: Q0045
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 954.9901
Precursor Theoretical Mass: 954.9887
Precursor Mass Error (ppm): 1.4
Andromeda Score: 90.4

y1 y2

y4
y6

y7

y9

y10

y11

y12

y13

y1−NH3 y12−NH3a2

b3 b4

b5
b6



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1200 1400 1600 1800 2000

0e
+

00
2e

+
05

4e
+

05

Sequence: _VLPNFCTSINEVLDSSK_
Matching Protein: YIL154C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 965.9871
Precursor Theoretical Mass: 965.9871
Precursor Mass Error (ppm): −0.087
Andromeda Score: 113.7
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Sequence: _ELTEIENHEIESSFEK_
Matching Protein: YBR132C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 647.977
Precursor Theoretical Mass: 647.9771
Precursor Mass Error (ppm): −0.22
Andromeda Score: 80.7
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Sequence: _(ac)AENERM(ox)YISYNNIHK_
Matching Protein: YJR133W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 649.9751
Precursor Theoretical Mass: 649.9751
Precursor Mass Error (ppm): −0.11
Andromeda Score: 123
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Sequence: _ALGIADGERESQVPISALK_
Matching Protein: YML127W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 654.696
Precursor Theoretical Mass: 654.6964
Precursor Mass Error (ppm): −0.61
Andromeda Score: 58.1
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Sequence: _KPILNSQELDIWENEK_
Matching Protein: YPR040W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 658.0174
Precursor Theoretical Mass: 658.0167
Precursor Mass Error (ppm): 0.99
Andromeda Score: 92.1
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Sequence: _NRLQQNDDATAVNNVANK_
Matching Protein: YER034W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 665.0024
Precursor Theoretical Mass: 665.0028
Precursor Mass Error (ppm): −0.57
Andromeda Score: 168.4
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Sequence: _LTSQILTFTQQELGTNDK_
Matching Protein: YHL017W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 1023.033
Precursor Theoretical Mass: 1023.036
Precursor Mass Error (ppm): −2.2
Andromeda Score: 131.2

y1

y3

y4

y5

y6

y7

y8
y9

y10
y11

y12

y13

y14

y8−NH3 y13−NH3a2

b2

b2−H2O

b4

b4−H2O

b5

b5−H2O



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1100 1300 1500 1700 1900 2100

0
75

00
00

15
00

00
0

Sequence: _LVSSNDVGVLLREAQGAIDK_
Matching Protein: YHR127W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 698.0537
Precursor Theoretical Mass: 698.0545
Precursor Mass Error (ppm): −1.1
Andromeda Score: 122.1
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0 Sequence: _LLAREQELRDIVANTNDK_
Matching Protein: YKR007W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 702.7184
Precursor Theoretical Mass: 702.718
Precursor Mass Error (ppm): 0.65
Andromeda Score: 57
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Sequence: _LLARQGDLAGADALTENTDAK_
Matching Protein: YIL104C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 717.7088
Precursor Theoretical Mass: 717.7092
Precursor Mass Error (ppm): −0.56
Andromeda Score: 102.3
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Matching Protein: YLR088W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 727.697
Precursor Theoretical Mass: 727.6969
Precursor Mass Error (ppm): 0.17
Andromeda Score: 111.1
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Sequence: _EPNGSDPLNNEAATLQLRDK_
Matching Protein: YEL012W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 730.7006
Precursor Theoretical Mass: 730.7007
Precursor Mass Error (ppm): −0.23
Andromeda Score: 63.7
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Sequence: _(ac)M(ox)DATTPLLTVANSHPARNPK_
Matching Protein: YDL128W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 734.047
Precursor Theoretical Mass: 734.0472
Precursor Mass Error (ppm): −0.25
Andromeda Score: 111.9

y1

y2

y6

y7

y9

y10

y12

y15

y16

y17

y18

y19

y12(2+)

