Supplementary material 1: Typicd MSMS data (Phenyx software output) with MS/MS
spectrum and detailed coverage that was observed. Matching results from MS/MS with the
corresponding transcript were then manually assessed and checked using Biolynx and the PepSeq
module (Waters-Micromass).

1) A-superfamily propeptide: FFSDSASDGRDDEAKDE

Peptide match details:

Theoretica mass: 1839.739

Experimental m/z; 920.874, charges. 2, # peaks. 1899
Match delta m/z: 0.003, score: 12.73, charge: 2
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2) A-superfamily propeptide: FPSDSASDGRDD

Peptide match details:

Theoretica mass: 1267.495

Experimental m/z: 634.754, charges: 2, # peaks. 1300
Match deltam/z: 0.001, score: 10.12, charge: 2
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3) A-superfamily peptide: QKDLVVTATTTCCGYNPMTICPPCMCTY SCPPKKKKP

Peptide match details:

Theoretical mass. 4470.946

Experimental m/z: 895.182, charges:. 5, # peaks. 4372
Match deltam/z: 0.015, score: 10.2, charge: 5

PTMs: Q1: Pyroglutamate; M 18, M25: Oxidation; P22, P23, P31, P32: Hydroxyproline All C:
Carboxamidomethyl-Cysteine

NB: The theoretical mass corresponds to the final peptide mass minus the mass of the combination
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Intensity

Value Types : Delta Mass
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4) T-superfamily peptide: FFSSIAKLVSKVAPALAGAIIPFIADLVNGVEVVE

Peptide match details:
Theoretical mass: 3584.027

Experimental m/z: 1195.676, charges: 3, # peaks: 1112

Match delta m/z: 0.007, score: 13.61, charge: 3
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