Table S2. Prevalence of Virulence Factors in
EXPEC Isolates from Humans and River Water®

no. of isolates (%)
Factor river water human
(n=15) (n=9)
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hlyA 8 (53.3)
hlyB 8 (53.3)
hlyC 8 (53.3)
hlyD 8 (53.3)
espP 0
toxB 0
pic 0
fimE 15 (100) 9 (100)
fimA 15 (100) 9 (100)
fiml 15 (100) 9 (100)
fimF 15 (100) 9 (100)
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fimG
fimH
papl
papB
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9 (100)
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0
0
0
0
12 (80)
12 (80)
5 (33.3)
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0
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0
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0
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0
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cif 0 0

tia 5(33.3) 3(33.3)
vat 13 (86.7) 3(33.3)
espJ 0 0

tccP 0 0

glrR 15 (100) 9 (100)
malX 15 (100) 9 (100)
usp 15 (100) 3(33.3)
nfak 1(6.7) 0

flicH7 6 (40) 1(11.1)
tcpC 9 (60) 1(11.1)
fepA 15 (100) 9 (100)
aufA 12 (80) 3(33.3)
aufB 12 (80) 3(33.3)
aufD 12 (80) 3(33.3)
aufg 12 (80) 3(33.3)
csgA 15 (100) 9 (100)
entF 15 (100) 9 (100)
tonB 15 (100) 9 (100)
guaA 15 (100) 9 (100)
argC 15 (100) 9 (100)
proP 15 (100) 9 (100)
aslA 15 (100) 9 (100)
traJ 1(6.7) 0

clpG 0 0

®Isolates having the almost identical genome
sequences (probably sisiblings) are included in
this table.