b2

b3

b4b4−H2O



m/z

In
te

ns
ity

100 300 500 700 900 1100 1300 1500 1700 1900 2100 2300

0e
+

00
3e

+
05

6e
+

05

Sequence: _ENVTQTIENTRVYDETINK_
Matching Protein: YHR088W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 759.0479
Precursor Theoretical Mass: 759.0479
Precursor Mass Error (ppm): −0.081
Andromeda Score: 115.3
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Sequence: _IITHPNFNGNTLDNDIM(ox)LIK_
Matching Protein: CON__P00761
Charge: 3
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 767.0628
Precursor Theoretical Mass: 767.0632
Precursor Mass Error (ppm): −0.56
Andromeda Score: 88.6
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Sequence: _DLVIVSNLMGRNIGHPIIQDK_
Matching Protein: YIL021W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 780.7692
Precursor Theoretical Mass: 780.7698
Precursor Mass Error (ppm): −0.72
Andromeda Score: 159.2
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Sequence: _HSERVGQRFQEQNAALGQGLGR_
Matching Protein: YEL020W−A
Charge: 4
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 610.315
Precursor Theoretical Mass: 610.3154
Precursor Mass Error (ppm): −0.63
Andromeda Score: 118.5
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Sequence: _DSGSLRSQSSSARAGLQFPVGRIK_
Matching Protein: YOL012C
Charge: 4
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 628.842
Precursor Theoretical Mass: 628.8422
Precursor Mass Error (ppm): −0.36
Andromeda Score: 131.1
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Sequence: _EGEIVGQNAPEIGNENIGRRMLEK_
Matching Protein: YNL224C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 887.7928
Precursor Theoretical Mass: 887.7883
Precursor Mass Error (ppm): 5
Andromeda Score: 45.9
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Sequence: _NESPAFEESPLTPNVSNLKPFPSQSNK_
Matching Protein: YLR350W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 992.1641
Precursor Theoretical Mass: 992.1636
Precursor Mass Error (ppm): 0.42
Andromeda Score: 106.9
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00 Sequence: _ITIIGFAFK_
Matching Protein: YOR238W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 505.3079
Precursor Theoretical Mass: 505.3077
Precursor Mass Error (ppm): 0.53
Andromeda Score: 68.7

y1

y2

y3
y4

y5 y6

y7

y8
a2

b2

b2−H2O



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1200 1400 1600 1800

0
70

00
00

14
00

00
0

Sequence: _DVIEISPIK_
Matching Protein: YER041W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 507.2973
Precursor Theoretical Mass: 507.2975
Precursor Mass Error (ppm): −0.37
Andromeda Score: 61
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Sequence: _SIEGFLNDLEK_
Matching Protein: YOR020W−A
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 632.8243
Precursor Theoretical Mass: 632.8246
Precursor Mass Error (ppm): −0.56
Andromeda Score: 120.1
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Sequence: _NAAQPIAGLNNGK_
Matching Protein: YMR251W−A
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 634.3414
Precursor Theoretical Mass: 634.3413
Precursor Mass Error (ppm): 0.095
Andromeda Score: 162.3
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00 Sequence: _LSGVLGAIGGAFLANK_
Matching Protein: YNL208W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 744.432
Precursor Theoretical Mass: 744.4327
Precursor Mass Error (ppm): −0.95
Andromeda Score: 309.5
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Sequence: _(ac)SLPEILPLEVIDK_
Matching Protein: YER146W
Charge: 2
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 754.4361
Precursor Theoretical Mass: 754.4345
Precursor Mass Error (ppm): 2.1
Andromeda Score: 148.2
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Sequence: _LVEAPVEFVREGTQFLAK_
Matching Protein: YDR086C
Charge: 3
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 678.3735
Precursor Theoretical Mass: 678.3737
Precursor Mass Error (ppm): −0.28
Andromeda Score: 119.5
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Sequence: _DLEERLNSIDHDMNNNK_
Matching Protein: YML058W
Charge: 3
SILAC State: Light
Fragmentation Type: Orbitrap HCD
Precursor Mass: 686.3166
Precursor Theoretical Mass: 686.3166
Precursor Mass Error (ppm): 0.016
Andromeda Score: 67.6
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Sequence: _FLANDNK_
Matching Protein: YHR033W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 415.2185
Precursor Theoretical Mass: 415.2183
Precursor Mass Error (ppm): 0.42
Andromeda Score: 100.8
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Sequence: _ELQQLIK_
Matching Protein: YMR022W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 440.2731
Precursor Theoretical Mass: 440.2731
Precursor Mass Error (ppm): −0.061
Andromeda Score: 101.5
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Sequence: _IGLVGTLLK_
Matching Protein: YBR233W−A
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 461.3148
Precursor Theoretical Mass: 461.3148
Precursor Mass Error (ppm): −0.015
Andromeda Score: 101.4
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05 Sequence: _LVSLPFQK_
Matching Protein: YER009W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 470.2912
Precursor Theoretical Mass: 470.2913
Precursor Mass Error (ppm): −0.19
Andromeda Score: 130.8
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Matching Protein: YDL181W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 481.7783
Precursor Theoretical Mass: 481.778
Precursor Mass Error (ppm): 0.56
Andromeda Score: 136.3
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Sequence: _AILALFLAK_
Matching Protein: YBL023C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 484.3252
Precursor Theoretical Mass: 484.3251
Precursor Mass Error (ppm): 0.18
Andromeda Score: 105.6
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Sequence: _PILPNVISK_
Matching Protein: YAL028W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 494.8178
Precursor Theoretical Mass: 494.8177
Precursor Mass Error (ppm): 0.18
Andromeda Score: 61
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Sequence: _INAGENIEK_
Matching Protein: YMR198W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 498.2662
Precursor Theoretical Mass: 498.266
Precursor Mass Error (ppm): 0.29
Andromeda Score: 89.7

