
Bibliographic references to Supplementary Table 2 
 
Avidor-Reiss, T.; Maer, A. M.; Koundakjian, E.; Polyanovsky, A.; Keil, T.; 
Subramaniam, S.; Zuker, C. S., Decoding cilia function: defining specialized genes 
required for compartmentalized cilia biogenesis. Cell 2004, 117 (4), 527-39. 
Wirschell, M.; Olbrich, H.; Werner, C.; Tritschler, D.; Bower, R.; Sale, W. S.; Loges, 
N. T.; Pennekamp, P.; Lindberg, S.; Stenram, U.; Carlen, B.; Horak, E.; Kohler, G.; 
Nurnberg, P.; Nurnberg, G.; Porter, M. E.; Omran, H., The nexin-dynein regulatory 
complex subunit DRC1 is essential for motile cilia function in algae and humans. 
Nature genetics 2013, 45 (3), 262-8. 
McClintock, T. S.; Glasser, C. E.; Bose, S. C.; Bergman, D. A., Tissue expression 
patterns identify mouse cilia genes. Physiological genomics 2008, 32 (2), 198-206. 
Shima, J. E.; McLean, D. J.; McCarrey, J. R.; Griswold, M. D., The murine testicular 
transcriptome: characterizing gene expression in the testis during the progression of 
spermatogenesis. Biology of reproduction 2004, 71 (1), 319-30. 
Imsland, F.; Feng, C.; Boije, H.; Bed'hom, B.; Fillon, V.; Dorshorst, B.; Rubin, C. J.; 
Liu, R.; Gao, Y.; Gu, X.; Wang, Y.; Gourichon, D.; Zody, M. C.; Zecchin, W.; Vieaud, 
A.; Tixier-Boichard, M.; Hu, X.; Hallbook, F.; Li, N.; Andersson, L., The Rose-comb 
mutation in chickens constitutes a structural rearrangement causing both altered 
comb morphology and defective sperm motility. PLoS genetics 2012, 8 (6), 
e1002775. 
Pazour, G. J.; Agrin, N.; Leszyk, J.; Witman, G. B., Proteomic analysis of a 
eukaryotic cilium. The Journal of cell biology 2005, 170 (1), 103-13. 
Wang, H.; Liu, J.; Cho, K. H.; Ren, D., A novel, single, transmembrane protein 
CATSPERG is associated with CATSPER1 channel protein. Biology of reproduction 
2009, 81 (3), 539-44. 
Liu, J.; Xia, J.; Cho, K. H.; Clapham, D. E.; Ren, D., CatSperbeta, a novel 
transmembrane protein in the CatSper channel complex. The Journal of biological 
chemistry 2007, 282 (26), 18945-52. 
Chung, J. J.; Navarro, B.; Krapivinsky, G.; Krapivinsky, L.; Clapham, D. E., A novel 
gene required for male fertility and functional CATSPER channel formation in 
spermatozoa. Nature communications 2011, 2, 153. 
Linck, R.; Fu, X.; Lin, J.; Ouch, C.; Schefter, A.; Steffen, W.; Warren, P.; Nicastro, D., 
Insights into the structure and function of ciliary and flagellar doublet microtubules: 
tektins, Ca2+-binding proteins, and stable protofilaments. The Journal of biological 
chemistry 2014, 289 (25), 17427-44. 
Kass, D. H.; Janousek, V.; Wang, L.; Tucker, P. K., The uncharacterized gene 
1700093K21Rik and flanking regions are correlated with reproductive isolation in the 
house mouse, Mus musculus. Mammalian genome : official journal of the 
International Mammalian Genome Society 2014, 25 (5-6), 223-34. 
Maratou, K.; Forster, T.; Costa, Y.; Taggart, M.; Speed, R. M.; Ireland, J.; Teague, P.; 
Roy, D.; Cooke, H. J., Expression profiling of the developing testis in wild-type and 
Dazl knockout mice. Molecular reproduction and development 2004, 67 (1), 26-54. 
Hong, S.; Choi, I.; Woo, J. M.; Oh, J.; Kim, T.; Choi, E.; Kim, T. W.; Jung, Y. K.; Kim, 
D. H.; Sun, C. H.; Yi, G. S.; Eddy, E. M.; Cho, C., Identification and integrative 



