
Figure S1 - The comparing enrichment analysis between apoptosis and autophagy

The figure shows the complete list of the comparing enrichment analysis, including GO Molecular Function,

GO biological process and GO Cellular Component, KEGG pathway and Reactome pathway.

The colour represents the p-value while the number represents the number of proteins associated with each term. 

The category with lowest p-value is indicated with a black rectangle around the fill colour.

The coulmn T represents the total number of proteins in the reference set (whole genome) associated to this functional term.

The analysis was done with g:Cocoa in the g:Profiler package.






















