y1

y2
y3

y5

y7

y5−NH3

y7−NH3

a2

b2

b2−NH3 b4
b4−NH3 b5b5−H2O

b5−NH3



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900

0
75

00
00

15
00

00
0 Sequence: _VLGTSDFEK_

Matching Protein: YIL035C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 502.2631
Precursor Theoretical Mass: 502.2629
Precursor Mass Error (ppm): 0.33
Andromeda Score: 83
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Sequence: _TIAPEHVIK_
Matching Protein: YDR397C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 339.2056
Precursor Theoretical Mass: 339.2057
Precursor Mass Error (ppm): −0.27
Andromeda Score: 83
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Sequence: _IETM(ox)GARLK_
Matching Protein: YJR149W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 348.1977
Precursor Theoretical Mass: 348.1983
Precursor Mass Error (ppm): −1.7
Andromeda Score: 48.3

y1

y2

y8
y8−NH3

b5

b5−H2O

b7

b7−H2O

b7−NH3



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900

0e
+

00
5e

+
05

1e
+

06

Sequence: _EIIPLFAIK_
Matching Protein: YJL081C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 526.336
Precursor Theoretical Mass: 526.3357
Precursor Mass Error (ppm): 0.58
Andromeda Score: 71.2
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Sequence: _FIVVPDLLK_
Matching Protein: YLR147C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 526.3363
Precursor Theoretical Mass: 526.3357
Precursor Mass Error (ppm): 1.1
Andromeda Score: 83
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Sequence: _FSLSIGQNGK_
Matching Protein: YKR077W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 353.5286
Precursor Theoretical Mass: 353.5289
Precursor Mass Error (ppm): −0.74
Andromeda Score: 56.7
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Sequence: _SNLLFQVLK_
Matching Protein: YCL047C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 535.3286
Precursor Theoretical Mass: 535.3284
Precursor Mass Error (ppm): 0.4
Andromeda Score: 82.6
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Sequence: _PFFWGDGDK_
Matching Protein: YGL191W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 538.7499
Precursor Theoretical Mass: 538.75
Precursor Mass Error (ppm): −0.12
Andromeda Score: 81.5
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06 Sequence: _YGSWEVLDK_
Matching Protein: YGL242C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 552.7762
Precursor Theoretical Mass: 552.7762
Precursor Mass Error (ppm): 0.034
Andromeda Score: 81.6
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00 Sequence: _(gl)QFLGAINDIK_
Matching Protein: YGL101W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 555.3074
Precursor Theoretical Mass: 555.3077
Precursor Mass Error (ppm): −0.44
Andromeda Score: 101.1
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Sequence: _LSNTGSSINSK_
Matching Protein: YDR245W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 558.2923
Precursor Theoretical Mass: 558.2928
Precursor Mass Error (ppm): −0.75
Andromeda Score: 99.6
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Sequence: _ILLNINGSRK_
Matching Protein: YFL017W−A
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 379.2393
Precursor Theoretical Mass: 379.2394
Precursor Mass Error (ppm): −0.28
Andromeda Score: 68.7
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Sequence: _TTLVDMVDLK_
Matching Protein: YGR255C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 571.8139
