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Supplementary Figure 1: Scatter plot representation of mRNA levels of 84 p53 target genes in T47D
cells transfected with p53-CC or p53-ATDC. Each dot represents one of the 84 genes assayed in this PCR
array. The two magenta lines represent a boundary of two fold upregulation or downregulation in mMRNA
levels. Cells treated with p53-CC vs. p53-ATDC showed very different expression profiles. This indicates
that p53-CC is successful at forming the transcriptionally active tetrameric unit of p53, while the
monomeric p53 (p53-ATDC) is not.
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Supplementary Figure 2: Scatter plot representation of mRNA levels of 84 p53 target genes in T47D
cells transfected with CC or wt-p53. Each dot represents one of the 84 genes assayed in this PCR array.
The two magenta lines represent a boundary of two fold upregulation or downregulation in mRNA levels.
Cells treated with CC vs. wt-p53 showed very different expression profiles. This indicates that CC fails to
activate p53 target genes and can serve as a negative control.