analysis of 28 novel genes specifically expressed and developmentally regulated in 
murine spermatogenic cells. The Journal of biological chemistry 2005, 280 (9), 7685-
93. 
Ross, A. J.; Dailey, L. A.; Brighton, L. E.; Devlin, R. B., Transcriptional profiling of 
mucociliary differentiation in human airway epithelial cells. American journal of 
respiratory cell and molecular biology 2007, 37 (2), 169-85. 
Hu, W.; Gauthier, L.; Baibakov, B.; Jimenez-Movilla, M.; Dean, J., FIGLA, a basic 
helix-loop-helix transcription factor, balances sexually dimorphic gene expression in 
postnatal oocytes. Molecular and cellular biology 2010, 30 (14), 3661-71. 
Mizuno, S.; Sono, Y.; Matsuoka, T.; Matsumoto, K.; Saeki, K.; Hosoi, Y.; Fukuda, A.; 
Morimoto, Y.; Iritani, A., Expression and subcellular localization of GSE protein in 
germ cells and preimplantation embryos. The Journal of reproduction and 
development 2006, 52 (3), 429-38. 
Turner, L. M.; Chuong, E. B.; Hoekstra, H. E., Comparative analysis of testis protein 
evolution in rodents. Genetics 2008, 179 (4), 2075-89. 
Baker, M. A.; Hetherington, L.; Reeves, G.; Muller, J.; Aitken, R. J., The rat sperm 
proteome characterized via IPG strip prefractionation and LC-MS/MS identification. 
Proteomics 2008, 8 (11), 2312-21. 
Firat-Karalar, E. N.; Sante, J.; Elliott, S.; Stearns, T., Proteomic analysis of 
mammalian sperm cells identifies new components of the centrosome. Journal of cell 
science 2014, 127 (Pt 19), 4128-33. 
Guyonnet, B.; Zabet-Moghaddam, M.; SanFrancisco, S.; Cornwall, G. A., Isolation 
and proteomic characterization of the mouse sperm acrosomal matrix. Molecular & 
cellular proteomics : MCP 2012, 11 (9), 758-74. 
de Mateo, S.; Castillo, J.; Estanyol, J. M.; Ballesca, J. L.; Oliva, R., Proteomic 
characterization of the human sperm nucleus. Proteomics 2011, 11 (13), 2714-26. 
Hosseinifar, H.; Gourabi, H.; Salekdeh, G. H.; Alikhani, M.; Mirshahvaladi, S.; 
Sabbaghian, M.; Modarresi, T.; Gilani, M. A., Study of sperm protein profile in men 
with and without varicocele using two-dimensional gel electrophoresis. Urology 2013, 
81 (2), 293-300. 
Baker, M. A.; Hetherington, L.; Reeves, G. M.; Aitken, R. J., The mouse sperm 
proteome characterized via IPG strip prefractionation and LC-MS/MS identification. 
Proteomics 2008, 8 (8), 1720-30. 
Djureinovic, D.; Fagerberg, L.; Hallstrom, B.; Danielsson, A.; Lindskog, C.; Uhlen, M.; 
Ponten, F., The human testis-specific proteome defined by transcriptomics and 
antibody-based profiling. Molecular human reproduction 2014, 20 (6), 476-88. 
Cao, W.; Gerton, G. L.; Moss, S. B., Proteomic profiling of accessory structures from 
the mouse sperm flagellum. Molecular & cellular proteomics : MCP 2006, 5 (5), 801-
10. 
Guo, X.; Shen, J.; Xia, Z.; Zhang, R.; Zhang, P.; Zhao, C.; Xing, J.; Chen, L.; Chen, 
W.; Lin, M.; Huo, R.; Su, B.; Zhou, Z.; Sha, J., Proteomic analysis of proteins 
involved in spermiogenesis in mouse. Journal of proteome research 2010, 9 (3), 
1246-56. 



Baker, M. A.; Reeves, G.; Hetherington, L.; Muller, J.; Baur, I.; Aitken, R. J., 
Identification of gene products present in Triton X-100 soluble and insoluble fractions 
of human spermatozoa lysates using LC-MS/MS analysis. Proteomics. Clinical 
applications 2007, 1 (5), 524-32. 
Batruch, I.; Lecker, I.; Kagedan, D.; Smith, C. R.; Mullen, B. J.; Grober, E.; Lo, K. C.; 
Diamandis, E. P.; Jarvi, K. A., Proteomic analysis of seminal plasma from normal 
volunteers and post-vasectomy patients identifies over 2000 proteins and candidate 
biomarkers of the urogenital system. Journal of proteome research 2011, 10 (3), 941-
53. 
Kagedan, D.; Lecker, I.; Batruch, I.; Smith, C.; Kaploun, I.; Lo, K.; Grober, E.; 
Diamandis, E. P.; Jarvi, K. A., Characterization of the seminal plasma proteome in 
men with prostatitis by mass spectrometry. Clinical proteomics 2012, 9 (1), 2. 
Liu, M.; Hu, Z.; Qi, L.; Wang, J.; Zhou, T.; Guo, Y.; Zeng, Y.; Zheng, B.; Wu, Y.; 
Zhang, P.; Chen, X.; Tu, W.; Zhang, T.; Zhou, Q.; Jiang, M.; Guo, X.; Zhou, Z.; Sha, 
J., Scanning of novel cancer/testis proteins by human testis proteomic analysis. 
Proteomics 2013, 13 (7), 1200-10. 
	  
 