Precursor Theoretical Mass: 571.8145
Precursor Mass Error (ppm): −1
Andromeda Score: 74
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Sequence: _LNILEYLEK_
Matching Protein: YPR162C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 571.8308
Precursor Theoretical Mass: 571.831
Precursor Mass Error (ppm): −0.29
Andromeda Score: 95.1
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00 Sequence: _GGIIASVGDILK_
Matching Protein: YML031W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 575.8495
Precursor Theoretical Mass: 575.8497
Precursor Mass Error (ppm): −0.29
Andromeda Score: 69
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Sequence: _VLPIVNIFTK_
Matching Protein: YKL174C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 576.3677
Precursor Theoretical Mass: 576.3675
Precursor Mass Error (ppm): 0.26
Andromeda Score: 75.4
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Sequence: _TGADLGAGAGGSVK_
Matching Protein: YNL183C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 584.8063
Precursor Theoretical Mass: 584.806
Precursor Mass Error (ppm): 0.42
Andromeda Score: 79.1
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Sequence: _FLRYNPLEK_
Matching Protein: YOR210W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 396.56
Precursor Theoretical Mass: 396.5603
Precursor Mass Error (ppm): −0.74
Andromeda Score: 130.8
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Sequence: _LGAIDIVQLLK_
Matching Protein: YFL033C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 595.8833
Precursor Theoretical Mass: 595.8836
Precursor Mass Error (ppm): −0.41
Andromeda Score: 85.4
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Sequence: _AVDILSDILTK_
Matching Protein: YLR163C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 598.3548
Precursor Theoretical Mass: 598.3548
Precursor Mass Error (ppm): −0.12
Andromeda Score: 97.5
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06 Sequence: _NVFLLGFVSAK_
Matching Protein: YMR080C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 601.8568
Precursor Theoretical Mass: 601.8548
Precursor Mass Error (ppm): 3.4
Andromeda Score: 93.1
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Matching Protein: YNL024C−A
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 604.8187
Precursor Theoretical Mass: 604.8187
Precursor Mass Error (ppm): −0.01
Andromeda Score: 201.5
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Sequence: _VIPYIFPLLK_
Matching Protein: YNL320W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 605.8879
Precursor Theoretical Mass: 605.8881
Precursor Mass Error (ppm): −0.27
Andromeda Score: 55.1
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Sequence: _DIIYVLPEDK_
Matching Protein: YPR067W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 606.8308
Precursor Theoretical Mass: 606.8337
Precursor Mass Error (ppm): −4.8
Andromeda Score: 64.3
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Sequence: _LILVPFLNGTK_
Matching Protein: YNL263C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 611.887
Precursor Theoretical Mass: 611.8861
Precursor Mass Error (ppm): 1.4
Andromeda Score: 110.1
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Sequence: _FRAIYDDPVK_
Matching Protein: YLR104W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 411.2237
Precursor Theoretical Mass: 411.2236
Precursor Mass Error (ppm): 0.47
Andromeda Score: 100.5

y1

y2

y3

y4

y5

y6

y6(2+)

