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Supplementary Figure 1. Annotations of 5 CID MS/MS of other glycoforms on 
HSLFHPEDTGQVFQVSHSFPHPLYN102MSLLK
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P

+5

P

+5

P

+5

P

+5

P

+5

P

+5

PP

+4

PP

+4
+4 +4

P

+4

P

+3

P

+3

P

+3

HSLFHPEDTGQVFQVSHSFPHPLYN102MSLLK(=P)

P

+4



NL: 1.97E6

350 400 450 500 550 600 650 700 750 800 850 900 950 1000 1050 1100 1150 1200 1250 1300 1350 1400
m/z

0

10

20

30

40

50

60

70

80

90

100

R
el

at
iv

e 
A

bu
nd

an
ce

92
5.

7
91

0.
9

84
6.

2
87

8.
4

10
57

.0

10
97

.7

10
16

.6

81
3.

4

97
6.

0

78
1.

3

11
38

.1

12
33

.3

13
01

.0

74
0.

6

52
8.

3

36
6.

4

13
55

.2

69
0.

5

P

+5

P

+5

P

+5

P

+5

P

+5

P

+5
P

+4

P

+4

P

+4

P

+4

P

+4

P

+4

HSLFHPEDTGQVFQVSHSFPHPLYN102MSLLK(=P)

P

+3

P

+3

P

+3

B. From EMD PSA



NL: 1.09E6C. m/z 1073.8860
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NL: 3.12E5
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Supplementary Figure 2. The relative abundances of identified glycans in glycomic study of 
LeeBio PSA and PSAH samples.
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