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Figure S-1.  Positive-ion mass spectra of 100 fmol equimolar mixture of β-amyloid 

1-11 (HPLC Index 1.4, SSRCalc Hydrophobicity 13.5) and humanin (HPLC Index 

117.4, SSRCalc Hydrohobicity 50.0) using (a) ATHAP, (b) THAP, or (c) CHCA. 

ND means that ions were not detected. 
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Figure S-2.  Positive-ion mass spectra of 100 fmol β-amyloid 22-42 

using (a) ATHAP or (b) CHCA.    
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Table S-1.  Detection limit of hydrophobic peptide humanin.
a
  

a 
Detection limit of humanin (HPLC Index 117.4, SSRCalc 

Hydrohobicity 50.0) using ATHAP incorporating different acyl group 

chain lengths (C6, C8, C10, or C12 acyl group), THAP, or CHCA.  
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Table S-2.  Correlation of the ion detection for phosphorylase b Lys-C digests and SSRCalc 

Hydrophobicity using C6-, C8-, C10-, C12-ATHAP or CHCA.
a 

   

a 
The ion detection for 1 pmol phosphorylase b Lys-C in-gel digests using ATHAP or 

CHCA in positive-ion mode (see Experimental Section). “++” indicates that the ions 

were detected with S/N ≥ 5, “+” indicates that the ions were detected with S/N = 2 to 5, 

and “-” indicates that no ions were detected. C8-ATHAP corresponds to ATHAP in 

Table 2. 
b 

The peptides are carbamidomethylated and are not reflected in the SSRCalc 

Hydrophobicity or HPLC Index. 
c 
The peptide is acetylated, which is not reflected in the 

SSRCalc Hydrophobicity or HPLC Index.  
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