b2

b2−NH3

b3

b4

b5 b6

b7



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600

0
35

00
00

70
00

00 Sequence: _AELWNELELK_
Matching Protein: YDR329C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 626.8375
Precursor Theoretical Mass: 626.8368
Precursor Mass Error (ppm): 1.1
Andromeda Score: 116.3
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Sequence: _ITPSELTQDDK_
Matching Protein: YJL174W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 627.8175
Precursor Theoretical Mass: 627.8188
Precursor Mass Error (ppm): −2.1
Andromeda Score: 73.1
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Sequence: _EVIDRGIDLLK_
Matching Protein: YHR072W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 426.9221
Precursor Theoretical Mass: 426.9218
Precursor Mass Error (ppm): 0.71
Andromeda Score: 86
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Sequence: _AVLDALLAGLTTK_
Matching Protein: YJR046W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 647.3971
Precursor Theoretical Mass: 647.397
Precursor Mass Error (ppm): 0.054
Andromeda Score: 76.7
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Sequence: _KYEQQVTQQK_
Matching Protein: YML129C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 648.3502
Precursor Theoretical Mass: 648.3499
Precursor Mass Error (ppm): 0.48
Andromeda Score: 213.3
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Sequence: _YQSEDRSLVSK_
Matching Protein: YHR123W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 440.561
Precursor Theoretical Mass: 440.5609
Precursor Mass Error (ppm): 0.22
Andromeda Score: 70.1
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Sequence: _IDFSTSLNDLLK_
Matching Protein: YMR289W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 687.3714
Precursor Theoretical Mass: 687.3737
Precursor Mass Error (ppm): −3.4
Andromeda Score: 93.3
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Sequence: _NNVYLNYVLEK_
Matching Protein: YNL323W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 688.8686
Precursor Theoretical Mass: 688.8686
Precursor Mass Error (ppm): −0.012
Andromeda Score: 112.4
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Sequence: _LETENDGVVGLVK_
Matching Protein: YDR178W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 690.8759
Precursor Theoretical Mass: 690.8767
Precursor Mass Error (ppm): −1.1
Andromeda Score: 121.1
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Sequence: _DLLENFISGLQK_
Matching Protein: YKL074C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 692.881
Precursor Theoretical Mass: 692.8817
Precursor Mass Error (ppm): −1
Andromeda Score: 125.2

y1
y2

y4

y5

y6

y7

y8

y9

y10

y8−NH3
y9−NH3

a2 b2

b3

b6



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1000 1100 1200

0
12

50
00

25
00

00

Sequence: _LLIDYFTESYK_
Matching Protein: YIL144W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 700.3645
Precursor Theoretical Mass: 700.3654
Precursor Mass Error (ppm): −1.3
Andromeda Score: 62.3
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Sequence: _ELLLGYYTSVLK_
Matching Protein: YBR271W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 703.9059
Precursor Theoretical Mass: 703.9047
Precursor Mass Error (ppm): 1.7
Andromeda Score: 102
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Sequence: _DLVRTRNYIQK_
Matching Protein: YKL002W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 471.9401
Precursor Theoretical Mass: 471.9399
Precursor Mass Error (ppm): 0.33
Andromeda Score: 99.6
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00 Sequence: _NTTDLLSVVAHLK_
Matching Protein: YDR164C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 473.608
Precursor Theoretical Mass: 473.608
Precursor Mass Error (ppm): 0.046
Andromeda Score: 64.5
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Sequence: _LLGINNPIFVTSK_
Matching Protein: YKL116C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 712.423
Precursor Theoretical Mass: 712.4236
Precursor Mass Error (ppm): −0.8
Andromeda Score: 75.7
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Sequence: _DNLLDNPVEFLK_
Matching Protein: YMR117C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 712.8775
Precursor Theoretical Mass: 712.8792
Precursor Mass Error (ppm): −2.3
Andromeda Score: 85.3

y1

y2

y3
y4

y6

y7

y8

y9

y10

a2

b2

b2−H2Ob2−NH3

b3

b3−H2O
b3−NH3

b4

b6(2+)



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1100 1300 1500 1700 1900 2100

