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SUPPORTING INFORMATION

- Figure S1. MALDI-TOF mass spectra of 1 pg human IgG digest (A) before
enrichment and (B-D) after enrichment with different loading buffer by click
maltose-HILIC tips. The enriched glycopeptides were marked with “ * ”. (E) is the
spectrum after on-column deglycosylation with 20 pL 20mM NH4HCO; containing

100 U PNGase F for 30 min.

- Figure S2. Reproducibility of the reactor. The presented MALDI-TOF spectra were
analysis of glycopeptides from three repeat processings of 1ug human IgG by the

reactor. The glycopeptides were eluted without deglycosylation.

- Figure S3. Sensitivity for analysis of glycopeptides in human IgG when

conventional digestion was used. The enriched glycopeptides were marked with * * .

- Figure S4. MS/MS spectra of glycopeptides identified from 1 pg five-glycoprotein

mixture by using the micro-reactor based method.
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Figure S3
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Figure S4
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