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Figure S1. SI for figures 1 and 2 showing full dose-response relationship for all drugs 
with GEN against H460 
 
Figure S2. SI for figure 3 showing full dose-response relationship for all drugs with GEN 
against A549 
 
Figure S3. Bradford data for normalization of GSH total content data: 
 
Figure S4. Chou-Talalay results for combination index and dose reduction index 
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Figure S1: H460 cells were seeded in full media in 96-well plates at a density of 5000 cells 
per well. Drug dilutions were performed in serum-free RPMI-1640 (SFM). After seeding for 
18 h, cells were dosed with GEN (5 concentrations, log 10) or SFM for 24 h. Cells were then 
dosed with an anticancer agent (7 concentrations, log 10) across all GEN concentrations. 
Plates were then incubated for 48 h (H460) at 37 °C. All treatments were performed in 
duplicate on each plate and repeated for a total of 3 independent experiments. Cell viability 
was measured via MTT assay. 
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Figure S2: A549 cells were seeded in full media in 96-well plates at a density of 5000 cells 
per well. Drug dilutions were performed in serum-free RPMI-1640 (SFM). After seeding for 
18 h, cells were dosed with GEN (5 concentrations, log 10) or SFM for 24 h. Cells were then 
dosed with an anticancer agent (7 concentrations, log 10) across all GEN concentrations. 
Plates were then incubated for 48 or 24 h at 37 °C. All treatments were performed in 
duplicate on each plate and repeated for a total of 3 independent experiments. Cell viability 
was measured via MTT assay. 

 



Sample µL added BSA Reading H460 A549
0 (Blank) 0 0 0 0 0

1 2 1.02E-01 0.087634 0.31638 0.16926
2 4 0.18449 0.14845 0.52500 0.34778
3 6 0.25745 0.21174 0.65837 0.49204
4 8 0.32538 0.25749
5 10 0.38262 0.37446
6 12 0.43626 0.36404

BSA a835 H460 A549
slope 0.0359 0.0317 0.1092 0.0827

prot. conc (mg/mL) 2.5 2.20752 7.60446 5.75905

GSH multiplication factor to normalize A549 = 7.60446/5.75905

H460: y = 0.1092x + 0.0474 
R! = 0.96587 

A549: y = 0.0827x + 0.0041 
R! = 0.99817 
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Figure S3. 20 µL protein lysate was saved prior to deproteination. A standard Bradford 
assay with BSA was performed and 3 concentrations of lysate from A549 and H460 were 
fit to the curve. A multiplication factor was obtained and applied to GSH concentrations 
to normalize to total protein. 
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Figure S4. Calcusyn input and output data for all doses. Average cytotoxicity for 3 
independent experiments were entered into Calcusyn (Cambridge, UK) to generate a 
combination index (CI) and dose reduction index (DRI) for each drug/dose combination. 

 