0
70

00
00

14
00

00
0

Sequence: _QADEIEQILVHK_
Matching Protein: YKL013C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 477.5964
Precursor Theoretical Mass: 477.5958
Precursor Mass Error (ppm): 1.2
Andromeda Score: 161.9
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Sequence: _RVFLLDGIYSLK_
Matching Protein: YDR428C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 477.9534
Precursor Theoretical Mass: 477.9532
Precursor Mass Error (ppm): 0.52
Andromeda Score: 106.5
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Sequence: _SIEVGHIFLLGNK_
Matching Protein: YER087W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 478.9441
Precursor Theoretical Mass: 478.9447
Precursor Mass Error (ppm): −1.2
Andromeda Score: 87.4
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Sequence: _(ac)STIKPSPSNNNLK_
Matching Protein: YKL008C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 729.4003
Precursor Theoretical Mass: 729.4001
Precursor Mass Error (ppm): 0.28
Andromeda Score: 171.1
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Matching Protein: YNL070W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 739.3861
Precursor Theoretical Mass: 739.3869
Precursor Mass Error (ppm): −1
Andromeda Score: 118.5
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Sequence: _IYCAELDLSQMK_
Matching Protein: YLR414C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 739.8602
Precursor Theoretical Mass: 739.8591
Precursor Mass Error (ppm): 1.5
Andromeda Score: 116.8
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Sequence: _LPVAQYSAPDGVEK_
Matching Protein: YJL184W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 741.3898
Precursor Theoretical Mass: 741.3899
Precursor Mass Error (ppm): −0.23
Andromeda Score: 142.9
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Sequence: _NQLQQELARFEK_
Matching Protein: YLR078C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 504.6061
Precursor Theoretical Mass: 504.6067
Precursor Mass Error (ppm): −1.3
Andromeda Score: 131.8
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Sequence: _LVTLIQESYDSLK_
Matching Protein: YER071C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 758.9192
Precursor Theoretical Mass: 758.9211
Precursor Mass Error (ppm): −2.5
Andromeda Score: 163.8
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Sequence: _RVTGAGGQQRRMAK_
Matching Protein: YDL150W
Charge: 4
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 381.7164
Precursor Theoretical Mass: 381.7161
Precursor Mass Error (ppm): 0.61
Andromeda Score: 87.5
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Sequence: _YGGILDIALLPNEK_
Matching Protein: YOL087C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 762.4308
Precursor Theoretical Mass: 762.4316
Precursor Mass Error (ppm): −1.1
Andromeda Score: 93
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Sequence: _PVTGLTVNGQIIGEK_
Matching Protein: CON__Q0V8M9
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 767.4396
Precursor Theoretical Mass: 767.44
Precursor Mass Error (ppm): −0.41
Andromeda Score: 86.5
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Sequence: _EEIPVLLNHILDK_
Matching Protein: YKR089C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 514.2997
Precursor Theoretical Mass: 514.299
Precursor Mass Error (ppm): 1.3
Andromeda Score: 51.3
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Sequence: _(ac)STLFLIGIHEIEK_
Matching Protein: YOR360C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 775.4381
Precursor Theoretical Mass: 775.4394
Precursor Mass Error (ppm): −1.7
Andromeda Score: 108.4
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Sequence: _AVFIEQFLPIVRK_
Matching Protein: YHR085W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 523.3199
Precursor Theoretical Mass: 523.3199
Precursor Mass Error (ppm): 0.11
Andromeda Score: 85.3
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Sequence: _FLDTLANDYFLNK_
Matching Protein: YLR439W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 791.4056
Precursor Theoretical Mass: 791.4056
Precursor Mass Error (ppm): 0.078
Andromeda Score: 132.8
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Sequence: _DGSTAQFEEDEEVK_
Matching Protein: YDR056C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 796.346
Precursor Theoretical Mass: 796.3461
Precursor Mass Error (ppm): −0.14
Andromeda Score: 51.2
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Sequence: _TTVIPFLANRNIIK_
Matching Protein: YPR114W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 536.6623
Precursor Theoretical Mass: 536.6623
Precursor Mass Error (ppm): −0.0013
Andromeda Score: 94.4
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Sequence: _ILELVPLSPTSFVTK_
Matching Protein: YJR019C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 826.4915
Precursor Theoretical Mass: 826.4917
Precursor Mass Error (ppm): −0.18
Andromeda Score: 79.5
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Sequence: _ESDSIDSALEELNLK_
Matching Protein: YPL055C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 835.9153
Precursor Theoretical Mass: 835.9142
Precursor Mass Error (ppm): 1.4
Andromeda Score: 79.9
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Sequence: _TTHPVSHGHSGSSTGPK_
Matching Protein: YDL223C
Charge: 4
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 421.2087
Precursor Theoretical Mass: 421.2088
Precursor Mass Error (ppm): −0.15
Andromeda Score: 40.2
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Sequence: _EVNGYIPNHLISLTK_
Matching Protein: YDR051C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 569.3174
Precursor Theoretical Mass: 569.3169
Precursor Mass Error (ppm): 0.76
Andromeda Score: 66
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Sequence: _VQLLDATEIFRTLGK_
Matching Protein: YGL054C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 856.4966
Precursor Theoretical Mass: 856.4953
Precursor Mass Error (ppm): 1.6
Andromeda Score: 249.6
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Sequence: _LYTIEKAM(ox)TWIHDK_
Matching Protein: YNL279W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 890.9651
Precursor Theoretical Mass: 890.9673
Precursor Mass Error (ppm): −2.5
Andromeda Score: 32.7
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Sequence: _PSLLADLDEMIRNYK_
Matching Protein: YMR191W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 893.4666
Precursor Theoretical Mass: 893.4684
Precursor Mass Error (ppm): −2
Andromeda Score: 50.9
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Sequence: _STSNLAIQIADNFLRK_
Matching Protein: YDR246W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 600.3353
Precursor Theoretical Mass: 600.3349
Precursor Mass Error (ppm): 0.74
Andromeda Score: 91.4

