
Supporting Information 

Figure S1: Analysis by LC-MS3 of GPI-anchored peptide (PI-PLC treated).  

(A) The general scheme of GPI-anchored peptide structure in mammalian cells and GPI anchor–specific marker ion 

masses. 

(B) The MS/MS spectrum of GPI-anchored peptide (m/z 1110.922+) from PI-PLC–treated aqueous fraction after 

Triton X-114 phase separation. 

(C) MS3 spectrum of the fragment corresponding to the peptide at m/z 422+, 447+, 609+, 707+, 851+, 9802+, 1091+, 

1351+, 1514+, and 1799+. Peptide fragments are indicated. 
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1110.922+m/z MS/MS spectrum

120104-No10-2_no_charge_rejection-MS3_120113211931 #623 RT: 10.69 AV: 1 NL: 1.03E2
T: ITMS + p NSI E d Full ms2 1110.92@cid35.00 [295.00-2000.00]

400 600 800 1000 1200 1400 1600 1800

m/z

0

10

20

30

40

50

60

70

80

90

100

R
e

la
ti
v
e

 A
b

u
n

d
a

n
c
e

1513.80

1091.64

447.16

980.48

1351.72

422.12 851.24

882.48

707.20609.16

1799.04

1315.64386.12 919.48719.52
1127.68

1050.28646.16 821.40 1495.84 1657.841214.64545.16

-H2O

869.24

2+



C
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447+
120104-No10-2_no_charge_rejection-MS3_120113211931 #628 RT: 10.73 AV: 1 NL: 2.06E1
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 447.14@cid35.00 [110.00-460.00]
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422+
120104-No10-2_no_charge_rejection-MS3_120113211931 #633 RT: 10.76 AV: 1 NL: 1.17E1
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 422.13@cid35.00 [105.00-435.00]

120 140 160 180 200 220 240 260 280 300

m/z

0

10

20

30

40

50

60

70

80

90

100

R
e

la
ti
v
e

 A
b

u
n

d
a

n
c
e

162.02

262.30
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707+
120104-No10-2_no_charge_rejection-MS3_120113211931 #637 RT: 10.78 AV: 1 NL: 6.04
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 707.23@cid35.00 [180.00-720.00]
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120104-No10-2_no_charge_rejection-MS3_120113211931 #635 RT: 10.77 AV: 1 NL: 1.54E1
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 609.16@cid35.00 [155.00-620.00]
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9802+
120104-No10-2_no_charge_rejection-MS3_120113211931  #630 RT: 10.74 AV: 1 NL: 4.23E1
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 980.51@cid35.00 [255.00-1975.00]
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120104-No10-2_no_charge_rejection-MS3_120113211931 #634 RT: 10.76 AV: 1 NL: 1.38E1
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 851.26@cid35.00 [220.00-865.00]
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1351+
120104-No10-2_no_charge_rejection-MS3_120113211931 #629 RT: 10.73 AV: 1 NL: 4.84E1
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 1351.77@cid35.00 [360.00-1365.00]
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120104-No10-2_no_charge_rejection-MS3_120113211931 #625 RT: 10.71 AV: 1 NL: 1.04E2
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 1091.68@cid35.00 [290.00-1105.00]

300 400 500 600 700 800 900 1000 1100

m/z

0

10

20

30

40

50

60

70

80

90

100

R
e

la
ti
v
e

 A
b

u
n

d
a

n
c
e

882.72

977.62

864.55

701.65
1073.73

719.58

652.35

664.52 906.99
814.55765.54583.18 961.63 1028.56

796.60538.33502.47466.29 633.60 841.71339.25 383.46



Fig S1 , Masuishi et al.

1799+
120104-No10-2_no_charge_rejection-MS3_120113211931 #636 RT: 10.78 AV: 1 NL: 8.52
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 1798.95@cid35.00 [485.00-1810.00]
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120104-No10-2_no_charge_rejection-MS3_120113211931 #624 RT: 10.70 AV: 1 NL: 1.35E2
T: ITMS + c NSI d Full ms3 1110.92@cid35.00 1513.79@cid35.00 [405.00-1525.00]
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