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Cm_ArsM  MPCSCASGCQKSKNGGSTPSIRDHVADYYGKTLQSSADLKTSACKLAAA-VPESHRKILA 59 
Human_ArsM ---------MAALRD---AEIQKDVQTYYGQVLKRSADLQTNGCVTTARPVPKHIREALQ 48 
Rat_ArsM  ---------MAAPRD---AEIHKDVQNYYGNVLKTSADLQTNACVTPAKGVPEYIRKSLQ 48 
ZebraFish_ArsM --------MADAARDRTVTSVYNDVKEYYGKTLKQKSDLKSNACVPSAKPVSAYVRKVIA 52 
 
                 
 
Cm_ArsM  DIADEVLEKFYGCGSTLPADGSLEGATVLDLGCGTGRDVYLASKLVGEHGKVIGVDMLDN 119
Human_ArsM NVHEEVALRYYGCGLVIPE--HLENCWILDLGSGSGRDCYVLSQLVGEKGHVTGIDMTKG 106
Rat_ArsM  NVHEEVISRYYGCGLVVPE--HLENCRILDLGSGSGRDCYVLSQLVGQKGHITGIDMTKV 106
ZebraFish_ArsM EIHPDVVAKYYGCGLVVPE--CLEGCRVLDLGCGSGRDCYMLSQLVGEKGHVTGIDMTEA 110
 
         

 
Cm_ArsM  QLEVARKYVEYHAEKFFGSPSRSNVRFLKGFIENLATAEPEGVPDSSVDIVISNCVCNLS 179
Human_ArsM QVEVAEKYLDYH-M-EKYGFQASNVTFIHGYIEKLGEA—-GIKNE-SHDIVVSNCVINLV 161
Rat_ArsM  QVEVAKAYLEYH--TEKFGFQTPNVTFLHGQIEMLAEA—-GIQKE-SYDIVISNCVINLV 161
ZebraFish_ArsM QLEVARNYIDYH-M-QRFGYKNPNVNFVQGYIEALVEA—-GLEDK-SYDIIISNCVVNLS 165
 
                 

 
Cm_ArsM  TNKLALFKEIHRVLRDGGELYFSDVYADRRLSEAAQQDPILYGECLGGALYLEDFRRLVA 239
Human_ArsM PDKQQVLQEAYRVLKHGGELYFSDVYTSLELPEEIRTHKVLWGECLGGALYWKELAVLAQ 221
Rat_ArsM  PDKQKVLREVYQVLKYGGELYFSDVYASLEVSEDIKSHKVLWGECLGGALYWKDLAVIAK 221
ZebraFish_ArsM PDKSSVLREAYCVLKDGGELYFSDVYSDARIPEHLKANKTLWGECLSGALWWEDLIRLAE 225
 
                 

 
Cm_ArsM  EAGFRDVRLVSVGPVDVSDPQLRKLVPDVQFYSCTFRCFKVATL-E-ATREDYGQSATYL 297
Human_ArsM KIGFCPPRLVTANLITIQNKELERVIGDCRFVSATFRLFKHS-KTGP---TKR-CQVIYN 276
Rat_ArsM  KIGFCPPRLVTANIITVGNKELERVLGDCRFVSATFRLFKLPKT-EP---AGR-CQVVYN 276
ZebraFish_ArsM EVGFCKPRLVSASIITVGNTELESILGDYKFVSATYRLFKL-QKG-L---EKKPCLVMYN 280
 
                 

 
Cm_ArsM  GGI-G—-EEFKLDRFFTFPREKPVRVDRNTAEIIRHSRLHQWFSVSAEQQ-HMGLFKAND 353
Human_ArsM GGITGHEKELMFDANFTFKEGEIVEVDEETAAILKNSRFAQDFLIRPIGE-KLPTSGGCS 335
Rat_ArsM  GGIMGHEKELIFDANFTFKEGEAVEVDEETAAILRNSRFAHDFLFTPVEASLLAPQTKVI 336
ZebraFish_ArsM GDITDSEESFEFDAQYAFKVDKVMEVDGDVANILRNSRFSEEFTFQPQGVNTASSGGCWA 340
 
    

 
Cm_ArsM  SYALLHAPLSMQVEQLVCEVKKGSTGTCSAQASANGASCCATGRRCC- 400 
Human_ArsM ALEL--KDIITDPFKLAEESDSMKSRCVPDAAGG----CCGTKKSC-- 375 
Rat_ArsM  IRD---------PFKLAEESDKMKPRCAPEGTGG----CCGKRKSC-- 369 
ZebraFish_ArsM KP----NAVSVNPFELVQQLG---SASVSPSTGG----CCAGQESCCN 377 

                                                                α1

      α5             β5               α6     α7              α8 

          β6           α9            β7                       β8 

 α11        α12

     α2              3101      β1              α3           β2 

       α4                   β3         3102             β4       3103 

         β9      β10     β11     α10      3104  β12    

Supplementary Figure 4