y1
y2

y4

y5

y7

y8
y9

y10
y11

y12 y13

y14

y9−NH3

y14−NH3
y7(2+)y8(2+)

a2

b2

b2−H2O

b5



m/z

In
te

ns
ity

100 200 300 400 500 600 700 800 900 1100 1300 1500 1700 1900 2100 2300

0
15

00
00

30
00

00

Sequence: _SGIGIAGIGTFKPELIMK_
Matching Protein: YPL234C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 616.6922
Precursor Theoretical Mass: 616.6927
Precursor Mass Error (ppm): −0.73
Andromeda Score: 136.5
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Sequence: _DVAESLGLENINDDVLK_
Matching Protein: YGL112C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 926.4753
Precursor Theoretical Mass: 926.4749
Precursor Mass Error (ppm): 0.43
Andromeda Score: 147.3
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Sequence: _LIFPEVVQENVETLEK_
Matching Protein: YER100W
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 948.0164
Precursor Theoretical Mass: 948.0162
Precursor Mass Error (ppm): 0.18
Andromeda Score: 85.5
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Sequence: _IFLNITPNITNWSHNK_
Matching Protein: YKR068C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 640.6785
Precursor Theoretical Mass: 640.6788
Precursor Mass Error (ppm): −0.49
Andromeda Score: 140.1
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Sequence: _SSISNTSDHDGANRASDVK_
Matching Protein: YMR295C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 656.9747
Precursor Theoretical Mass: 656.9747
Precursor Mass Error (ppm): −0.058
Andromeda Score: 173.6
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Sequence: _LNLFVRDSVGNEYRRK_
Matching Protein: YML012W
Charge: 4
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 494.2743
Precursor Theoretical Mass: 494.2744
Precursor Mass Error (ppm): −0.21
Andromeda Score: 168.8
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Sequence: _(ac)ATRTQFENSNEIGVFSK_
Matching Protein: YPR016C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 989.4921
Precursor Theoretical Mass: 989.4914
Precursor Mass Error (ppm): 0.7
Andromeda Score: 205.7
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Sequence: _SGVGICATCVLRPDLLFK_
Matching Protein: YEL027W
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 672.0281
Precursor Theoretical Mass: 672.0283
Precursor Mass Error (ppm): −0.34
Andromeda Score: 94.5
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Sequence: _PPLPQNYAQQQPSNWDK_
Matching Protein: YPL098C
Charge: 2
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 1009.995
Precursor Theoretical Mass: 1009.994
Precursor Mass Error (ppm): 0.64
Andromeda Score: 46.4
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Sequence: _QTPTSTRQAGYGGSSSSILK_
Matching Protein: YER019C−A
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 678.683
Precursor Theoretical Mass: 678.6829
Precursor Mass Error (ppm): 0.18
Andromeda Score: 127.2
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Sequence: _VIGSDFSAGHLVSSASIDAVK_
Matching Protein: YNL035C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 690.0311
Precursor Theoretical Mass: 690.0315
Precursor Mass Error (ppm): −0.59
Andromeda Score: 52.8
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Sequence: _LTNTNINQLDQWIEHLSK_
Matching Protein: YDL188C
Charge: 3
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 725.715
Precursor Theoretical Mass: 725.7143
Precursor Mass Error (ppm): 0.89
Andromeda Score: 106.2
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Sequence: _QNRPLPQWIRLRTNNTIRYNAK_
Matching Protein: YJL189W
Charge: 5
SILAC State: Heavy
Fragmentation Type: Orbitrap HCD
Precursor Mass: 552.9131
Precursor Theoretical Mass: 552.9133
Precursor Mass Error (ppm): −0.2
Andromeda Score: 130.6
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