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Figure S1. Heat maps of relative gene expression levels of control brain (ND) vs AD brain. 

Magnitude of expression depicted as a heat map with red representing higher and green lower 

levels of relative gene expression levels.   

  

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. Genes for 84 epigenetic modifying enzymes whose expression was monitored in AD 

brain and Aβ-treated neuronal cells. 

 

  

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S3. Hippocampal expression of histone aceytltransferase gene KAT6B in AD and normal 

human conrols. 

 

  

 



 

 

 

 

 

 

 

 

 

 

 

 

Figure S4. Heat maps, which shows the magnitude of log2 (fold change) of 84 epigenetic 

transcripts in differentiated SH-SY5Y cells for (left panel) vehicle control vs. oligomeric AβO-

treated (2 µM) and (B) vehicle control vs. rotenone treated (10 nM). The data show that there is a 

significant correlation between 31 of the down regulated epigenetic transcripts (r = 0.55, p < 

0.05) and 8 up-regulated transcripts (r = 0.88, p < 0.001).The highlighted box (KAT6B gene) 

represents an example of a significant (p < 0.001) upregulated gene. 

  

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S5. Proposed mechanism of action of an MRQ, involving coordinated reductive 

quenching of lipid radicals and oxidative quenching of superoxide.
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