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Supplementary Figure S1 Standard deviation in HF183Taqman Cq values at decimal 

dilutions of plasmid standard and linear interpolation between adjascent levels.  The 

dilutions with concentration > 10
2
 copies/rxn were combined to calcualte the group 

variance. Due to heteroscedasticity, the standard deviation and variance are larger at 

lower plasmid concentrations. 
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Supplementary Figure S2 Probability curves of the three human-associated assays. The 

probability curves that the observed concentration will be higher than the LOD of 10 

marker copies per reaction are plotted for target and amplified non-target sources. The 

equivalent threshold (ET) value is indicated at the probability of 0.5. The assay with 

lower ET for target source (human) is more sensitive while the assay with shorter 

distance between ETs of target and non-target sources is more specific 
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